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atttacttga 
180 

tgtttgtgtt 
240 

accactgtaa 
300 

accccaaaga 
360 

aatgaggtat 
420 

gcctctcagg 
460 

agaaatcatg 
540 

cgggaaaaga 
600 

ttccagaaac 
660 

gctacagctg 
720 

aaccctccca 
780 

ggaagagtgc 
640 

gattttttgc 
900 

gtggtgaatg 

960 

tcttttgcag 
1020 

tactgcgatg 
1080 

gctactgaaa 
1140 

gaaaagCcag 
1200 

acactctgtg 
1260 

aggcagtatc 
1320 

tccattccac 
1380 

gccgcctgga 
1440 

ctaacacact: 
1500 

atcaagaata 
1560 

aatgccatCg 
1620 

acgatagatc 
1680 

atcaggattg 
1740 



ttttttttaa 
ttcagccagt 
atgaaatgag 
gtcttctaga 
ccgagaaaaa 
Cgggagatct 
atgccgaagc 
ccatcgctga 
agagagaatg 
cactcaatac 
tcgcagctac 
ccaaagaccg 
aagcattaat 
aacactattt 
cagctggcct 
Cggagccaaa 
aactagaggc 
agaagattcg 
gagatgttct 
gccaggagct 
taaccgaagg 
ataacgaagg 
gtgagcgctg 
agtatggaat 
aaactgcttt 
cagtcctgga 
gagataaaga 



gttgtatttt 
gcacaaagac 
Caccagacat 
acaaacacca 
agaacgcctg 
aaaagccaga 
Cctgatcaca 
tgctgaggag 
tgaagctgac 
actcaacagg 
caatgttact 
aagttggaaa 
taactatgac 
gaaagaccca 
gtgtgcctgg 
acgccaagca 
tatcaggaaa 
ctggggtcaa 
tctcacggcg 
ggtgcactgc 
cctggacttg 
actgcccagt 
gcctctggtg 
ggacctgaaa 
ggcctttggt 
tccactactt 
atgtgaattt 



taatttgaga 
tctattagcc 
taccagaacg 
ctgtttaaga 
gtgaacggca 
cttgcctccc 
aagatcggcc 
cgaaaggtga 
ttactcaagg 
gtcaacctca 
gcagccgtga 
gcagctaaag 
aaagagcaca 
gagtttaatc 
gtcatcaaca 
Ctagcccaag 
aagcttgtgg 
tccattaagt 
gcattcgtgt 
aagtgggtcc 
atatccatgt 
gacagaatgt 
atagatcccc 
gtcacacatt 
gatgtcatct 
ggcaggaaca 
aacaagaact 

4800 



ggatttcaca 
ttttcatggc 
agagaagaca 
acctgttgaa 
tccaaaagct 
aagaagccga 
ttcagacgga 
cagccattca 
ctgagcctgc 
gtgagctgaa 
cggtccttct 
tcttcatggg 
tcccagagaa 
caaacctgat 
tcattaaatt 
caaacttaga 
tgagtgcaaa 
cctttgaagc 
cttacgtcgg 
cctttcttca 
tgacggatga 
ccaccgaaaa 
agcaacaggg 
tgggccagaa 
Caattgaaaa 
caattaaaaa 
ttcgccttat 



Cgaactgtaa 
acatgctcac 
caactatacc 
gaagaagcaa 
aaaaaccaca 
gctgcaactg 
gaaagtgagc 
gactgaagtg 
actggtggct 
agcctttccc 
ggcccctcgg 
aaaggtcgat 
ctgtctaaaa 
tcgaaccaaa 
ctatgaggtc 
actggctgca 
ctatgacatt 
tcaagagaag 
acccttcaca 
acagaaggtt 
tgctacaatt 
tgccgctatc 
aattaagtgg 
agggtttttg 
tctcgaggaa 
aggaaagtat 
ccttcacaca 
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aaattggcaa 
1800 

acagtcacag 
1860 

ccagatttgg 
1920 

ctcaagtatc 
1980 

gatgacacca 
2040 

cacaaggtga 
2100 

agaccagtgg 
2160 

aaccccccct 
2220 

caggctgaca 
2260 

catgctgtct 
2340 

tcccagatgg 
2400 

ttcctgcttc 
2460 

cagtcatgga 
2520 

gatgtggaag 
2580 

gaaaaattac 
2640 

gcaatgcgcc 
2700 

gcgaagtatg 
2760 

gccaccccca 
2820 

cttggcaaaa 
2880 

caaggtcagg 
2940 

gtcatcctcc 
300O 

gaaagattca 
3060 

cctacaccag 
3120 

aatgaacccc 
3180 

gtaagaaagc 
3240 

ggcccagaat 
3300 

tgtggaaggg 
3360 



atcctcacta 
aagatggtct 
agaaacttaa 
tggaagacga 
aactggtaga 
ttgaagccaa 
cagcaagagc 
accaattctc 
aggtggaaga 
tcctctacac 
cttttcagat 
gattcacagt 
gtgctatcaa 
gatctgccaa 
ctcaagaatg 
ccgacagaat 
tggagaggac 
tattcttcat 
gacttggctt 
agacggtggc 
aaaatgttca 
gccaaggaag 
atgagcatat 
caacagggat 
gaagcaggct 
caacccaggc 
taggggtggg 



taagccggaa 
agaagcccag 
gttggtattg 
tctccttttg 
gagattggag 
agaaaatgaa 
atctcttctt 
tttgaaggct 
caCgcaggga 
cagccaggcg 
tttgttgaga 
tgaacacact 
ggcaattgcc 
gcagtggagg 
gaagaagaaa 
gacgtatgct 
cagactggac 
cctgtctccg 
tacaatcgac 
agaagtggcc 
tttggtagcc 
ccacagagat 
catccctcaa 
gctggccaat 
aggcagacaa 
atgCcattga 
cgtgttttaa 



ttacaagctc 
ctgctggcag 
acaaagcacc 
cgcctttctg 
gcaacaaaga 
agaaaaatca 
tattttgtta 
tttaacgtgc 
cgcatctcta 
ctgtttgaga 
aagaaagaga 
catctgagtc 
gtcatggaag 
aagtgggtag 
agtttaatac 
ctcagaaatt 
ttagttaaag 
ggggtagatg 
tctggaaaat 
ctggagaaag 
aagtggctag 
tacagggttt 
ggactcctgg 
ttgcatgccg 
tgaagtcaga 
gagggatgaa 
tctcttgaaa 



agacaactct 
aggttgtcag 
aaaatgattt 
cggcagaggg 
ccaccgtggc 
acgaggcccg 
Ctaatgacct 
tgttccacag 
tcctgatgga 
aggacaagct 
tagaccctct 
ccgttgactt 
aatttcgagg 
aatccgagCg 
agaagctgat 
ttgtagagga 
cattcgaaga 
cccttaaaga 
tccacaatgt 
cttccaaagg 
gaaccttgga 
tcatgagtgc 
aaaattccat 
ccctgtacaa 
gtcatctcac 
gcaagttctt 
gaattgcccc 



cctcaatctc 
tattgaaagg 
taaaattgag 
aagctttctg 
agagatagag 
agaatgttac 
ccaaaaaaCc 
agcgatcgag 
gagcatcacc 
caccttcctg 
tgaattggat 
cctaacttct 
catagaccga 
tccagaaaaa 
tcttctgaga 
aaaactgggt 
aagcagccca 
cctggagatt 
gtctttagga 
aggacactgg 
gaagctcctt 
tgagtctgca 
taagatcact 
ctttgatcag 
aagactgtgg 
aatgttcgca 
tgtcatttcc 
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gattctaatg accagtaaat atatttcagt ctcaccctaa cattaagaaa acttcagcta 
3420 

ctgtgtaggg aaagccaact aggtaacttc ttgaggaggt tgcttttttt tttttttttt 
3460 

<2X0> 5618 
<211> 1003 
<212> PRT 

<213> Homo sapiens 



<400> 5618 



nxo uy«> £\ajj 




He 

X X c 


Ser 

WW* 


Leu 


Phe 


Met 


Ala 


His 


Val 


His 


Thr Thr Val 


1 














1 0 








15 


ASXl uXU I*lB& 


Cot 


Thr- 








Gin 


Asn 


Glu 


Arg 


Ara 


His Asn Tyr 




^ U 




















30 


iriT inr rro 




ocr 






Glu 


Gin 


He 

X X w 


W W X 


Leu 
44 w u 


Phe 


Lvs Asn Leu 












40 










45 




irfeu iays LiyS 




Gl n 




Glu 


Val 


Ser 


Glu 


Lvs 


Lys 


Glu 


ArQ Leu Val 




















60 






/isn uxy xxc 


Gl n 




«J W V<i 


Lvs 


Thr 


Thr 


Ala 


Ser 


Gin 


Val 


Gly Asp Leu 








7Q 










75 






80 




Leu 


Ala 


Ser 


Gin 


Glu 


Ala 


Glu 


Leu 


Gin 


Leu 


Arg Asn His 














90 








95 


&fsn Ala Glu 

T^^O uXiA 


Ala 


Leu 

«rf W M 


He 


Thr 


Lys 


He 


Gly 


Leu 


Gin 


Thr 


Glu Lys Val 




100 










105 










110 


Q»T* At^ct Gill 


Lvs 


Thr 


He 

A A 


Ala 


Asp 


Ala 


Glu 


Glu 


Arci 


Lys 


Val Thr Ala 


115 










120 










125 




Tl(» Gin Thr 


Glu 


Val 


Phe 


Gin 


Lys 


Gin 


Arg 


Glu 


Cys 


Glu 


Ala Asp Leu 


X J v 








135 

^ ^ 










140 






Leu Lvs Ala 


Glu 


Pro 


Ala 


Leu 


Val 


Ala 


Ala 


Thr 


Ala 


Ala 


Leu Asn Thr 


145 






150 










X55 






160 


Leu Asn Arg 


Val 


Asn 


Leu 


Ser 


Glu 


Leu 


Lys 


Ala 


Phe 


Pro 


Asn Pro Pro 






165 










170 








175 


He Ala Val 


Thr 


Asn 


Val 


Thr 


Ala 


Ala 


Val 


Met 


Val 


Leu 


Leu Ala Pro 




leo 










185 










190 


Arg Gly Arg 


Val 


Pro 


Lys 


Asp 


Arg 


Ser 


Trp 


Lys 


Ala 


Ala 


Lys Val Phe 


195 










200 










205 




Met Gly Lys 


Val 


Asp 


Asp 


Phe 


Leu 


Gin 


Ala 


Leu 


He 


Asn 


Tyr Asp Lys 


210 








215 










220 






Glu His He 


Pro 


Glu 


Asn 


Cys 


Leu Lys 


Val 


Val 


Asn 


Glu 


His Tyr Leu 


225 






230 










235 






240 


Lys Asp Pro 


Glu 


Phe 


Asn 


Pro 


Asn 


Leu 


He 


Arg 


Thr 


Lys 


Ser Phe Ala 






245 










250 








255 


Ala Ala Gly 


Leu 


Cys 


Ala 


Trp 


Val 


He 


Asn 


He 


He 


Lys 


Phe Tyr Glu 




260 










265 










270 


Val Tyr Cys 


Asp 


Val 


Glu 


Pro 


Lys 


Arg 


Gin 


Ala 


Leu 


Ala 


Gin Ala Asn 


275 










280 










285 




Leu Glu Leu 


Ala 


Ala 


Ala 


Thr 


Glu Lys 


Leu 


Glu 


Ala 


He 


Arg Lys Lys 


290 








295 










300 






Leu Val Val 


Ser 


Ala 


Asn 


Tyr 


Asp 


He 


Glu 


Lys 


Ser 


Glu 


Lys He Arg 


305 






310 










315 






320 


Trp Gly Gin 


Ser 


He 


Lys 


Ser 


Phe 


Glu 


Ala 


Gin 


Glu 


Lys 


Thr Leu Cys 






325 










330 








335 


Gly Asp Val 


Leu 


Leu 


Thr 


Ala 


Ala 


Phe 


Val 


Ser 


Tyr 


Val 


Gly Pro Phe 
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340 345 350 

Thr Arg Gin Tyr Arg Gin Glu Leu Val His Cys Lys Trp Val Pro Phe 

355 360 365 

Leu Gin Gin Lys Val Ser lie Pro Leu Thr Glu Gly Leu Asp Leu lie 

370 375 380 

Ser Met Leu Thr Asp Asp Ala Thr He Ala Ala Trp Asn Asn Glu Gly 
385 390 395 400 

Leu Pro Ser Asp Arg Met Ser Thr Glu Asn Ala Ala He Leu Thr His 

405 410 415 

Cys Glu Arg Trp Pro Leu Val He Asp Pro Gin Gin Gin Gly He Lys 

420 425 430 

Trp He Lys Asn Lys Tyr Gly Met Asp Leu Lys Val Thr His Leu Gly 

435 440 445 

Gin Lys Gly Phe Leu Asn Ala He Glu Thr Ala Leu Ala Phe Gly Asp 

450 455 460 

Val He Leu He Glu Asn Leu Glu Glu Thr He Asp Pro Val Leu Asp 
465 470 475 480 

Pro Leu Leu Gly Arg Asn Thr He Lys Lys Gly Lys Tyr He Arg He 

485 490 495 

Gly Asp Lys Glu Cys Glu Phe Asn Lys Asn Phe Arg Leu He Leu His 

500 505 510 

Thr Lys Leu Ala Asn Pro His Tyr Lys Pro Glu Leu Gin Ala Gin Thr 

515 520 525 

Thr Leu Leu Asn Phe Thr Val Thr Glu Asp Gly Leu Glu Ala Gin Leu 

530 535 540 

Leu Ala Glu Val Val Ser He Glu Arg Pro Asp Leu Glu Lys Leu Lys 
545 550 555 560 

Leu Val Leu Thr Lys His Gin Ash Asp Phe Lys He Glu Leu Lys Tyr 

565 570 575 

Leu Glu Asp Asp Leu Leu Leu Arg Leu Ser Ala Ala Glu Gly Ser Phe 

580 585 590 

Leu Asp Asp Thr Lys Leu Val Glu Arg Leu Glu Ala Thr Lys Thr Thr 

595 600 605 

Val Ala Glu He Glu His Lys Val He Glu Ala Lys Glu Asn Glu Arg 

eiO 615 620 

Lys He Asn Glu Ala Arg Glu Cys Tyr Arg Pro Val Ala Ala Arg Ala 
625 630 635 640 

Ser Leu Leu Tyr Phe Val He Asn Asp Leu Gin Lys He Asn Pro Leu 

645 650 655 

Tyr Gin Phe Ser Leu Lys Ala Phe Asn Val Leu Phe His Arg Ala He 

660 665 670 

Glu Gin Ala Asp Lys Val Glu Asp Met Gin Gly Arg He Ser He Leu 

675 680 685 

Met Glu Ser He Thr His Ala Val Phe Leu Tyr Thr Ser Gin Ala Leu 

690 695 700 

Phe Glu Lys Asp Lys Leu Thr Phe Leu Ser Gin Met Ala Phe Gin He 
705 710 715 720 

Leu Leu Arg Lys Lys Glu He Asp Pro Leu Glu Leu Asp Phe Leu Leu 

725 730 735 

Arg Phe Thr Val Glu His Thr His Leu Ser Pro Val Asp Phe Leu Thr 

740 745 750 

Ser Gin Ser Trp Ser Ala He Lys Ala He Ala Val Met Glu Glu Phe 

755 760 765 

Arg Gly He Asp Arg Asp Val Olu Gly Ser Ala Lys Gin Trp Arg Lys 
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770 




775 








780 










Trp Val 


Glu 


Ser Glu Cys Pro 


Glu 


Lys 


Glu Lys 


Leu 


Pro 


Gin 


Glu 


Trp 


785 




790 






795 










800 


Lys Lys 


Lys 


Ser Leu He Gin Lys 


Leu .He Leu 


Leu 


Arg 


Ala 


Met 


Arg 




805 






810 








815 




Pro Asp 


Arg 


Met Thr Tyr Ala Leu Arg 


Asn Phe 


Val 


Glu 


Glu 


Lys 


Leu 






820 




825 








830 






6ly Ala 


Lys 


Tyr Val Glu Arg Thr Arg 


Leu Asp 


Leu 


Val 


Lys 


Ala 


Phe 




835 




840 








845 








Glu Glu 


Ser 


Ser Pro Ala Thr 


Pro 


He 


Phe Phe 


He 


Leu 


Ser 


Pro 


Gly 


850 




855 








860 










Val Asp 


Ala 


Leu Lys Asp Leu 


Glu 


He 


Leu Gly 


Lys 


Arg 


Leu 


Gly 


Phe 


865 




870 






875 










880 


Thr He 


Asp 


Ser Gly Lys Phe 


His 


Asn 


Val Ser 


Leu 


Gly 


Gin 


Gly 


Gin 






885 






890 








895 




Glu Thr 


Val 


Ala Glu Val Ala 


Leu 


Glu 


Lys Ala 


Ser 


Lys 


Gly 


Gly 


His 






900 




905 








910 






Trp Val 


He 


Leu Gin Asn Val 


His 


Leu 


Val Ala 


Lys 


Trp 


Leu 


Gly 


Thr 




915 




920 








925 








Leu Glu 


Lys 


Leu Leu Glu Arg 


Phe 


Ser 


Gin Gly 


Ser 


His 


Arg 


Asp 


Tyr 


930 




935 








940 










Arg Val 


Phe 


Met Ser Ala Glu 


Ser 


Ala 


Pro Thr 


Pro 


Asp 


Glu 


His 


He 


945 




950 






955 










960 


He Pro 


Gin 


Gly Leu Leu Glu 


Asn 


Ser 


He Lys 


He 


Thr 


Asn 


Glu 


Pro 






965 






970 








975 




Pro Thr 


Gly 


Met Leu Ala Asn 


Leu 


His 


Ala Ala 


Leu 


Tyr 


Asn 


Phe 


Asp 






980 




985 








990 






Gin Val 


Arg 


Lys Arg Ser Arg Leu Gly 


Arg Gin 













995 1000 



<210> 5619 
<211> 1219 
<212> DNA 

<213> Homo sapiens 
<400> 5619 

aagccggaga gctggagctt tgaagccacc ccggtcaaag gatgctgagt ccggagcgcc 
60 

tagccctacc ggactacgag tatctggctc agcgacatgt cctcacctac atggaggatg 
120 

cagtgtgcca gctgctagaa aacagggaag atattagcca atatggaatt gccaggttct 
180 

tcactgaata ttttaacagt gtatgccagg gaacacacat tctctttcga gaattcagct 
240 

tcgtccaagc caccccccac aatagggtat catttttacg ggccttctgg agatgcttcc 
300 

gaactgtggg caataaatggc gatttgctga ccatgaaaga atatcactgt ttgctgcaat 
360 

tactgtgtcc tgatttcccg ctggagctca ctcagaaagc agccaggatt gtgctcatgg 
420 

acgatgccat ggactgcttg atgtcttttt cagatttcct ctttgccttc cagatccagt 
480 

tttactactc agaattcctg gacagtgtgg ctgccatcta tgaggacctg ctgtcaggca 
540 
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agaaccccaa cacagtgatt gtgccgacgt cgtccagtgg gcagcaccgc caacgacctg 
600 

ccttgggcgg ggccggcacg ctggagggcg tggaggcgtc gctgttctac cagtgtctgg 
660 

aaaacctgtg tgatcggcac aagtacagct gcccaccccc agcacttgtc aaagaggccc 
720 

tcagcaatgt tcagagactg accttctatg gattcctcat ggctctctca aagcaccgtg 
780 

gaatcaacca agccctcggt aagtcagagc taagcagccg tcagcctctc ctgccgcaca 
840 

acacagggag cagctggcct ctgttagcaa cacggctcca gaggggaagg ggcatcacca 
900 

tctctgcctt gacttcccag ggccggactc aatcccaggg agcaggaata tggcgacaaa 
960 

acatggctct tacacattcc catggtaggg gacagccctc cctgcctgca gccctgcccc 
1020 

aacatgaaac cacctcccca tagcagaagc gcccagcccc tcctcagaga accccagctc 
1080 

tgctttgggg agcagcctgc aggtcgggca gacacaggac tatttactca gtgacgctag 
1140 

agattatata tcagagagac ctgaatccca tttataaaca aggcaaaggt gtgtctgcgg 
1200 

agaccttttt tccaagctg 
1219 

<210> 5620 

<211> 333 

<212> PRT 

<213> Homo sapiens 



<400> 5620 



Met 


Leu 


Ser 


Pro 


Glu 


Arg 


Leu 


Ala 


Leu 


Pro 


Asp Tyr 


Glu 


Tyr 


Leu 


Ala 


1 








5 










10 










15 




Gin 


Arg 


His 


Val 
20 


Leu 


Thr 


Tyr 


Met 


Glu 
25 


Asp 


Ala 


Val 


Cys 


Gin 
30 


Leu 


Leu 


Glu 


Asn 


Arg 
35 


Glu 


Asp 


He 


Ser 


Gin 
40 


Tyr 


Gly 


He 


Ala 


Arg 
45 


Phe 


Phe 


Thr 


Glu 


Tyr 
SO 


Phe 


Asn 


Ser 


Val 


Cys 
55 


Gin 


Gly 


Thr 


His 


He 
60 


Leu 


Phe 


Arg 


Glu 


Fhe 


Ser 


Phe 


val 


Gin 


Ala 


Thr 


Pro 


His 


Asn 


Arg Val 


Ser 


Phe 


Leu 


Arg 


65 










70 










75 










80 


Ala 


Phe 


Trp 


Arg 


Cys 
65 


Phe 


Arg 


Thr 


Val 


Gly 
90 


Lys 


Asn 


Gly 


Asp 


Leu 
95 


Leu 


Thr 


Met 


Lys 


Glu 
100 


Tyr 


His 


Cys 


Leu 


Leu 
105 


Gin 


Leu 


Leu 


Cys 


Pro 
110 


Asp 


Phe 


Pro 


Leu 


Glu 
115 


Leu 


Thr 


Gin 


Lys 


Ala 
120 


Ala 


Arg 


He 


Val 


Leu 
125 


Met 


Asp 


Asp 


Ala 


Met 
130 


Asp 


Cya 


Leu 


Met 


Ser 
135 


Phe 


Ser 


Asp 


Phe 


Leu 
140 


Phe 


Ala 


Phe 


Gin 


He 


Gin 


Phe 


Tyr 


Tyr 


Ser 


Glu 


Phe 


Leu 


Asp 


Ser 


Val 


Ala 


Ala 


He 


Tyr 


145 










150 










155 










160 


Glu 


Asp 


Leu 


Leu 


Ser 
165 


Gly 


Lys 


Asn 


Pro 


Asn 
170 


Thr 


val 


He 


Val 


Pro 
175 


Thr 


Ser 


Ser 


Ser 


Gly 


Gin 


His 


Arg 


Gin 


Arg 


Pro 


Ala 


Leu 


Gly 


Gly 


Ala 


Gly 
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180 










185 








190 






Thr 


Leu 


Glu Gly 


Val 


Glu 


Ala 


Ser 


Leu 


Phe 


Tyr Gin 


Cys 


Leu 


Glu Asn 






195 










200 








205 








Leu 


Cys 
210 


Asp 


Arg 


His 


Lys 


Tyr 
215 


Ser 


Cys 


Pro 


Pro Pro 
220 


Ala 


Leu 


Val 


Lys 


Glu 


Ala 


Leu 


Ser 


Asn 


Val 


Gin 


Arg 


Leu 


Thr 


Phe Tyr 


Gly 


Phe 


Leu 


Met 


225 










230 










235 








240 


Ala 


Leu 


Ser 


Lys 


His 


Arg Gly 


lie 


Asn 


Gin 


Ala Leu 


Gly 


Lys 


Ser 


Glu 










245 










250 








255 




Leu 


Ser 


Ser Arg 


Gin 


Pro 


Leu 


Leu 


Pro 


His 


Asn Thr 


Gly 


Ser 


Ser Trp 








260 










265 








270 






Pro 


Leu 


Leu 
275 


Ala 


Thr 


Arg 


Leu 


Gin 
280 


Arg 


Gly 


Arg Gly 


lie 
285 


Thr 


lie 


Ser 


Ala 


Leu 


Thr 


Ser 


Gin 


Gly Arg 


Thr 


Gin 


Ser 


Gin Gly 


Ala 


Gly 


He 


Trp 




290 










295 








300 










Arg Gin 


Asn 


Met 


Ala 


Leu 


Thr 


His 


Ser 


His 


Gly Arg 


Gly 


Gin 


Pro 


Ser 


305 










310 










315 








320 


Leu 


Pro 


Ala 


Ala 


Leu 
325 


Pro 


Gin 


His 


Glu 


Thr 
330 


Thr Ser 


Pro 









<210> 5621 
<211> 456 
<212> DNA 

<213> Homo sapiens 
<400> 5621 

tttttgtgaa atagaattta ttgtggctct gattatgtac acgtgagatg gcctggctgg 
60 

gccggccggg ctcacatggt ttgtacaata aatacatctg tggggcgggc tctccgcagc 
120 

cgggaagggc caccgccacg gttcagtcca gcttccgggc tcccagcttc atggggccct 
180 

tggccacctt cctctcggcg cgtttggcct ccatctcccg ccgccgctcc tcgcgcttct 
240 

tccgggccag ctcagccttg acctgtcctg ggtgctggga cgtgcagaca gggtagcgaa 
300 

ggggtcgccc ttgtcgctgg actctgggcc accccagtta tactcgctgg ccagccgtgt 
360 

accgtcagga ggtggctcct gggagcttgg ctgaacccgt ggcggtggcc cttcccggct 
420 

gcggagagcc cgccccacag atgtatttat tgtaca 
456 

<210> 5622 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 5622 

Met Ala Trp Leu Gly Arg Pro Gly Ser His Gly Leu Tyr Asn Lys Tyr 

15 10 15 

He Cys Gly Ala Gly Ser Pro Gin Pro Gly Arg Ala Thr Ala Thr Val 

20 25 30 

Gin Ser Ser Phe Arg Ala Pro Ser Phe Met Gly Pro Leu Ala Thr Phe 
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35 40 45 

Leu Ser Ala Arg Leu Ala Ser lie Ser Arg Arg Arg Ser Ser Arg Phe 

50 55 60 

Phe Arg Ala Ser Ser Ala Leu Thr Cys Pro Gly Cys Trp Asp Val Gin 
65 70 75 80 

Thr Gly 



<210> 5623 

<211> 357 

<212> DMA 

<213> Homo sapiens 

<400> 5623 

nctggaagaa ctcgtcatgc tctttgtagc gtggtgcttc tgttgctcac aggacaactt 
60 

gcctttgatg attttcaaga gagttgtgct atgatgtggc aaaagtatgc aggaagcagg 
120 

cggtcaatgc ctctgggagc aaggatcctt ttccacggtg tgttctatgc cgggggcttt 
180 

gccattgtgt attacctcat tcaaaagttt cattccaggg ctttatatta caagctggca 
240 

gtggagcagc tgcagagcca tcccgaggca caggaagctc tgggccctcc tctcaacatc 
300 

cattatctca agctcatcga cagggaaaac ttcgtggaca ttgttgatgc caagttg 
357 

<210> 5624 

<211> 88 

<212> PRT 

<213> Homo sapiens 

<400> 5624 

Met Trp Gin Lys Tyr Ala Gly Ser Arg Arg Ser Met Pro Leu Gly Ala 

15 10 15 

Arg He Leu Phe His Gly Val Phe Tyr Ala Gly Gly Phe Ala He Val 

20 25 30 

Tyr Tyr Leu He Gin Lys Phe His Ser Arg Ala Leu Tyr Tyr Lys Leu 

35 40 45 

Ala Val Glu Gin Leu Gin Ser His Pro Glu Ala Gin Glu Ala Leu Gly 

SO 55 60 

Pro Pro Leu Asn He His Tyr Leu Lys Leu He Asp Arg Glu Asn Phe 
65 70 75 80 

Val Asp He Val Asp Ala Lys Leu 

85 

<210> 5625 

<211> 1017 

<212> DNA 

<213> Homo sapiens 

<400> 5625 

gccgactcgt ggtacctggc gcttctgggc ttcgctgagc acttccgcac ttccagcccg 
60 
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cccaaaatcc 


gcctgtgcgt 


120 




CQCatcgagg 


cccgtacaca 


180 




aacgagcagg 


cgcgcagcca 


240 




ttcgaagatg 


ttaaatttga 


300 




tccgttgatg 


cagcaaagcc 


360 




tattggcact 


gccgcctgct 


420 




Qtgtcgqcct 


gtgacctcct 


480 




tacacacggg 


cgctgttcct 


540 






acccgctgct 


600 








660 




gatgccgggc 


aggtgaagag 


720 




accatctcca 


cactgcacga 


780 




tggctgccca 


aggagcacat 


640 




caggccggct 


acctggagaa 


900 




aagctcaaga 


tgctggactg 


960 




cacatcatca 


tgtgccgcct 


1017 





gcactgcctg caggccgtgt 
cctgcagctg ggctccgttc 
cctggagaag gcgtggttga 
agcagcaagt ctgttgtctg 
gctgctgcgg aaggcgatcc 
cttccagctc gctcaactgc 
gggtgtaggg gccgagtacg 
cctcagcaag gggatgctgc 
gaccctctgc gggcagatcg 
gcgtgtcttc ttcctggtgc 
cgtgaagccg tgtctgaagc 
tgatgagatc ccgcccagca 
gtgtgtgctt gtctacctgg 
ggcgcagaag tacacggaca 
cagccccatc ctgtcatcct 
tgtcacgggt cacaaggcca 



ccccccbcaA 


y v» v»y v« V. y i» ay 






caccacagca 


aa wCwcacay 


aaccgcaccg 


u c aay ay aa u 


agaccccaca 


gcagacccca 


a cacgc t tga 


gaaggacccg 


cccgggtggt 


gggacctgaa 


tgctgatgga 


gcgaaagctg 


tggagaactg 


gcaggggaac 


tccaggtcac 


ccactatctg 


agctgcagca 


gtgcatccag 


accccgctga 


cctcttccac 


cgactgtgat 


gcactccatg 


aggccctcat 


gcagctggag 


tccaagtgat 


cctgctggag 


cggcgctgca 


ggagatc 



<210> 5626 
<211> 339 
<212> PRT 

<213> Homo sapiens 



<400> 5626 

Ala Asp Ser Trp Tyr Leu Ala Leu Leu Gly Phe Ala Glu His Phe Arg 

15 10 15 

Thr Ser Ser Pro Pro Lys He Arg Leu Cys Val His Cys Leu Gin Ala 

20 25 30 

Val Phe Pro Phe Lys Pro Pro Gin Arg He Glu Ala Arg Thr His Leu 

35 40 45 

Gin Leu Gly Ser Val Leu Tyr His His Thr Lys Asn Ser Glu Gin Ala 

50 55 60 

Arg Ser His Leu Glu Lys Ala Trp Leu He Ser Gin Gin He Pro Gin 
65 70 75 80 

Phe Glu Asp Val Lys Phe Glu Ala Ala Ser Leu Leu Ser Glu Leu Tyr 

85 90 95 

Cys Gin Glu Asn Ser Val Asp Ala Ala Lys Pro Leu Leu Arg Lys Ala 

100 105 110 

He Gin He Ser Gin Gin Thr Pro Tyr Trp His Cys Arg Leu Leu Phe 
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115 






120 




125 






Gin 


Leu 


Ala 


Gin 


Leu 


His Thr Leu Glu Lys Asp 


Leu 


Val 


Ser Ala 


Cys 




130 








135 


140 








Asp 


Leu 


Leu 


Gly Val 


Gly Ala Glu Tyr Ala Arg 


Val Val Gly Ser 


Glu 


145 










X50 155 








160 


Tyr 


Thr 


Arg 


Ala 


Leu 


Phe Leu Leu Ser Lys Gly 


Met 


Leu 


Leu Leu 


Met 










165 


170 






175 




Glu Arg 


Lys 


Leu 


Gin 


Glu Val His Pro Leu Leu 


Thr Leu Cys Gly 


Gin 








180 




185 






190 




lie 


Val 


Glu 


Asn Tip 


Gin Gly Asn Pro He Gin 


Lys 


Glu 


Ser Leu 


Arg 






195 






200 




205 






Val 


Phe 


Phe 


Leu 


Val 


Leu Gin Val Thr His Tyr 


Leu Asp Ala Gly 


Gin 




210 








215 


220 








Val 


Lys 


Ser 


Val 


Lys 


Pro Cys Leu Lys Gin Leu 


Gin 


Gin 


Cys He 


Gin 


225 










230 235 








240 


Thr 


He 


Ser 


Thr 


Leu 


His Asp Asp Glu He Leu 


Pro 


Ser 


Asn Pro 


Ala 










245 


250 






255 




Asp 


Leu 


Phe 


His 


Trp 


Leu Pro Lys Glu His Met 


Cys 


Val 


Leu Val 


Tyr 








260 




265 






270 




Leu 


Val 


Thr 


Val 


Met 


His Ser Met Gin Ala Gly 


Tyr 


Leu 


Glu Lys 


Ala 






275 






280 




285 






Gin 


Lys 


Tyr 


Thr Asp 


Lys Ala Leu Met Gin Leu 


Glu 


Lys 


Leu Lys 


Met 




290 








295 


300 








Leu 


Asp 


Cys 


Ser 


Pro 


He Leu Ser Ser Phe Gin 


Val 


He 


Leu Leu 


Glu 


305 










310 315 








320 


His 


He 


He 


Met 


Cys 


Arg Leu Val Thr Gly His 


Lys 


Ala 


Thr Ala 


Leu 










325 


330 






335 




Gin 


Glu 


He 

















<210> 5627 

<211> 1401 

<212> DNA 

<213> Homo sapiens 

<400> 5627 

nctctcacac tgtggaattc tctctatcag cctcaaagtc cagatttgga aagggagtct 
60 

cagcgagggg cagcagctgg cccaacccgg aggcagagcg gcaactgaac tctagccgga 
120 

aagagccagg gttatgtgca catgggaggt ggggaggaca ggggctgtat gtgaccctca 
180 

catctgttcc tcgcgcccca gatggcttct gctgcctgct ccatggaccc catcgacagc 
240 

tttgagctcc tggatctcct gtttgaccgg caggacggca tcctgagaca cgtggagctg 
300 

ggcgagggct ggggtcacgt caaggaccag gtcctgccaa accccgactc tgacgacttc 
360 

ctcagctcca tcctgggctc tggagactca ctgcccagct ccccactctg gtcccccgaa 
420 

ggcagtgata gtggcatctc cgaagacctc ccctccgacc cccaggacac ccctccacgc 
480 

agcggaccag ccacctcccc cgccggctgc catcctgccc agcctggcaa ggggccctgc 
540 
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ctctcctatc atcctggcaa ctcttgctcc accacaaccc cagggccagt gatccaacaa 
600 

cagcatcacc tgggggcctc ctacctcctg cgacctgggg ctgggcactg tcaggagctg 
660 

gtgctcaccg aggatgagaa gaagctgctg gctaaagaag gcatcaccct gcccactcag 
720 

ctgcccctca ctaagtacga ggagcgagtg ctgaaaaaaa tccgccggaa aatccggaac 

780 

aagcagtcgg cgcaagaaag caggaagaag aagaaggaat atatcgatgg cctggagact 
840 

cggtcctgtt gctgtccttt gccctcatca tcctcccctc catcagccct tttggcccca 
900 

acaaaaccga gagccctggg gactttgcgc ctgtacgagt gttctccaga actttgcaca 
960 

acgatgctgc ctcccgcgtg gctgctgatg ctgCgccagg ctccgaggcc ccaggacccc 
1020 

gacccgaggc tgacacaacc cgagaagagt ctccaggaag ccccggggca gactggggct 
1080 

tccaggacac cgcgaacctg accaattcga cggaggagct ggacaacgcc accccggtcc 
1140 

tgaggaatgc aacagagggg ctgggccagg tcgccctgct ggactgggtg gcgcctgggc 
1200 

cgagcactgg ctcaggacgt gcagggctgg aggcggcggg agacgagctg tgagccccac 
1260 

caggactatg ctcccaggcc cctctgccca ggggtgcctt ggggacgctg cactgggcag 
1320 

ctacccacct ggggatggga cgtgaggcca agaccccagc agagatgcca gaatggggga 
1380 

ggcacagctc atagccacac a 
1401 

<210> 5628 
<211> 299 
<212> PRT 

c213> Homo sapiens 



<400> 5628 



Met 


Ala 


Ser 


Ala 


Ala 


Cys 


Ser 


Met 


Asp 


Pro 


He 


Asp 


Ser 


Phe 


Glu 


Leu 


1 








5 










10 










15 




Leu 


Asp 


Leu 


Leu 
20 


Phe 


Asp 


Arg 


Gin 


Asp 
25 


Gly 


He 


Leu 


Arg 


His 
30 


Val 


Glu 


Leu 


Gly 


Glu 
35 


Gly 


Trp 


Gly 


His 


val 
40 


Lys 


Asp 


Gin 


Val 


Leu 
45 


Pro 


Asn 


Pro 


Asp 


Ser 
50 


Asp 


Asp 


Phe 


Leu 


Ser 
55 


Ser 


lie 


Leu 


Gly 


Ser 
60 


Gly 


Asp 


Ser 


Leu 


Pro 


Ser 


Ser 


Pro 


Leu 


Trp 


Ser 


Pro 


Glu 


Gly 


Ser 


Asp 


Ser 


Gly 


He 


Ser 


65 










70 










75 










80 


Glu 


Asp 


Leu 


Pro 


Ser 
85 


Asp 


Pro 


Gin 


Asp 


Thr 
90 


Pro 


Pro 


Arg 


Ser 


Gly 
95 


Pro 


Ala 


Thr 


Ser 


Pro 
100 


Ala 


Gly 


Cys 


His 


Pro 
105 


Ala 


Gin 


Pro 


Gly 


Lys 
110 


Gly 


Pro 


Cys 


Leu 


Ser 

115 


Tyr 


His 


Pro 


Gly 


Asn 
120 


Ser 


Cys 


Ser 


Thr 


Thr 
125 


Thr 


Pro 


Gly 


Pro 


Val 


lie 


Gin 


Gin 


Gin 


His 


His 


Leu 


Gly 


Ala 


Ser 


Tyr 


Leu 


Leu 


Arg 
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130 




135 










140 






Pro Gly 


Ala 


Gly His Cys Gin 


Glu 


Leu 


Val 


Leu 


Thr 


Glu Asp Glu 


Lys 


145 




150 








155 






160 


Lys Leu 


Leu 


Ala Lys Glu Gly 


He 


Thr 


Leu 


Pro 


Thr 


Gin Leu Pro 


Leu 




165 






170 






175 




Thr Lys 


Tyr 


Glu Glu Arg Val 


Leu 


Lys 


Lys 


He Arg 


Arg Lys He 


Arg 






180 




185 








190 




Asn Lys 


Gin 


Ser Ala Gin Glu 


Ser 


Arg 


Lys 


Lys 


Lys 


Lys Glu Tyr 


He 




195 




200 










205 




Asp Gly 


Leu 


Glu Thr Arg Ser 


Cys 


Cys 


Cys 


Pro 


Leu 


Pro Ser Ser 


Ser 


210 




215 










220 






Ser Pro 


Pro 


Ser Ala Leu Leu 


Ala 


Pro 


Thr 


Lys 


Pro 


Arg Ala Leu 


Gly 


225 




230 








235 






240 


Thr Leu 


Arg 


Leu Tyr Glu Cys 


Ser 


Pro 


Glu 


Leu 


Cys 


Thr Thr Met 


Leu 






245 






250 






255 




Pro Pro 


Ala 


Trp Leu Leu Met 


Leu 


Cys 


Gin 


Ala 


Pro 


Arg Pro Gin 


Asp 






260 




265 








270 




Pro Asp 


Pro 


Arg Leu Thr Gin 


Pro 


Glu 


Lys 


Ser 


Leu 


Gin Glu Ala 


Pro 




275 




280 










265 




Gly Gin 


Thr 


Gly Ala Ser Arg 


Thr 


Pro 


Arg 


Thr 









290 295 



<210> 5629 

<211> 428 

<212> DNA 

<213> Homo sapiens 

<400> 5629 

gtgcacgacc ccactgaatc atcccacaac catggatggg agacacactc agtctccttt 
60 

aacagaagat aaagctgggg cttacagaga atgtacaact tggcccaggg cacaccagtt 
120 

agccatcagg ggcagngctg ctattcaggt ctgggactgt gggactccag agcccatgtt 
IBO 

ttttacgagg atgccatact gccacaatgg atggtgtctt tatctcctga tatatgattg 
240 

tgtgttggga ggcgtggggt ggcagctgga agaatggaga ggcatatttg tggaggatct 
300 

tcccccattc tctgctaccc tctcttggag ctcccagttc catctgagaa attatctact 
360 

ctgagaaatc gtcacaacac agcatggttg tgagtgcagt ggcagaagcc tgtgcctggt 
420 

tgtatggg 
428 

<210> 5630 

<211> 110 

<212> PRT 

<213> Homo sapiens 

<400> 5630 

Met Asp Gly Arg His Thr Gin Ser Pro Leu Thr Glu Asp Lys Ala Gly 

15 10 15 

Ala Tyr Arg Glu Cys Thr Thr Trp Pro Arg Ala His Gin Leu Ala He 
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20 25 30 

Arg Gly Xaa Ala Ala He Gin Val Trp Asp Cys Gly Thr Pro Glu Pro 

35 40 45 

Met Phe Phe Thr Arg Met Pro Tyr Cys His Asn Gly Trp Cys Leu Tyr 

50 55 60 

Leu Leu He Tyr Asp Cys val Leu Gly Gly val Gly Trp Gin Leu Glu 
65 70 75 80 

Glu Trp Arg Gly He Phe Val Glu Asp Leu Pro Pro Phe Ser Ala Thr 

85 90 95 

Leu Ser Trp Ser Ser Gin Phe His Leu Arg Asn Tyr Leu Leu 
100 105 110 

<210> 5631 
<211> 783 
c212> DNA 

<213> Homo sapiens 
<400> 5631 

acgcgtgccc agcacatgtg tgcacacgca gatgcaggag agaacacaca ccaccgtctc 
60 

tttgcacacg tgtgcccctg tccggcccgg ggggctcatc tctccttcac ggagagaatt 
120 

ctttttatta cgagtgaaca gatgaactaa ggtaagcggg tctcagcctt ccgctggtgc 
180 

agcatctcca cgcagggcct cagccccgtc ctggccttgc ctgaggactg caeca tgggt 
240 

gttccttggg catggaggag gcagcaggaa ggggtgacag gagcaggagc aggtgcaggg 
300 

cacctcacac cacaggcctc ccccacctct gagctgccaa cagccaagac tcctggcgag 
360 

gccgggagag gaggggtgag agggaaggag ggtctctgtg aaagcaagcc ccacccccag 
420 

agcagagcag agacccaggt ctgcaaatca caccctcccc ccacgagttc ctcctttgag 
480 

gccagcagca cccgagggag ggcaggggct gcacagagac cagagaaagg aaaaccccac 
540 

agaagaaaac tcaaagcatc agtcccatgc gtgtctgctg aacgagtgaa tgggcccaaa 
600 

ggctcttctc tacaaacggc acgcatccat ccgacagggg gccacaggac acggccgggg 
660 

ccgtctgcgt ctgtgcctgt gcagcccaca ccagtgcagc ccggggccct ctcagacctc 
720 

accacacgcg tgcccagcac atgtgtgcac acgcagatgc aggagagaac acacaccacc 

780 

gtc 

783 

<210> 5632 
<211> 183 
<212> PRT 

<213> Homo sapiens 
<400> 5632 

Met Gly val Pro Trp Ala Trp Arg Arg Gin Gin Glu Gly Val Thr Gly 
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1 

Ala Gly Ala Gly 

20 

Glu Leu Pro Thr 
35 

Arg Gly Lys Glu 
50 

Ala Glu Thr Gin 

65 

Phe Glu Ala Ser 

Glu Lys Gly Lys 

100 

Val Ser Ala Glu 
115 

Ala Arg lie His 
130 

Ala Ser Val Pro 
14 5 

Asp Leu Thr Thr 

Glu Arg Thr His 

180 



5 

Ala Gly His Leu 

Ala Lys Thr Pro 

40 

Gly Leu Cys Glu 
55 

Val Cys Lys Ser 
70 

Ser Thr Arg Gly 
85 

Pro His Arg Arg 

Arg Val Asn Gly 

120 

Pro Thr Gly Gly 
135 

Val Gin Pro Thr 
150 

Arg Val Pro Ser 
165 

Thr Thr Val 



10 

Thr Pro Gin Ala 
25 

Gly Glu Ala Gly 

Ser Lys Pro His 

60 

His Pro Pro Pro 

75 

Arg Ala Gly Ala 

90 

Lys Leu Lys Ala 
105 

Pro Lys Gly Ser 

His Arg Thr Arg 

140 

Pro Val Gin Pro 
155 

Thr Cys Val His 
170 



15 

Ser Pro Thr Ser 
30 

Arg Gly Gly Val 
45 

Pro Gin Ser Arg 

Thr Ser Ser Ser 
80 

Ala Gin Arg Pro 
95 

Ser Val Pro Cys 
110 

Ser Leu Gin Thr 
125 

Pro Gly Pro Ser 

Gly Ala Leu Ser 

160 

Thr Gin Met Gin 
175 



<210> 5633 

<211> 2181 

<212> DNA 

c213> Hotno sapiens 

<400> 5633 

gccaatgtcc ctgtggccac tcagctgaga 
60 

tgtcacctcc gtgtcccaca tagatgccag 
120 

gtcaattgta tgtggtgctg tctgtcctcc 
180 

tgagcgggtt ctgagtgctg gggccgctgg 
240 

tggcttcatc tgtgccccag ccccactctc 
300 

aatccatccc tagagttcac aggagatcta 
360 

gccctgtgtg agctgctgct ctgaggaagc 
420 

tgggtttgga ggcctccaca tcagggaatt 
480 

tcgccgcact gtatgggaag tggggtctgg 
540 

cctccccaaa gccgcctgga taaggggctg 
600 

ctggtggtca tcgagggcat gggccgtgct 
660 

tgcgagagcc tcaagctggc cgtcatcaag 
720 



ccgagggcga cctgggcagc tgcgggtgtc 
gctctgcttc tgtggttctg gaggtcatta 
tgattgcaga ggaggaagga accccttaaa 
tctgctctgc ctggtgggat tctccagtgc 
accaacaagg agggcgcgaa aatgacaagg 
gggcagagtt tccaagctgc agctgctctg 
cccaggctga ggtagc&acc aggcggaggc 
gagcggtagg ggtttcagcc ttcacgttgg 
ggtctgcttg cccagtctca ccgtcctctt 
gccgcactgg tgcgggagcg tggcgcggat 
gtccacacaa actaccacgc agccctgcgc 
aacgcgtggc tggccgagcg gctgggcggc 
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cggctcttca gcgccatctt caagtacgag gtcccagccg agtgaggcgc tgcagctgcc 
780 

ggactcttct gcttgtcact tgtccgagtg gcttcagaga ttaaaggggc cccctcataa 
840 

atgtgcctta attttcgcag ataacagggg gaatagacat cattttggga gtcttcccct 
900 

ttgtcaggga gctactcctt agagggacag aggtcatcct ggcgtgcaac tcaggccccg 
960 

ccctgaacga cgtgacccac agcgagtccc tcatcgtggc agagcgtatt gcgggcatgg 
1020 

accctgaccg tgcgcagcct gctggacacc agggagcact gtctgaacga gttcaacttc 
1080 

ccggatccct actccaaagt gaagcagcgg gagaatggcg tggcgctgag gtgcttcccc 
1140 

ggggtcgtgc gctccctgga cgcgctgggc tgggaggaac ggcagctggc gctggtgaaa 
1200 

ggcctcctgg cggggaatgt cttcgactgg ggggccaaag ccgtgtctgc tgtccttgaa 
1260 

tccgacccct actCtgggtt tgaagaagca aagaggaagt tacaagaaag accctggctc 
1320 

gtggattcct acagcgagtg gcttcagaga ttaaaggggc cccctcataa atgtgcctta 
1380 

attttcgcag ataacagtgg aatagacatc attttgggag tcttcccctt tgtcagggag 
1440 

ctactcctta gagggacaga ggtcatcctg gcgtgcaact caggccccgc cctgaacgac 
1500 

gtgacccaca gcgagtccct catcgtggca gagcgtattg cgggcatgga ccctgtcgtg 
1560 

cactctgcgc tccaggaaga gaggctgctg ctggtgcaga cgggctccag ctccccgtgc 
1620 

ctcgacctca gccgcctgga taaggggctg gccgcactgg tgcgggagcg tggcgcggat 
1680 

ctggtggtca tcgagggcat gggccgtgct gtccacacaa actaccacgc agccctgcgc 
174 0 

tgcgagagcc tcaagctggc cgtcatcaag aacgcgtggc tggccgagcg gctgggcggc 
1800 

cggctcttca gcgtcatctt caagtacgag gtcccagccg agtgaggcgc tgcagctgcc 
1860 

ggactcttct gcttgtcact tgtcaggaat gtgtttttac caccacaggg aaactgcgtt 
1920 

caaatcaacg tatttatatg gtactgctgt gacgcggcac atacacccca gccgcacaga 
1980 

tgcgtgtgac ccagaggcga gacgcagctt tgtcctggga gacgttcata ttggaatcta 
2040 

tttaactgct aaagaacctt ttatatatat atatatatat aaatagagag atctatacag 
2100 

gtatgtctga cgggacgcag caccgtgggc acgcaccaaa tagagttttt aaaagaggaa 
2160 

aaaaaactct atttggtgcg t 
2181 

<210> 5634 
<211> 289 
<212> PRT 
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<213> Homo sapiens 



<400> 5634 




















AX a 


Ser 


Pro 


Ser 


Ser Trp Gin Ser Val 


Leu 


Arg Ala 


Trp Thr 


1 






5 






10 






15 


Leu Tnr 


vax 


Arg 


Ser 


Leu 


Leu Asp Thr Arg Glu His 


Cys Leu 


Asn Glu 






20 








25 




30 




Pne Asn 


Pne 


Pro 


Asp 


Pro 


Tyr 


Ser Lys Val Lys 


Gin Arg Glu Asn Gly 




35 










40 




45 




Val Ala 


Leu 


Arg 


Cys 


Phe 


Pro Gly Val Val Arg 


Ser 


Leu Asp 


Ala Leu 


50 










55 




60 






Gly Trp 


Glu 


Glu 


Arg 


Gin 


Leu 


Ala Leu Val Lys 


Gly Leu Leu Ala Gly 


65 








70 




75 






80 


Asn Val 


Pne 


Asp 


Trp Gly 


Ala Lys Ala Val Ser 


Ala 


Val Leu 


Glu Ser 








85 






90 






95 


Asp Pro 


Tyr 


Phe 


Gly Phe 


Glu 


Glu Ala Lys Arg 


Lys 


Leu Gin 


Glu Arg 






100 








105 




110 




Pro Trp 


Leu 


Val 


Asp 


Ser 


Tyr 


Ser Glu Trp Leu 


Gin 


Arg Leu 


Lys Gly 




115 










120 




125 




Pro Pro 


His 


Lys 


Cys 


Ala 


Leu 


lie Phe Ala Asp Asn 


Ser Gly 


He Asp 


130 










135 




140 






lie lie 


T 

Leu 


Gly 


Val 


Phe 


Pro 


Phe Val Arg Glu 


Leu 


Leu Leu 


Arg Gly 


145 








150 




155 






160 


Thr Glu 


Val 


lie 


Leu 


Ala 


Cys 


Asn Ser Gly Pro 


Ala 


Leu Asn 


Asp Val 








165 






170 






175 


Thr His 


Ser 


Glu 


Ser 


Leu 


lie 


Val Ala Glu Arg 


He 


Ala Gly Met Asp 






180 








185 




190 




Pro Val 


Val 


His 


Ser 


Ala 


Leu 


Gin Glu Glu Arg 


Leu 


Leu Leu 


Val Gin 




195 










200 




205 




Thr Gly 


Ser 


Ser 


Ser 


Pro 


Cys Leu Asp Leu Ser Arg Leu Asp Lys Gly 


210 










215 




220 






Leu Ala 


Ala 


Leu 


Val 


Arg 


Glu Arg Gly Ala Asp 


Leu 


Val Val 


He Glu 


225 








230 




235 






240 


Gly Met 


Gly 


Arg 


Ala 


Val 


His Thr Asn Tyr His Ala Ala Leu Arg Cys 








24 5 






250 






255 


Glu Ser 


Leu 


Lys 


Leu 


Ala 


Val 


lie Lys Asn Ala Trp Leu Ala Glu Arg 






260 








265 




270 




Leu Gly 


Gly 


Arg 


Leu 


Phe 


Ser 


Val lie Phe Lys Tyr Glu Val 


Pro Ala 




275 










280 




285 * 





Glu 



<210> 5635 

<211> 614 

<212> DNA 

<213> Homo sapiens 

<400> 5635 

nntgtgaaag atgttgcaga agtgttccag aagtggctga agatagaagg aaaaaagtgc 
60 

cacCgcctat cagaaaaaac aaaacaaaac atgggaaata caaccaccaa attccgtaaa 
120 

gcactcatca atggtgatga aaacctggcc tgccaaatat atgaaaacaa tcctcagcta 
180 
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aaagaatctc ttgatccaaa tacatcttat ggggagccct accagcacaa tactccatta 
240 

cattatgctg ctagacacgg aatgaataaa atattaggag atgatttcag aagagcagat 
300 

tgtctgcaga tgatcttaaa atggaaagga gcaaaacttg accagggtga atatgagaga 
360 

gcagctattg atgctgttga taacaaaaaa aacacacccc tgcactatgc tgctgcctca 
420 

gggatgaaag cctgtgtaga aaaacatgga ggagacttgt ttgctgagaa tgaaaataaa 
480 

gatactcctt gtgattgtgc tgaaaagcaa caccacaaag atttggccct caatctggaa 
540 

tctcaaatgg tattctcacg ggatcccgag gctgaagaaa tagaagctga atatgctgca 
600 

ttagacaaac gaga 
614 

<210> 5636 
<211> 204 
<212> PRT 

<213> Homo sapiens 
<400> 5636 

Xaa Val Lys Asp Val Ala Glu Val Phe Gin Lys Trp Leu Lys lie Glu 

1 5 10 IS 

Gly Lys Lys Cys His Cys Leu Ser Glu Lys Thr Lys Gin Asn Met Gly 

20 25 30 

Asn Thr Thr Thr Lys Phe Arg Lys Ala Leu lie Asn Gly Asp Glu Asn 

35 40 45 

Leu Ala Cys Gin lie Tyr Glu Asn Asn Pro Gin Leu Lys Glu Ser Leu 

50 55 60 

Asp Pro Asn Thr Ser Tyr Gly Glu Pro Tyr Gin His Asn Thr Pro Leu 
65 70 75 80 

His Tyr Ala Ala Arg His Gly Met Asn Lys lie Leu Gly Asp Asp Phe 

85 90 95 

Arg Arg Ala Asp Cys Leu Gin Met lie Leu Lys Trp Lys Gly Ala Lys 

100 105 110 

Leu Asp Gin Gly Glu Tyr Glu Arg Ala Ala lie Asp Ala Val Asp Asn 

115 120 125 

Lys Lys Asn Thr Pro Leu His Tyr Ala Ala Ala Ser Gly Met Lys Ala 

130 135 140 

Cys Val Glu Lys His Gly Gly Asp Leu Phe Ala Glu Asn Glu Asn Lys 
145 150 155 160 

Asp Thr Pro Cys Asp Cys Ala Glu Lys Gin His His Lys Asp Leu Ala 

165 170 175 

Leu Asn Leu Glu Ser Gin Met Val Phe Ser Arg Asp Pro Glu Ala Glu 

180 185 190 

Glu He Glu Ala Glu Tyr Ala Ala Leu Asp Lys Arg 
195 200 

<210> 5637 
<211> 825 
<212> DMA 

<213> Homo sapiens 



4816 



wo 00/58473 



PCT/USOO/08621 



<400> 5637 

acgcgtccga ggctcctcaa acccagggcc ccacctggca cgtggaggaa gaagagaagg 
60 

gcaggaggca ggtgcccagg tgggagcccc ctctgtgccc cctgggagtg tcccccccgc 
120 

ccaggtaccc agggccctgc cctcgtggcc ttgtccgctc gccgcgggtg gggctggcac 
IBO 

aaggcccgtt ttggaggaag tggaggctcc caggagaaag gcagtggctg tgatcgcaca 
240 

gcccaggctc tgccctgcac tgccctggac cacgaggctg cccaccccag acaggtggga 
300 

cccctttccc gcatgcagac tctgagcagc agcttcctgt gacccccacc gcgtcctgct 
360 

cctcaggctc atgccctgcg ggaacagaag ccaagacccg gtagaaaatc caaggtgttt 
420 

aaatataaat aagagcgatt cccacagccc cacggtgctg gccagcctca caggtgcccg 
460 

ctggttctgt gacccatccc aggcacacgc tcccctggct gggcgcctgg ccagggctcc 
540 

cctgtggctg gcgtgtggag acacgtgggc ccttctccac gtgcccacga gggccgtagc 
600 

aggctccaag gaggcccagc cccggccagc ctgtgtggac cccgccggcc tgcgcgcccc 
660 

ggagctgctg actgtgtcag agcccggctg cccagcgccc cggcgccctc cctccagctg 
720 

cccagcctgg gatccgtccg ctgtctgtct cctgaaccag ggagtctgac ccactcacag 
780 

ctcccatggg gtccgtgcag ccaaggcccc gcagccacac tcact 
825 

<210> 5638 
<211> 132 
<212> PRT 

<213> Homo sapiens 



<400> 5638 


























Met Pro 


Cys 


Gly 


Asn 


Arg 


Ser Gin Asp 


Pro 


Val 


Glu 


Asn 


Pro 


Arg 


Cys 


1 




5 








10 










15 




Leu Asn 


lie 


Asn 


Lys 


Ser 


Asp 


Ser His 


Ser 


Pro 


Thr 


Val 


Leu 


Ala 


Ser 






20 








25 










30 






Leu Thr 


Gly 


Ala 


Arg Trp 


Phe 


Cys Asp 


Pro 


Ser 


Gin 


Ala 


His 


Ala 


Pro 




35 










40 








45 








Leu Ala 


Gly 


Arg 


Leu 


Ala 


Arg 


Ala Pro 


Leu 


Trp 


Leu 


Ala 


Cys 


Gly 


Asp 


50 










55 








60 










Thr Trp 


Ala 


Leu 


Leu 


His 


Val 


Pro Thr 


Arg 


Ala 


Val 


Ala 


Gly 


Ser 


Lys 


65 








70 








75 










80 


Glu Ala 


Gin 


Pro 


Arg 


Pro 


Ala 


Cys Val 


Asp 


Pro Ala Gly 


Leu 


Arg 


Ala 








85 








90 










95 




Pro Glu 


Leu 


Leu 


Thr 


Val 


Ser 


Glu Pro 


Gly 


Cys 


Pro 


Ala 


Pro 


Arg 


Arg 






100 








105 










110 






Pro Pro 


Ser 


Ser 


Cys 


Pro 


Ala 


Trp Asp 


Pro 


Ser 


Ala 


Val 


Cys 


Leu 


Leu 




115 










120 








125 








Asn Gin 


Gly 


Val 
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130 

<210> 5639 
<211> 2433 
<212> DNA 

<213> Homo sapiens 
<400> 5639 

natagctaca aaataaaaaa aactaattca aacaaatgta cttatttaat ccaatatatc 

60 

ccaacaatta ttgcagcaca taatcaatat aaacattata tatatgaact atttgacact 
120 

atttgacatt tcttcttcca catccagtgt atctgacatt tagcgcacat ttgatttgca 
180 

ctcacccact ttgaggagct caattgccgc ttaagtccgt ggctagtggc tgccctaaag 
240 

ttcagcaccg ccacggagct ttgggtccac ccggactgta aaaaggaagc acttccgtta 
300 

gcatgacccg gcctgaagta gcggcggaac ggaagtcgct tgtgtatgaa cgcagcggcg 
360 

gacctgtgag gggatccgac ttgccggcag aacttacgct gcgggacccc gggcactgtt 
420 

gctgctgcgg gagactgtgg gctgtttagt gccatgcacc ctttacagtg tgtcctccaa 
480 

gtgcagaggt ctctggggtg gggaccattg gcctctgtgt cttggctgtc gctgaggatg 
540 

tgcagggcac acagcagtct ctctagtacc atgtgtccca gtccagagag gcaggaggat 
600 

ggagctcgga aggatttcag ctccaggctg gctgctggac cgacttttca acatttttta 
660 

aaaagtgcct cagctcctca ggagaagctg tcttcagaag tggaagaccc acctccctat 
720 

ctcatgatgg atgaacttct tggaaggcag agaaaagtct acctcgagac ctatggctgc 
780 

cagatgaatg tgaatgacac agagatagcc tggtccatct tacagaagag tggctacctg 
840 

cggccagtaa cctccaaggc agatgtgatt ctccttgtca cgtgctctat cagggagaag 
900 

gctgagcaga ccatctggaa ccgtttacat cagcttaaag ccttgaagac aaggcggccc 
960 

cgctcccggg ttcctctgag gattggaatt ctaggctgca tggctgagag gttgaaggag 
1020 

gagattctca acagagagaa aatggtagat attttggctg gtcctgatgc ctaccgggac 
1080 

cttccccggc tgctggctgt tgctgagtcg ggccagcaag ctgccaacgt gctgctctct 
1140 

ctggacgaga cctatgctga tgtcatgcca gtccagacaa gcgccagtgc cacgtctgcc 
1200 

tttgtgtcaa tcatgcgagg ctgtgacaac atgtgtagct actgcattgt tccCttcacc 
1260 

cggggcaggg agaggagtcg gcctattgcc tccattctag aggaagtgaa gaagctttct 
1320 

gagcaggggc tgaaagaagt gacacttctt ggtcagaatg ttaatagttt tcgggacaat 
1380 
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tcggaggtcc agttcaacag cgcagtgcct accaatctca gtcgtggctt taccaccaac 
1440 

tataaaacca agcaaggagg acttcgtttt gctcatcttc tggatcaggt ctccagagta 
1500 

gatcccgaaa tgaggatccg ttttacctct ccccacccca aggattttcc tgatgaggtt 
1560 

ctgcagctga ttcatgagag agataacatc tgtaaacaga tccacctgcc agcccagagt 
1620 

ggaagcagcc gtgtgttgga ggccatgcgg aggggatatt caagagaagc ttatgtggag 
1680 

ttagttcacc atattagaga atctattcca ggtgtgagcc tcagcagcga tttcattgct 
1740 

ggcttttgtg gtgagacgga ggaagatcac gtccagacag tctctttgct ccgggaagtt 
1800 

cagtacaaca tgggcttcct ctttgcctac agcatgagac agaagacacg ggcatatcat 
1860 

aggctgaagg atgatgtccc ggaagaggta aaattaaggc gtttggagga actcatcact 
1920 

atcttccgag aagaagcaac aaaagccaat cagacctctg tgggctgtac ccagttggtg 
1980 

ctagtggaag ggctcagtaa acgctctgcc actgacctgt gtggcaggaa tgatggaaac 
2040 

ctcaaggtga tcttccctga tgcagagatg gaggatgtca ataaccctgg gctcagggtc 
2100 

agagcccagc ctggggacta tgtgctggtg aagatcaccn ntcagccagt tctcagacac 
2160 

ttaggggaca tgttctctgc aggaccactc tgagggactc ttctgcatat tgctgacctg 
2220 

agaggatggc ctcagagctg acttgggcaa tcctccccaa caggaagggg agacattgcc 
2280 

tgccactgag gaaacaggtc atgaaggtgg agataagctg caaggggcga agcaacttta 
2340 

tgtcagtgga aaacgtgtct ctttaaagct gctatgtgaa cagcttttac agtcattaaa 
2400 

tttacctaaa ctaaggttaa aaaaaaaaaa aaa 
2433 

<210> 5640 
<211> 540 
<212> PRT 

<213> Homo sapiens 
<400> 5640 

Met Cys Pro Ser Pro Glu Arg Gin Glu Asp Gly Ala Arg Lys Asp Phe 

15 10 15 

Ser Ser Arg Leu Ala Ala Gly Pro Thr Phe Gin His Phe Leu Lys Ser 

20 25 30 

Ala Ser Ala Pro Gin Glu Lys Leu Ser Ser Glu Val Glu Asp Pro Pro 

35 40 45 

Pro Tyr Leu Met Met Asp Glu Leu Leu Gly Arg Gin Arg Lys Val Tyr 

50 55 60 

Leu Glu Thr Tyr Gly Cys Gin Met Asn Val Asn Asp Thr Glu lie Ala 
65 70 75 80 

Trp Ser He Leu Gin Lys Ser Gly Tyr Leu Arg Pro Val Thr Ser Lys 
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Ala Asp Val 

Gin Thr He 
115 

Arg Pro Arg 

130 
Ala Glu Arg 
145 

He Leu Ala 

Val Ala Glu 

Glu Thr Tyr 
195 

Ser Ala Phe 

210 
Cys He Val 
225 

Ser He Leu 

Val Thr Leu 

Val Gin Phe 
275 

Thr Asn Tyr 

290 
Asp Gin Val 
305 

Pro His Pro 

Arg Asp Asn 

Ser Arg Val 
355 

Val Glu Leu 

370 
Ser Ser Asp 
365 

Val Gin Thr 



85 

He Leu Leu 
100 

Trp Asn Arg 

Ser Arg Val 

Leu Lys Glu 
150 

Gly Pro Asp 

165 
Ser Gly Gin 
180 

Ala Asp Val 

Val Ser He 

Pro Phe Thr 
230 

Glu Glu val 

245 
Leu Gly Gin 
260 

Asn Ser Ala 

Lys Thr Lys 

Ser Arg Val 
310 

Lys Asp Phe 

325 
He Cys Lys 
340 

Leu Glu Ala 



90 

Val Thr Cys Ser 
105 

Leu His Gin Leu 
120 

Pro Leu Arg He 
135 

Glu He Leu Asn 

Ala Tyr Arg Asp 

170 

Gin Ala Ala Asn 
185 

Met Pro Val Gin 

200 

Met Arg Gly Cys 
215 

Arg Gly Arg Glu 



Lys Lys 

Asn Val 

Val Pro 
280 
Gin Gly 
295 

Asp Pro 
Pro Asp 
Gin He 



Val His His 



Leu Phe Ala 

Lys Asp Asp 
435 

He Thr He 

450 
Gly Cys Thr 
465 

Thr Asp Leu 
Asp Ala Glu 
Gin Pro Gly 



Phe He Ala 
390 

Val Ser Leu 

405 
Tyr Ser Met 
420 

Val Pro Glu 

Phe Arg Glu 

Gin Leu Val 
4 70 

Cys Gly Arg 

485 
Met Glu Asp 
500 

Asp Tyr Val 



Met Arg 
360 
He Arg 
375 

Gly Phe 



Leu Ser 
250 
Asn Ser 
265 

Thr Asn 

Gly Leu 

Glu Met 

Glu Val 
330 
His Leu 
345 

Arg Gly 
Glu Ser 
Cys Gly 



He Arg Glu 

Lys Ala Leu 
125 

Gly He Leu 

140 
Arg Glu Lys 
155 

Leu Pro Arg 

Val Leu Leu 

Thr Ser Ala 
205 

Asp Asn Met 

220 
Arg Ser Arg 

235 

Glu Gin Gly 



95 

Lys Ala Glu 
110 

Lys Thr Arg 

Gly Cys Met 

Met Val Asp 
160 

Leu Leu Ala 

175 
Ser Leu Asp 
190 

Ser Ala Thr 
Cys Ser Tyr 



Pro He Ala 
240 

Leu Lys Glu 
255 

Phe Arg Asp Asn Ser Glu 
270 

Gly Phe Thr 



Leu Arg Glu Val 

410 

Arg Gin Lys Thr 
425 

Glu Val Lys Leu 
440 

Glu Ala Thr Lys 
455 

Leu Val Glu Gly 

Asn Asp Gly Asn 

4 90 

Val Asn Asn Pro 
505 

Leu Val Lys He 



Leu Ser Arg 
265 

Arg Phe Ala 

300 
Arg He Arg 
315 

Leu Gin Leu 

Pro Ala Gin 

Tyr Ser Arg 
365 

He Pro Gly 

380 
Glu Thr Glu 
395 

Gin Tyr Asn 

Arg Ala Tyr 

Arg Arg Leu 
445 

Ala Asn Gin 

460 
Leu Ser Lys 
475 

Leu Lys Val 
Gly Leu Arg 
Thr Xaa Gin 



His Leu Leu 

Phe Thr Ser 
320 

He His Glu 

335 
Ser Gly Ser 
350 

Glu Ala Tyr 

Val Ser Leu 

Glu Asp His 
400 

Met Gly Phe 

415 
His Arg Leu 
430 

Glu Glu Leu 

Thr Ser Val 

Arg Ser Ala 
480 

He Phe Pro 

495 
Val Arg Ala 

510 

Pro Val Leu 
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515 520 525 

Arg His Leu Gly Asp Met Phe Ser Ala 61y Pro Leu 
530 535 540 



<210> 5641 

<211> 293 

<212> DNA 

<213> Homo sapiens 



<400> 5641 
gcgtcgcata 
60 

ttctgtggcc 
120 

caggtgggcg 
180 

aggagggcag 
240 

agccccctgc 
293 



cagccaacct 
acgcgtccaa 
aggaggtgtg 
atacaagcag 
acccaacagc 



gtgcgtgctg 
aaccaatcag 
gctggctggg 
aaattccagt 
ctgatcagat 



ctgtaccgca 
gtcaactcgg 
gcacccctgg 
cagtgttcac 
tcaacgcggg 



gcggcgtcaa 
gcggtgtgct 
catccctgga 
ggtcactcgg 
cctcaccaac 



agtggtcacc 
gcCgaggttg 
gagccaggtg 
cagacccacc 
ccg 



<210> 5642 

<211> 87 

<212> PRT 

<213> Homo sapiens 



<400> 5642 

Ala Ser His Thr Ala Asn Leu Cys Val Leu Leu Tyr Arg Ser Gly Val 

15 10 15 

Lys Val Val Thr Phe Cys Gly His Ala Ser Lys Thr Asn Gin Val Asn 

20 25 30 

Ser Gly Gly Val Leu Leu Arg Leu Gin Val Gly Glu Glu Val Trp Leu 

35 40 45 

Ala Gly Ala Pro Leu Ala Ser Leu Glu Ser Gin Val Arg Arg Ala Asp 

50 55 60 

Thr Ser Arg Asn Ser Ser Gin Cys Ser Arg Ser Leu Gly Arg Pro Thr 
65 70 75 80 

Ser Pro Leu His Pro Thr Ala 

85 



<210> 5643 
<2X1> 1218 
<212> DNA 
<2X3> Homo sapiens 



<400> 5643 

nnacgcgtga ggagcctgag gcggcggcgg 
60 

caaaataaca tggcagccag acgaattaca 
120 

aaagccaaac gatatcacat ggatgccagt 
180 

aaagctcaag atctcttaag ggcagtccca 
240 



gggtggctcc gcgcgcggtg gtctcggggg 
caggagactt ttgatgctgt attacaagaa 
ggtgaggctg taagcgaaac tcttcagttt 
agatccagag cagagatgta tgatgacgtc 
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cacagcgatg gcagatactc cctcagtgga tctgtagctc actctagaga tgccggaaga 
300 

gaaggcctga gaagtgacgt atttccaggg ccttccttca gatcaagcaa cccttccatc 
360 

agtgatgaca gctactttcg caaagaatgt ggccgggatc tggaattttc tcactctgat 
420 

tctcgggacc aggtcattgg ccaccggaaa ttggggcatt tccgttctca ggactggaaa 
480 

tttgcgctcc gtggttcttg ggaacaagac tttggccatc cagtttctca agagtcctct 
540 

tggtcacagg agtatagttt tggtccctct gcagttttgg gggactttgg atcttccagg 

600 

ctgatcgaga aagagtgttt ggagaaggag agtcgggatt atgacgtgga ccatcctggg 
660 

gaggctgact ctgtgcttag gggcagcagc caagtccagg ccagaggtcg agctctaaac 
720 

atcgttgacc aggaaggttc cctcctagga aagggggaga ctcagggcct gctcacagct 
780 

aaggggggtg ttgggaaact tgtcacattg agaaatgtga gcacaaaaaa aatacccacc 

840 

gtgaatcgta ttactcccaa aactcagggc actaaccaaa tccagaaaaa cactccaagt 
900 

cctgatgtga ccctggggac aaacccaggg acagaagata tccagttccc catCcagaag 
960 

atccctctgg ggctggatct gaagaatctt cggctcccca gaagaaagat gagctttgac 

1020 

atcatagata agtctgatgt tttctcaaga tttgggatag aaataatcaa atgggcagga 
1080 

ttccacacca taaaattaga ttattaaatt tttcccaaac ttttccagac tctctttgaa 
1140 

cttgaaacag aaacctgtgc taaaatgctt gcctcattca aatgttcctt aaaaccagag 
1200 

cacagagatt tttgcttt 
1218 



<210> S644 
<211> 202 
<212> PRT 

<213> Homo sapiens 
<400> 5644 

Trp Glu Gin Asp Phe Gly His Pro 

1 5 
Gin Glu Tyr Ser Phe Gly Pro Ser 

20 

Ser Arg Leu lie Glu Lys Glu Cys 

35 40 
Asp Val Asp His Pro Gly Glu Ala 

50 55 
Gin Val Gin Ala Arg Gly Arg Ala 
65 70 
Ser, Leu Leu Gly Lys Gly Glu Thr 

85 

Gly Val Gly Lys Leu Val Thr Leu 



Val Ser Gin Glu 


Ser Ser Trp 


Ser 


10 


15 




Ala Val Leu Gly 


Asp Phe Gly 


Ser 


25 


30 




Leu Glu Lys Glu 


Ser Arg Asp 


Tyr 




45 




Asp Ser Val Leu 


Arg Gly Ser 


Ser 


60 






Leu Asn lie Val 


Asp Gin Glu 


Gly 


75 




80 


Gin Gly Leu Leu 


Thr Ala Lys 


Gly 


90 


95 




Arg Asn Val Ser 


Thr Lys Lys 


He 
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100 










105 


110 




Pro Thr 


Val 


Asn 


Arg 


He 


Thr 


Pro 


Lys 


Thr Gin Gly Thr Asn Gin 


He 




115 










120 




125 




Gin Lys 


Asn 


Thr 


Pro 


Ser 


Pro 


Asp 


Val 


Thr Leu Gly Thr Asn Pro 


Gly 


130 










135 






140 




Thr Glu 


Asp 


lie 


Gin 


Phe 


Pro 


He 


Gin 


Lys He Pro Leu Gly Leu 


Asp 


145 






150 








155 


160 


Leu Lys 


Asn 


Leu 


Arg 


Leu 


Pro 


Arg 


Arg 


Lys Met Ser Phe Asp He 


He 






165 










170 175 




Asp Lys 


Ser 


Asp 


Val 


Phe 


Ser 


Arg 


Phe 


Gly He Glu He He Lys 


Trp 




180 










185 


190 




Ala Gly Phe 


His 


Thr 


He 


Lys 


Leu 


Asp 


Tyr 






195 










200 









<210> 5645 

<211> 156 

<212> DNA 

<213> Homo sapiens 

<400> 5645 

ccacgtccat cccgaagaag gaactgcagg tgggcggttt ttggcctggc acagagatgt 
60 

cctcagatca gcttcccctc tcccaggcaa gaggacacga gcactggcaa gttcacctgc 
120 

aaagtccccg gcctctacta ctttgtctac cacgcg 
156 

<210> 5646 

<211> 52 

<212> PRT 

<213> Homo sapiens 

<400> 5646 

Pro Arg Pro Ser Arg Arg Arg Asn Cys Arg Trp Ala Val Phe Gly Leu 

1 5 10 15 

Ala Gin Arg Cys Pro Gin He Ser Phe Pro Ser Pro Arg Gin Glu Asp 

20 25 30 

Thr Ser Thr Gly Lys Phe Thr Cys Lys Val Pro Gly Leu Tyr Tyr Phe 

35 40 45 

Val Tyr His Ala 
50 

<210> 5647 

<211> 150 

<212> DNA 

<213> Homo sapiens 

<400> 5647 

cccatggggc cgggcaccct ggcattccca gggggtccca tggggccatt tttcccagga 
60 

aggcccaagg gggagccagg aatcccagcc attcccggga tccgaggacc caaagggcag 
120 

aagggagaac ccggcttacc cggccatccn 
ISO 
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<210> 5648 
<211> 50 
<212> PRT 

<213> Homo sapiens 



<40a> 5648 
Pro Met Gly Pro 
1 

Phe Phe Pro Gly 
20 

Gly He Arg Gly 
35 

His Pro 
50 



Gly Thr Leu Ala 

5 

Arg Pro Lys Gly 

Pro Lys Gly Gin 

40 



Phe Pro Gly Gly 
10 

Glu Pro Gly He 
25 

Lys Gly Glu Pro 



Pro Met Gly Pro 

15 

Pro Ala He Pro 
30 

Gly Leu Pro Gly 
45 



<210> 5649 

<211> 345 

<212> DNA 

<213> Homo sapiens 



<400> 5649 

ngggacctgc aagcccgcgg ccagacctgc cagcgcgccg gccatggctg tcgccgccgc 
60 

aaccgcctgg tccctcggat cgcgcccagc ccagactcgg actcggacac agactcggag 
120 

gacccgagtc tccggcgcag cgcgggcggc ttgctccgct cgcaggtcat ccacagcggt 
180 

cacttcatgg tgtcgtcgcc gcacagcgac tcgctgcccc ggcggcgcga ccaggagggt 

240 

ccgtggggcc ctccgacttc gggccgcgca gtatcgaccc cacactcaca cgcctcttcg 
300 

agtgcttgag cctggcctac agtggcaagc tggggtctcc caagt 
345 

<210> 5650 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 5650 

Met Ala Val Ala Ala Ala Thr Ala Trp Ser Leu Gly Ser Arg Pro Ala 

15 10 15 

Gin Thr Arg Thr Arg Thr Gin Thr Arg Arg Thr Arg Val Ser Gly Ala 

20 25 30 

Ala Arg Ala Ala Cys Ser Ala Arg Arg Ser Ser Thr Ala Val Thr Ser 

35 40 45 

Trp Cys Arg Arg Arg Thr Ala Thr Arg Cys Pro Gly Gly Ala Thr Arg 

50 55 60 

Arg Val Arg Gly Ala Leu Arg Leu Arg Ala Ala Gin Tyr Arg Pro His 
65 70 75 80 

Thr His Thr Pro Leu Arg Val Leu Glu Pro Gly Leu Gin Trp Gin Ala 

85 90 95 

Gly Val Ser Gin 
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100 

<210> 5651 
<211> 615 
<212> DNA 

<213> Homo sapiens 
<400> 5651 

ctcgaggaat attgggtctt ctgcgcggcc gtagagctcc gccaagtgcg cctgcgcgga 
60 

ggagaagtgg cgtcgagtcc ggccgggcag tagaggaaat tgcggtagtg accctcgggc 
120 

ctcgccatga agagccgctt tagcaccatt gacctccgcg ccgtactcgc ggagctgaat 
180 

gctagcttgc taggaatgag agtaaacaat gtttatgatg tggataataa gacatacctt 
240 

attcgtcttc aaaaaccgga ctttaaagct acacttttac ttgaatctgg catacaaatt 
300 

catacaacag aatttgagtg gcctaagaat atgatgccgt ctagttttgc catgaagtgc 
360 

cgaaaacatt tgaagagtcg gagattagtc agtgcaaaac agcttggtgt ggatagaatt 
420 

gtagattttc aatttggaag tgatgaagct gcttaccatt taatcattga gctctatgat 
480 

agggggaaca ttgctcttac agattatgag tacgtaattt taaatattct aaggtttcga 
540 

actgatgagg cagatgatgc taaatttgct gttcgtgaac gctatccact tgatcatgct 
600 

agagctgccg aacct 
615 

<210> 5652 
<211> 163 
<212> PRT 

<213> Homo sapiens 



<400> 5652 



Met 


Lys 


Ser 


Arg 


Phe Ser Thr He Asp 


Leu Arg Ala 


Val 


Leu 


Ala 


Glu 


1 








5 


10 






15 




Leu 


Asn 


Ala 


Ser 


Leu Leu Gly Met Arg 


Val Asn Asn 


val 


Tyr 


Asp 


Val 








20 


25 






30 






Asp 


Asn 


Lys 


Thr 


Tyr Leu He Arg Leu 


Gin Lys Pro 


Asp 


Phe 


Lys 


Ala 






35 




40 




45 








Thr 


Leu 


Leu 


Leu 


Glu Ser Gly He Gin 


He His Thr 


Thr 


Glu 


Phe 


Glu 




50 






55 


60 










Trp 


Pro 


Lys 


Asn 


Met Met Pro Ser Ser 


Phe Ala Met 


Lys 


Cys 


Arg 


Lys 


65 








70 


75 








80 


His 


Leu 


Lys 


Ser 


Arg Arg Leu Val Ser 


Ala Lys Gin 


Leu 


Gly 


Val 


Asp 










85 


90 






95 




Arg 


lie 


val 


Asp 


Phe Gin Phe Gly Ser 


Asp Glu Ala 


Ala 


Tyr 


His 


Leu 








100 


105 






110 






He 


lie 


Glu 


Leu 


Tyr Asp Arg Gly Asn 


He Val Leu 


Thr 


Asp 


Tyr 


Glu 






115 




120 




125 








Tyr 


Val 


He 


Leu 


Asn He Leu Arg Phe 


Arg Thr Asp 


Glu 


Ala 


Asp 


Asp 
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130 135 140 

Val Lys Phe Ala Val Arg Glu Arg Tyr Pro Leu Asp His Ala Arg Ala 
145 150 155 160 

Ala Glu Pro 



<210> 5653 
<211> 1439 
<212> DNA 

<213> Homo sapiens 
<400> 5653 

nnacgcgtcg catacagcca acctgtgcgt gctgctgtac cgcagcggcg tcaaagtggt 
60 

caccttctgt ggccacacgt ccaaaaccaa tcaggtcaac Ccgggcggtg tgctgctgag 
120 

gttgcaggtg aacttgccag tgctcgtgtc ataatctccc tgcgggttgg tgaggaccgc 
180 

gttgaatctg atcaggctgt tgggtgcagg gggctggtgg gtctgccgag tgaccactca 
240 

gacaccgtgt cctcttgcct gggagagggg aagcagacct gaggacatct ctgtgccagg 
300 

ccagaaaccg cccacctgca ggtgaggccc ggacccctgc ccagttcctt ctccgggatg 
360 

gacgtggggc ccagctccct gccccacctt gggctgaagc tgctgctgct cctgctgctg 
420 

ctgcccctca ggggccaagc caacacaggc tgctacggga tcccagggat gcccggcctg 
480 

cccggggcac cagggaagga tgggtacgac ggactgccgg ggcccaaggg ggagccagga 
540 

atcccagcca ttcccgggat ccgaggaccc aaagggcaga agggagaacc cggcttaccc 

600 

ggccatcctg ggaaaaatgg ccccatggga ccccctggga tgccaggggt gcccggcccc 
660 

atgggcatcc ctggagagcc aggtgaggag ggcagataca agcagaaatt ccagtcagtg 
720 

ttcacggtca ctcggcagac ccaccagccc cctgcaccca acagcctgat cagattcaac 
780 

gcggtcctca ccaacccgca gggagattat gacacgagca ctggcaagtt cacctgcaaa 
840 

gtccccggcc tctactactt tgtctaccac gcgtcgcata cagccaacct gtgcgtgctg 
900 

ctgtaccgca gcggcgtcaa agtggtcacc ttctgtggcc acacgtccaa aaccaatcag 
960 

gtcaactcgg gcggtgtgct gctgaggttg caggtgggcg aggaggtgtg gctggctgtc 
1020 

aatgactact acgacatggt gggcatccag ggctctgaca gcgtcttctc cggcttcctg 
1080 

ctcttccccg actagggcgg gcagatgcgc tcgagcccca cgggccttcc acctccctca 
1140 

gcttcctgca tggacccacc ttactggcca gtctgcatcc ttgcctagac cattctcccc 
1200 

accagatgga cttctcctcc agggagccca ccctgaccca cccccactgc accccctccc 
1260 
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catgggttct ctccttcctc tgaacttctt taggagtcac tgcttgtgtg gttcctggga 
1320 

cacttaacca atgccttctg gtactgccat tctttttttt ttttttcaag tattggaagg 
1380 

ggtggggaga tatataaata aatcatgaaa Ccaataaaaa aaaaaaaaaa aaaaaaaaa 
1439 

<210> 5654 
<211> 245 
<212> PRT 

<213> Homo sapiens 



<400> 5654 



Met Asp 


Val Gly 


Pro 


Ser 


Ser 


Leu 


Pro 


rllS 


jueu uxy 




ijy s 


T AY 1 




1 




5 










10 












Leu Leu 


Leu Leu 


Leu 


Leu 


Pro 


Leu 


Arg 


(aXy 


1 n Ala 

uin Axa 


K o m 


1 nr 


Vjxy 






20 










25 








30 






Tyr Gly 


lie Pro 


Gly 


Met 


Pro 


Gly 


Leu 


Pro 


Gly Ala 


Pro 


Gly 


Lys 


Asp 




35 








40 








45 








Gly Tyr 


Asp Gly 


Leu 


Pro 


Gly 


Pro 


Lys 


Gly 


Glu Pro 


Gly 


He 


Pro 


Ala 


50 








55 








60 










lie Pro 


Gly lie 


Arg 


Gly 


Pro 


Lys 


Gly 


Gin 


Lys Gly 


Glu 


Pro 


Gly 


Leu 


65 






70 










75 








80 


Pro Gly 


His Pro 


Gly 


Lys 


Asn 


Gly 


Pro 


Met 


Gly Pro 


Pro 


Gly 


Met 


Pro 






85 










90 








95 




Gly Val 


Pro Gly 


Pro 


Met 


Gly 


lie 


Pro 


Gly 


Glu Pro 


Gly 


Glu 


Glu 


Gly 




100 










105 








110 






Arg Tyr 


Lys Gin 


Lys 


Phe 


Gin 


Ser 


Val 


Phe 


Thr Val 


Thr 


Arg 


Gin 


Thr 




lis 








120 








125 








His Gin 


Pro Pro 


Ala 


Pro 


Asn 


Ser 


Leu 


He 


Arg Phe 


Asn 


Ala 


Val 


Leu 


130 








135 








140 










Thr Asn 


Pro Gin 


Gly 


Asp 


Tyr 


Asp 


Thr 


Ser 


Thr Gly 


Lys 


Phe 


Thr 


Cys 


145 






150 






« 




IS.S 








160 


Lys Val 


Pro Gly 


Leu 


Tyr 


Tyr 


Phe 


Val 


Tyr 


His Ala 


Ser 


His 


Thr 


Ala 






165 










170 








175 




Asn Leu 


Cys Val 


Leu 


Leu 


Tyr 


Arg 


Ser 


Gly 


Val Lys 


Val 


Val 


Thr 


Phe 




180 










185 








190 






Cys Gly 


His Thr 


Ser 


Lys 


Thr 


Asn 


Gin 


val 


Asn Ser 


Gly 


Gly 


val 


Leu 




195 








200 








205 








Leu Arg 


Leu Gin 


Val 


Gly 


Glu 


Glu 


Val 


Trp 


Leu Ala 


Val 


Asn 


Asp 


Tyr 


210 








215 








220 










Tyr Asp 


Met Val 


Gly 


lie 


Gin 


Gly 


Ser 


Asp 


Ser Val 


Phe 


Ser 


Gly 


Phe 


225 






230 










235 








240 



Leu Leu Phe Pro Asp 

245 

<210> 5655 

<211> 3810 

<212> DMA 

<213> Homo sapiens 

<400> 5655 

gatctgttgg aggaggatga gctgctagag cagaagtttc aggaggcggt gggccaggca 
60 
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gggnngccat ctccatcanc 
120 

aagtacatgg aagtccatga 
180 

aacctgcacg tcggcaacct 
240 

ctgcccacac cggccctctc 
300 

ctggctaagg tgcaggagat 
360 

cttatccaga aagaCgacat 
420 

aagttgttcg aggagcagct 
480 

ctggccgccc aggaccgCgt 
540 

gtgcggcggg tactcagcga 
600 

gccccgtacg aagcctatga 
660 

gcagatctgg agagcaaggt 
720 

cgcgaggctg cccgccagca 
780 

cccacagccc caaagccgct 
840 

gacccccctg aggagctgcg 
900 

gacaccttcc tgggaagtgc 
960 

acaggcccag gaccccacta 
1020 

acccagctga tacagcccag 
1080 

gccctctacc cagcccctgc 
1140 

cagcatggcg tggtgagcag 
1200 

ctcccctcgg ccccacctcc 
1260 

gccaccacca cagtagatag 
1320 

aaccccaccc ctgctcctcc 
1380 

acgccttaca cctaccctgc 
1440 

tctgggatcc ccacaggttt 
ISOO 

cagccccatc cttcacaagc 
1560 

catccacatc tcttcccacc 
1620 

tatgcccccc agcctggggt 
1680 



ctccaaggct gagctggcag 
gaaggcctcc ttcaccaata 
gcgcctgctc agcgggccgc 
cccagaggac aaggccgtgc 
gcgggaccag cgcgtgtccc 
cactgcctcg ctggtcacca 
gaaaaagtat gaccagctga 
cctctgtgca ctgacagagg 
cttggaccaa aagCggaact 
ggacctgatg aagaagtcgc 
ggctgctctg ctggagcgca 
gctcctggac agggagctga 
gctgccccgc agggaggaga 
cagcctcccc cctgacatgg 
caccccgctc cactttcctc 
tctctcaggc cccttgcccc 
ggccccaggg ccccatgcaa 
ctacacaccg gagctgggcc 
tccctatgtg ggggtagggc 
tcaattctca ggccccgagt 
catccaggcg cccatcccca 
cccgccctgc ttccctgtgc 
aggggctaag caacccatcc 
tccagcccca aggattgggc 
gtttgggcct cagcccccac 
ccaggcccca ggactcctac 
cctggggcag ccgccacccc 



aggtgaggcg agaatgggcc 
gtgagctgca ccgtgccatg 
ttgaccaggt ccgggctgcc 
tgcaaaacct aaagcgcatc 
tggagcagca gctgcgtgag 
cagaccaccc agagatgaag 
aggtgtaccC ggagcagaac 
ccaacgtgca gtacgcagcc 
ccacgctgca gaccctggtg 
aggagggcag ggacttctac 
cgcagtccac ctgccaggcc 
agaagaagcc gccgccacgg 
gtgaggcagt ggaagcagga 
tggctggccc acgactgcct 
ccagcccctt ccccagctcc 
ctggtaccta ctcgggcccc 
tgcccgtagc acctgggcct 
ttgtgccccg atcctcccca 
cggccccacc agttgcaggt 
tggccatggc ggttcggcca 
gccacacagc cccacggcca 
ccccaccgca gccactgccc 
cagcacagca ccacttctct 
cccagcccca gccccatcct 
agcagcccct tccactccag 
ccccacaatc cccctacccc 
cGctacacac ccagctctac 
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ccaggtcccg 
1740 

gggccccctc 
1800 

atgggccccc 
1860 

cctagtcccc 
1920 

cgccccccag 
1980 

ctctcctcca 
2040 

ctgctgcagc 
2100 

attgagcggg 
2160 

gcctttcggg 
2220 

gatgcgcagg 
2280 

aagaaccggc 
2340 

aaggatgact 
2400 

gtggcaaccc 
2460 

cagaaagtgt 
2520 

gcacgctact 
2580 

ttgagcagcg 
2640 

gaccagagcc 
2700 

ctgcccgaca 
2760 

catcagcggc 
2620 

ggagcctttg 
2880 

gagctgcctc 
2940 

ctgcacctca 
3000 

ccatggtgtg 
3060 

ccttcctcag 
3120 

ggccaccatt 
3180 

Ctgccaggcc 
3240 

atcccatctt 
3300 



ctcaagaccc 
agcctcccca 
aggcagcccc 
acctggtgcc 
cagcagaacc 
gcccggagag 
ccaccaaggt 
acccctatga 
gtcagctggg 
aacatgatgc 
accaggatgt 
acatcaatgc 
aggccccact 
cagtcattgt 
tccccaccga 
tccgcagcac 
tcaagcgctc 
gccccagcaa 
cgctgcacac 
cactgctcta 
agctggtgcg 
ggnttctgct 
cctcctccat 
gactcccagg 
gccaagctca 
ctgcagagcc 
cctccccacc 



tctgccagcc 
tcccccactg 
tcttaccatt 
ttcacctgcc 
acccccttgc 
ccagcatggc 
ggatgcagct 
gcatcccgag 
ggatgtggga 
ccgaggccgt 
catgccctat 
cagctgcgtg 
gcctggcaca 
catgctggtt 
gaggggccag 
cgaaacccat 
tcttgtgcac 
ccttctgcgc 
gcccatcatt 
tgcagctgtg 
gcgcatgcgg 
atgaggcagt 
gcaaaccctt 
acctggtcct 
gattcggcct 
cccaggcctc 
ccccctttcc 



cactcagggg 
gcatatggtc 
cgagggccct 
ccatctccag 
ctgcgccgag 
ggcactcagt 
gagggtcgtc 
aggctgcggc 
gctctggaca 
tccatcgcca 
gacagtaacc 
gaggggctct 
gccgctgact 
tctgaggctg 
cccatggtgc 
gtggagcgcg 
ctgcacttcc 
ttcatccagg 
gtgcactgca 
caggaggtgg 
cagcagagaa 
ggtgagacac 
ggccagtgca 
cggtggggat 
cctggggggt 
ccgccagcca 
tccccactac 



ctctgccttc 
ctgccccttc 
cgtctgctgg 
ggcccggtcc 
gcgccgcagc 
ctcctggggg 
ggccgcaggc 
agttgcagca 
ctgtctggcg 
ttgcccgctg 
gtgtggcgct 
ccccatactg 
tctggctcat 
agatggagaa 
acggtgccct 
tgctgagcct 
ccacttggcc 
aggtgcacgc 
gctctggtgt 
aggctgggaa 
agcacatgct 
gtggagcagg 
agcatcagcc 
gtgcccatca 
tggagtcccc 
gccccccaga 
ctgaggctcc 



ccccagccct 
taccagaccc 
ccagtccacc 
ggtaccccct 
tgcagacctg 
tgggcagccc 
cctgcggctg 
ggagctggag 
agagctgcaa 
ctacccactg 
gcgctcaggc 
ccccccgcta 
ggtccatgag 
gcaaaaagtg 
gagcctggca 
gcagttccga 
tgagttaggc 
acattacctg 
gggccgcacg 
cggaatccct 
gcaggagaag 
Ccctgcagcg 
agaagaacca 
gctccatcca 
ggttgccagc 
gtcCacccca 
ccagcctaag 
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gaggagccgc cagtgcctga agcccccagc 
3360 

ctggcctcct tgaccccaga ggccttctcc 

3420 

atgagcaagc ataactttct gcaggcccat 
3480 

tctgacgacc ccctcagcct tctggatcca 
3540 

tttgcctacc Cggtccttac actacatcat 

3600 

gcagagcttc tcagtgggca cagtctctta 
3660 

ggcccagcct gcacccctgt ggggtggaaa 
3720 

cctttatggg acccgacatt tttcagctct 
3780 

tgtggcccgt aaaaaaaaaa aaaaaaaaaa 
3810 

<210> 5656 

<211> 987 

<212> PRT 

<213> Homo sapiens 



tcggggcccc cctcctcctc cctggaattg 
ctggacagct ccctgcgggg caaacagcgg 
aacgggcaag ggctgcgggc cacccggccc 
ctctggacac tcaacaagac ctgaacaggt 
catcatctca tgcccacctg cccacaccca 
ctcccatccc tgctgcctct ggccctgcct 
tgtactgcag gctctgggtc aggttctgct 
ttgctattga aataataaac caccctgttc 



<400> 5656 

Asp Leu Leu GIu Glu Asp Glu Leu Leu Glu Gin Lys Phe Gin Glu Ala 

15 10 15 

Val Gly Gin Ala Gly Xaa Pro Ser Pro Ser Xaa Ser Lys Ala Glu Leu 

20 25 30 

Ala Glu Val Arg Arg Glu Trp Ala Lys Tyr Met Glu Val His Glu Lys 

35 40 45 

Ala Ser Phe Thr Asn Ser Glu Leu His Arg Ala Met Asn Leu His Val 

50 55 60 

Gly Asn Leu Arg Leu Leu Ser Gly Pro Leu Asp Gin Val Arg Ala Ala 
65 70 75 80 

Leu Pro Thr Pro Ala Leu Ser Pro Glu Asp Lys Ala Val Leu Gin Asn 

85 90 95 

Leu Lys Arg lie Leu Ala Lys Val Gin Glu Met Arg Asp Gin Arg Val 

100 105 110 

Ser Leu Glu Gin Gin Leu Arg Glu Leu lie Gin Lys Asp Asp lie Thr 

X15 120 125 

Ala Ser Leu Val Thr Thr Asp His Ser Glu Met Lys Lys Leu Phe Glu 

130 135 140 

Glu Gin Leu Lys Lys Tyr Asp Gin Leu Lys Val Tyr Leu Glu Gin Asn 
145 150 155 160 

Leu Ala Ala Gin Asp Arg Val Leu Cys Ala Leu Thr Glu Ala Asn Val 

165 170 175 

Gin Tyr Ala Ala Val Arg Arg Val Leu Ser Asp Leu Asp Gin Lys Trp 

180 185 190 

Asn Ser Thr Leu Gin Thr Leu Val Ala Ser Tyr Glu Ala Tyr Glu Asp 

195 200 205 

Leu Met Lys Lys Ser Gin Glu Gly Arg Asp Phe Tyr Ala Asp Leu Glu 

210 215 220 

Ser Lys Val Ala Ala Leu Leu Glu Arg Thr Gin Ser Thr Cya Gin Ala 
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225 230 
Arg Glu Ala Ala Arg Gin Gin Leu 

245 

Pro Pro Pro Arg Pro Thr Ala Pro 

260 

Glu Ser Glu Ala Val Glu Ala Gly 
275 280 
Leu Pro Pro Asp Met Val Ala Gly 

290 295 
Gly Ser Ala Thr Pro Leu His Phe 
305 310 
Thr Gly Pro Gly Pro His Tyr Leu 

325 

Tyr Ser Gly Pro Thr Gin Leu lie 
340 

Ala Met Pro Val Ala Pro Gly Pro 
355 360 
Thr Pro Glu Leu Gly Leu Val Pro 

370 375 
Val Ser Ser Pro Tyr Val Gly Val 
385 390 
Leu Pro Ser Ala Pro Pro Pro Gin 

405 

Ala Val Arg Pro Ala Thr Thr Thr 
420 

Pro Ser His Thr Ala Pro Arg Pro 
435 440 
Pro Cys Phe Pro Val Pro Pro Pro 

450 455 
Tyr Pro Ala Gly Ala Lys Gin Pro 
465 470 
Ser Gly lie Pro Thr Gly Phe Pro 

485 

Gin Pro His Pro Gin Pro His Pro 
500 

Pro Gin Gin Pro Leu Pro Leu Gin 
515 520 
Ala Pro Gly Leu Leu Pro Pro Gin 

530 535 
Pro Gly Val Leu Gly Gin Pro Pro 
545 550 
Pro Gly Pro Ala Gin Asp Pro Leu 

565 

Phe Pro Ser Pro Gly Pro Pro Gin 
580 

Gly Pro Ala Pro Ser Thr Arg Pro 
595 600 
Thr lie Arg Gly Pro Ser Ser Ala 

610 615 
Leu Val Pro Ser Pro Ala Pro Ser 
625 630 
Arg Pro Pro Ala Ala Glu Pro Pro 

645 

Ala Ala Asp Leu Leu Ser Ser Ser 



235 

Leu Asp Arg 

250 
Lys Pro Leu 
265 

Asp Pro Pro 

Pro Arg Leu 

Pro Pro Ser 
315 

Ser Gly Pro 

330 
Gin Pro Arg 
345 

Ala Leu Tyr 
Arg Ser Ser 
Gly Pro Ala 

395 

Phe Ser Gly 

410 
Val Asp Ser 

425 

Asn Pro Thr 

Gin Pro Leu 

lie Pro Ala 
475 

Ala Pro Arg 

490 
Ser Gin Ala 
505 

His Pro His 

Ser Pro Tyr 

Pro Pro Leu 
555 

Pro Ala His 

570 
Pro Pro His 
585 

Met Gly Pro 

Gly Gin Ser 

Pro Gly Pro 
635 

Pro Cys Leu 

650 
Pro Glu Ser 



Glu Leu 

Leu Pro 

Glu Glu 
285 
Pro Asp 
300 

Pro Phe 

Leu Pro 

Ala Pro 

Pro Ala 
365 
Pro Gin 
380 

Pro Pro 

Pro Glu 

lie Gin 

Pro Ala 
445 
Pro Thr 
460 

Gin His 

lie Gly 

Phe Gly 

Leu Phe 
525 
Pro Tyr 
540 

His Thr 

Ser Gly 

Pro Pro 

Gin Ala 
605 
Thr Pro 
620 

Gly Pro 
Arg Arg 
Gin His 



240 

Lys Lys Lys 

255 
Arg Arg Glu 
270 

Leu Arg Ser 

Thr Phe Leu 

Pro Ser Ser 
320 

Pro Gly Thr 

335 
Gly Pro His 
350 

Pro Ala Tyr 

His Gly Val 

Val Ala Gly 
400 

Leu Ala Met 

415 
Ala Pro He 
430 

Pro Pro Pro 

Pro Tyr Thr 

His Phe Ser 
480 

Pro Gin Pro 

495 
Pro Gin Pro 
510 

Pro Pro Gin 

Ala Pro Gin 

Gin Leu Tyr 
560 

Ala Leu Pro 

575 
Leu Ala Tyr 
590 

Ala Pro Leu 

Ser Pro His 

Val Pro Pro 
640 

Gly Ala Ala 

655 
Gly Gly Thr 
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Gin Ser 

Ala Ala 
690 
Pro Tyr 
705 

Ala Phe 

Arg Glu 

Ala He 

Pro Tyr 
770 
He Asn 
785 

Val Ala 

Met Val 

Ala Glu 

Gly Gin 
850 
Arg Ser 
B65 

Asp Gin 

Pro Glu 

Gin Glu 

He He 
930 
Leu Leu 
945 

Glu Leu 
Leu Gin 



660 
Pro Gly 
675 

Glu Gly 

Glu His 

Arg Gly 

Leu Gin 
740 
Ala Arg 
755 

Asp Ser 

Ala Ser 

Thr Gin 

His Glu 
820 
Met Glu 
835 

Pro Met 

Thr Glu 

Ser Leu 

Leu Gly 
900 
Val His 
915 

Val His 

Tyr Ala 

Pro Gin 

Glu Lys 
980 



Gly Gly Gin 

Arg Arg Pro 

695 

Pro Glu Arg 

710 
Gin Leu Gly 
725 

Asp Ala Gin 

Cys Tyr Ser 

Asn Arg Val 
775 

Cys Val Glu 

790 
Ala Pro Leu 
805 

Gin Lys Val 

Lys Gin Lys 

Val His Gly 
855 

Thr His Val 

870 
Lys Arg Ser 
685 

Leu Pro Asp 

Ala His Tyr 

Cys Ser Ser 
935 

Ala Val Gin 

950 
Leu Val Arg 

965 

Leu His Leu 



665 
Pro Leu Leu 
680 

Gin Ala Leu 

Leu Arg Gin 

Asp Val Gly 
730 

Glu His Asp 

745 
Leu Lys Asn 
760 

Val Leu Arg 

Gly Leu Ser 

Pro Gly Thr 
810 

Ser Val lie 

825 
Val Ala Arg 
840 

Ala Leu Ser 

Glu Arg Val 

Leu Val His 
B90 

Ser Pro Ser 

905 
Leu His Gin 
920 

Gly Val Gly 

Glu Val Glu 

Arg Met Arg 
970 

Arg Xaa Leu 
985 



670 

Gin Pro Thr Lys 
685 

Arg Leu He Glu 
700 

Leu Gin Gin Glu 
715 

Ala Leu Asp Thr 



Ala Arg 

Arg His 

Ser Gly 
780 
Pro Tyr 
795 

Ala Ala 



Gly Arg 
750 
Gin Asp 
765 

Lys Asp 
Cys Pro 
Asp Phe 



Val Met Leu Val 

830 

Tyr Phe Pro Thr 
845 

Leu Ala Leu Ser 
860 

Leu Ser Leu Gin 
875 

Leu His Phe Pro 

Asn Leu Leu Arg 

910 

Arg Pro Leu His 
925 

Arg Thr Gly Ala 
940 

Ala Gly Asn Gly 
955 

Gin Gin Arg Lys 
Leu 



Val Asp 

Arg Asp 

Leu Glu 
720 
Val Trp 
735 

Ser He 
Val Met 

Asp Tyr 

Pro Leu 
800 
Trp Leu 
815 

Ser Glu 

Glu Arg 

Ser Val 

Phe Arg 
680 
Thr Trp 
895 

Phe He 

Thr Pro 

Phe Ala 

He Pro 
960 
His Met 
975 



<210> 5657 
<211> 1020 
<212> DNA 

<213> Homo sapiens 



<400> 5657 

tgcggacagt tgaagaagcg accgagggac tgggagtcgt tagtgaggat gacgcggcat 
60 

ggcaagaact gcaccgcagg cgccgtctac acctaccacg agaagaagaa ggacacagcg 
120 

gcctcgggct atgggaccca gaacattcga ctgagccggg atgccgtgaa ggacttcgac 
160 
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tgctgttgtc tctccctgca gccttgccac gatcctgttg tcaccccaga cggctacctg 
240 

tatgagcgtg aggccatcct ggagtacatt ctgcaccaga agaaggagat tgcccggcag 
300 

atgaaggcct acgagaagca gcggggcacc cggcgcgagg agcagaagga gcttcagcgg 
360 

gcggcctcgc aggaccatgt gcggggcttc ctggagaagg agtcggctat cgtgagccgg 

420 

cccctcaacc ctttcacagc caaggccctc tcgggcacca gcccagatga tgtccaacct 
480 

gggcccagtg tgggtcctcc aagtaaggac aaggacaaag tgctgcccag cttctggatc 

54 0 

ccgtcgctga cgcccgaagc caaggccacc aagctggaga agccgtcccg cacggtgacc 
600 

tgccccatgt cagggaagcc cctgcgcatg tcggacctga cgcccgtgca cttcacaccg 
660 

ctagacagct ccgtggaccg cgtggggctc atcacccgca gcgagcgcta cgtgtgtgcc 
720 

gtgacccgcg acagcctgag caacgccacc ccctgcgctg tgctgcggcc ctctggggct 
780 

gtggtcaccc tcgaatgcgt ggagaagccg attcggaagg acatggtgga ccctgtgact 
840 

ggagacaaac tcacagaccg cgacatcatc gtgctgcagc ggggcggtac cggcttcgcg 
900 

ggctccggag tgaagctgca agcggagaaa tcacggccgg tgatgcaggc ctgagtgtgt 
960 

gcgggagacc aaataaaccg gcttgggtgc gcaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
1020 

<210> 5658 

<211> 301 

<212> PRT 

<213> Homo sapiens 



<40O> 5658 
















Met 


Thr Arg 


His 


Gly Lys 


Asn 


Cys Thr Ala Gly Ala Val 


Tyr 


Thr 


Tyr 


1 




5 




10 




IS 




His 


Glu Lys 


Lys 


Lys Asp 


Thr 


Ala Ala Ser Gly Tyr Gly 


Thr 


Gin 


Asn 




20 






25 


30 






lie 


Arg Leu 


Ser 


Arg Asp Ala 


Val Lys Asp Phe Asp Cys 


Cys 


Cys 


Leu 




35 








40 45 








Ser 


Leu Gin 


Pro 


Cys His 


Asp 


Pro Val Val Thr Pro Asp 


Gly 


Tyr 


Leu 




50 






55 


60 






Glu 


Tyr 


Glu Arg 


Glu 


Ala He 


Leu 


Glu Tyr He Leu His Gin 


Lys 


Lys 


65 






70 




75 






80 


lie 


Ala Arg 


Gin 


Met Lys 


Ala 


Tyr Glu Lys Gin Arg Gly 


Thr 


Arg 


Arg 






85 




90 




95 




Glu 


Glu Gin 


Lys 


Glu Leu 


Gin 


Arg Ala Ala Ser Gin Asp 


His 


Val 


Arg 






100 






105 


110 






Gly 


Phe Leu 


Glu 


Lys Glu 


Ser 


Ala He Val Ser Arg Pro 


Leu 


Asn 


Pro 


115 








120 125 








Phe 


Thr Ala 


Lys 


Ala Leu 


Ser 


Gly Thr Ser Pro Asp Asp 


Val 


Gin 


Pro 




130 






135 


140 








Gly Pro Ser 


Val 


Gly Pro 


Pro 


Ser Lys Asp Lys Asp Lys 


Val 


Leu 


Pro 
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145 


150 




155 




160 


Ser Phe Trp lie Pro 


Ser 


Leu 


Thr Pro Glu Ala 


Lys Ala 


Thr Lys Leu 


165 






170 




175 


Glu Lys Pro Ser Arg 


Thr 


Val 


Thr Cys Pro Met 


Ser Gly 


Lys Pro Leu 


180 






185 




190 


Arg Met Ser Asp Leu 


Thr 


Pro 


Val His Phe Thr 


Pro Leu 


Asp Ser Ser 


195 






200 


205 




Val Asp Arg Val Gly Leu 


He Thr Arg Ser Glu 


Arg Tyr 


Val Cys Ala 


210 




215 




220 




Val Thr Arg Asp Ser 


Leu 


Ser 


Asn Ala Thr Pro 


Cys Ala 


Val Leu Arg 


225 


230 




235 




240 


Pro Ser Gly Ala Val 


Val 


Thr 


Leu Glu Cys Val 


Glu Lys 


Leu He Arg 


245 






250 




255 


Lys Asp Met Val Asp 


Pro 


Val 


Thr Gly Asp Lys 


Leu Thr 


Asp Arg Asp 


260 






265 




270 


He lie Val Leu Gin Arg Gly Gly Thr Gly Phe 


Ala Gly 


Ser Gly Val 


275 






280 


285 




Lys Leu Gin Ala Glu 


Lys 


Ser 


Arg Pro Val Met 


Gin Ala 




290 




295 




300 





<210> 5659 

<211> 1263 

<212> DNA 

<213> Homo sapiens 

<400> 5659 

nttttaaaac gtaattattt aattctgaga ctctgggaga gggggcttag atctctgctt 
60 

tgggtgttct tctcagatgc ggtgctttta aaaaaaagtg taattattta atcctgagac 
120 

tcagagaagg cttagatcta tgcattgggt gttattctca gatgcagaga tgtaaatgcc 
180 

atttttctct tctgttttca ggtcacatgt gccaatttaa cgaacggtgg aaagtcagaa 
240 

cttctgaaat caggaagcag caaatccaca ctaaagcaca tatggacaga aagcagcaaa 
300 

gacttgtcta tcagccgact cctgtcacag acttttcgtg gcaaagagaa tgatacagat 
360 

ttggacctga gatatgacac cccagaacct tattctgagc aagacctctg ggactggctg 
420 

aggaactcca cagaccttca agagcctcgg cccagggcca agagaaggcc cattgttaaa 
480 

acgggcaagt ttaagaaaat gtttggatgg ggcgattttc attccaacat caaaacagtg 
540 

aagctgaacc tgttgataac tgggaaaatt gtagatcatg gcaatgggac atttagtgtt 
600 

tatttcaggc ataattcaac tggtcaaggg aatgtatctg tcagcttggt accccctaca 
660 

aaaatcgtgg aatttgactt ggcacaacaa accgtgattg atgccaaaga ttccaagtct 
720 

tttaattgtc gcattgaata tgaaaaggtt gacaaggcta ccaagaacac actctgcaac 
780 

tatgaccctt caaaaacctg ttaccaggag caaacccaaa gtcatgtatc ctggctctgc 
840 



4834 



wo 00/58473 



PCTAJSOO/08621 



tccaagccct ttaaggtgat ctgtatttac atttcctttt atagtacaga ttataaactg 



900 



gtacagaaag tgtgccctga ctacaactac cacagtgaca caccttactt tccctcggga 



960 



tgaaggtgaa catgggggtg agactgaagc ctgaggaatt aaaggtcata tgacagggct 



1020 



X W A w 

gttacctcaa agaagaaggt cacatctgtt gcctggaatg tgtctacact gctgctcttg 



1080 



tcaaccggct gcaaaataca ctagtggaaa acactctgat gtaatttctg cccagtcagc 



ttcatccctc agtataattg taaatcatca cagattttga attcacacct gaagacatgc 
1200 

tctcacatat agaggtacac aaacacaccg tcatgcacat ttcagcttgc gtctatcatg 

1260 

att 

1263 

<210> 5660 

<211> 253 

<212> PRT 

<213> Homo sapiens 

<400> 5660 

val Thr Cys Ala Asn Leu Thr Asn Gly Gly Lys Ser Glu Leu Leu Lys 

1 5 10 IS 

ser Gly Ser Ser Lys Ser Thr Leu Lys His He Trp Thr Glu Ser Ser 

20 25 30 

Lys Asp Leu Ser He Ser Arg Leu Leu Ser Gin Thr Phe Arg Gly Lys 

35 40 45 

Glu Asn Asp Thr Asp Leu Asp Leu Arg Tyr Asp Thr Pro Glu Pro Tyr 

50 55 60 

ser Glu Gin Asp Leu Trp Asp Trp Leu Arg Asn Ser Thr Asp Leu Gin 
65 70 75 80 

Glu pro Arg Pro Arg Ala Lys Arg Arg Pro He Val Lys Thr Gly Lys 

85 90 95 

Phe Lys Lys Met Phe Gly Trp Gly Asp Phe His Ser Asn He Lys Thr 

100 105 HO 

val Lys Leu Asn Leu Leu He Thr Gly Lys He Val Asp His Gly Asn 

lis 120 125 

Gly Thr Phe Ser Val Tyr Phe Arg His Asn Ser Thr Gly Gin Gly Asn 

130 135 140 

Val ser Val Ser Leu Val Pro Pro Thr Lys He Val Glu Phe Asp Leu 
145 150 155 160 

Ala Gin Gin Thr Val He Asp Ala Lys Asp Ser Lys Ser Phe Asn Cys 

165 170 175 

Arg He Glu Tyr Glu Lys Val Asp Lys Ala Thr Lys Asn Thr Leu Cys 

180 185 190 

Asn Tyr Asp Pro Ser Lys Thr Cys Tyr Gin Glu Gin Thr Gin Ser His 

195 200 205 

Val Ser Trp Leu Cys Ser Lys Pro Phe Lys Val He Cys He Tyr He 

210 215 220 

ser Phe Tyr Ser Thr Asp Tyr Lys Leu Val Gin Lys Val Cys Pro Asp 
225 230 235 240 

Tyr Asn Tyr His Ser Asp Thr Pro Tyr Phe Pro Ser Gly 
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245 250 

<210> 5661 

<211> 578 

<212> ONA 

<213> Homo sapiens 

<400> 5661 

agagctcgaa ggggccatat gacactcccc ccggacccct ggacacacac agccctgggg 
60 

actggatgcc ttggagcatg caagtccaga gcaccctggg agccctggtg catgggaccc 
120 

ataacccagt gcacggcaag gacccagcag gaagcaccag ccactggccc cgacctcccg 
180 

cacccaggac ctgacgggca cttagacaca cacagtggcc tgagctccaa ctccagcatg 
240 

accacgcggg agcttcagca gtactggcag aaccagaaat gccgctggaa gcacgtcaaa 
300 

ctgctctttg agatcgcttc agctcgcatc gaggagagaa aagtctctaa gtttgtgatg 
360 

gggaaatcaa ggcctggaga gatgacttat ccagggtcac gtggcgagac agggacagca 
420 

ccagaaccag acccgagatg tccacgtcaa agtgacatgc tctgagaggc agcacacaca 
480 

gaataaccct gcatccaaat tccaggaagc tcttaggggt catccagctg ggcctagggg 
540 

tgcagggtca gtgctgaggc ctgggcaggg ccgctagc 
578 

<210> 5662 

<211> 148 

c212> PRT 

<213> Homo sapiens 



<400> 5662 



Met 


Thr Leu Leu Pro 


Asp 


Pro Trp Thr 


His Thr 


Ala 


Leu 


Gly 


Thr 


Gly 


1 


5 






10 








15 




Cys 


Leu Gly Ala Cys 


Lys 


Ser Arg Ala 


Pro Trp 


Glu 


Pro 


Trp 


Cys 


Met 




20 




25 








30 






Gly 


Pro He Thr Gin 


Cys 


Thr Ala Arg 


Thr Gin 


Gin 


Glu 


Ala 


Pro 


Ala 




35 




40 






45 








Thr 


Gly Pro Asp Leu 


Pro His Pro Gly 


Pro Asp 


Gly 


His 


Leu 


Asp 


Thr 




50 




55 




60 










His 


Ser Gly Leu Ser 


Ser 


Asn Ser Ser 


Met Thr 


Thr 


Arg 


Glu 


Leu 


Gin 


65 




70 




75 










80 


Gin 


Tyr Trp Gin Asn 


Gin 


Lys Cys Arg 


Trp Lys 


His 


Val 


Lys 


Leu 


Leu 




85 






90 








95 




Phe 


Glu He Ala Ser 


Ala Arg He Glu 


Glu Arg 


Lys 


Val 


Ser 


Lys 


Phe 




100 




105 








110 






Val 


Met Gly Lys Ser 


Arg 


Pro Gly Glu 


Met Thr 


Tyr 


Pro 


Gly 


Ser 


Arg 




115 




120 






125 








Gly 


Glu Thr Gly Thr 


Ala 


Pro Glu Pro 


Asp Pro 


Arg 


Cys 


Pro 


Arg 


Gin 




130 




135 




140 











Ser Asp Met Leu 
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145 

<210> 5663 
<211> 857 

<212> DNA 

<213> Homo sapiens 
<400> 5663 

tttttttttt tttctttgca gtaagtaact cagaatgact ttactcagga aatatgacca 

60 

tgactcactg gctaggagtg ccccatgccc agttcttaga gacccttgat agctcctaga 

120 ^ ^ 

agacaggagg ctgccgtggt caagaagggc caagccttga agtctcacgg caccccctgt 

180 

ggtggaggta taaggctcag gggccaacta ctgggtcttg cagtccccat cgttgctgtg 
240 

ggctgtcttc accttcttta gttccttctg tagctcagac tcggccacca caacctcctt 

300 

tggcttctgg taagagatga tcagggtgca gttggcgtgg gcaaagctca gcaaggcgtc 
360 

atccagaggt agctggtgtc tatctagatc aggaatggag aacttcttgt agtacttctt 
420 

gttggttgtt ctgacaatga tgcagcgctc ctcctggtcc acagagacac tatagacatc 
480 

cttaggatag gggaggtttc gaatccgcca ctggaaactc atcttggtgt ccttgcgcat 

540 ^ ^ 

gaagatagga ttggcattgc tttccttgat gagttcaggc cccaggttcc ctgctcctag 

600 

gggcgctggg tctcctactt caagctgcca ctggcccatg gctcccaggg cacttttcac 

660 ^ 
acgccacttt ctcacaagta gttcactcgt cttctcgtca tattcttcag ccatttcctt 

720 

gccgtctggg aataaatagt gaaccttcct tctcccgtcc tgcagcagcg cagtcttctg 
780 

ggctgtccgc agactctcca accagcccgt caccgccatc tttcccctgc taagcagcac 
840 

gcccagccgc tgccatg 
857 

<210> 5664 
<211> 203 
<212> PRT 

<213> Homo sapiens 
<400> 5664 

Met Ala Val Thr Gly Trp Leu Glu Ser Leu Arg Thr Ala Gin Lys Thr 

15 10 15 

Ala Leu Leu Gin Asp Gly Arg Arg Lys Val His Tyr Leu Phe Pro Asp 

20 25 30 

Gly Lys Glu Met Ala Glu Glu Tyr Asp Glu Lys Thr Ser Glu Leu Leu 

35 40 45 

Val Arg Lys Trp Arg Val Lys Ser Ala Leu Gly Ala Met Gly Gin Trp 

50 55 60 

Gin Leu Glu Val Gly Asp Pro Ala Pro Leu Gly Ala Gly Asn Leu Gly 
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70 




75 








80 


Pro 


Glu 


Leu 


He 


Lys 


Glu 


Ser Asn Ala 


Asn Pro He 


Phe 


Met 


Arg 


Lys 










85 






90 






95 




Asp 


Thr 


Lys 


Met 


Ser 


Phe 


Gin Trp Arg 


He Arg Asn 


Leu 


Pro Tyr 


Pro 




100 






105 






110 






Lys 


Asp 


Val 


Tyr 


Ser 


Val 


Ser Val Asp 


Gin Lys Glu 


Arg 


Cys 


He 


He 


115 








120 




125 








val 


Arg 


Thr 


Thr 


Asn 


Lys 


Lys Tyr Tyr 


Lys Lys Phe 


Ser 


He 


Pro Asp 




130 










135 


140 








Ala 


Leu 


Asp 


Arg 


His 


Gin 


Leu 


Pro Leu Asp 


Asp Ala Leu 


Leu 


Ser 


Phe 


145 






ISO 




155 








160 


His 


Ala 


Asn 


Cys 


Thr 


Leu 


He He Ser 


Tyr Gin Lys 


Pro 


Lys 


Glu 


Val 








165 






170 






175 




Val 


Val 


Ala 


Glu 


Ser 


Glu 


Leu Gin Lys 


Glu Leu Lys 


Lys 


Val 


Lys 


Thr 








180 






185 






190 






Ala 


His 


Ser 


Asn Asp Gly Asp Cys Lys 


Thr Gin 











195 200 



<210> 5665 

<2H> 531 

<212> DNA 

<213> Homo sapiens 

<400> 5665 

gtcaagtcct gtaggcagca tagggccctg gctcagcttt tctctgcaga ggcctcgctt 
60 

gagtgggtgg ggtttgcccg cccgcagatc tccacgggag ggggaggggt caggcctccc 
120 

cagcggccct ctgaagtcac ttgcttcacg gaggtgttac tgtctgctgc tggacagagc 
180 

atgatggggg ctgcaagggc tccctcaaac cctggactcc tccaacagag ggctcctggt 
240 

tgccaggctc agctctgccc tgcgtcggcc ccagggcgta gggagggtgt ttaatcctgg 
300 

cccgggcctt ccccgcaggt ggagcgcgtg tcgcacccgc tgctgcagca gcagtatgag 
360 

ctgtaccggg agcgcctgct gcagcgatgc gagcggcgcc cggtggagca ggtgctgtac 
420 

cacggcacga cggcaccggc agtgcctgac atctgcgccc acggcttcaa ccgcagcttc 
480 

tgcggccgca acgccacggt ctacgggaag ggcgtgtatt tcgccaggcg c 
531 

<210> 5666 

<211> 79 

<212> PRT 

<2X3> Homo sapiens 

<400> 5666 

Ser Trp Pro Gly Pro Ser Pro Gin Val Glu Arg Val Ser His Pro Leu 

15 10 15 

Leu Gin Gin Gin Tyr Glu Leu Tyr Arg Glu Arg Leu Leu Gin Arg Cys 

20 25 30 

Glu Arg Arg Pro Val Glu Gin Val Leu Tyr His Gly Thr Thr Ala Pro 
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35 40 45 

Ala Val Pro Asp lie Cys Ala His Gly Phe Asn Arg Ser Phe Cys Gly 

SO 55 60 

Arg Asn Ala Thr Val Tyr Gly Lys Gly val Tyr Phe Ala Arg Arg 
65 70 75 

<210> 5667 

<211> 858 

<212> OlIA 

<213> Homd sapiens 

<400> 5667 

nattcggcac gaggtagtca aagtatgcag cctccaatta ttccactctt ccctgttgtc 
60 

aagaaagata tgacatttct acatgaagga aatgactcca aagtagatgg tttagtaaac 
120 

tttgagaagt taagaatgat ttccaaggaa atccgccaag ctgttcgaat gacttctgct 
180 

aacatggacc cagctatgat gtttcgacag aggtcactga gtcaaggaag cacaaattca 
240 

aacatgctgg atgttcaggg aggtgctcac aaaaaaaggg cacgccgcag ctctctgctt 
300 

aatgccaaga agctatatga ggatgcccaa atggcaagga aggtgaagca gtatctttcc 
360 

agtctcgatg tagagacaga tgaggagaag ttccagatga tgtcattaca gntggagcct 
420 

gcatatggta cctgtgagta caagttttca tttatgtgac gctaaagagc acaacaaaat 
480 

aaaaacttat ttctctagaa ttatacctaa gtcccaagaa aattaacttt cactcacaaa 
540 

agattgctgg cataqcttaa gcatcatgtg atccaattaa tcacagactg aatcccatcc 
600 

attcctgatg gctacactat ccaaaaaata gagggataag tagatcttta aaaagctttt 
660 

taattctttt aaaaactgga tcattataga ggaggctttc tgtttgagaa catttttata 
720 

ttcatcccta aagagtaaac ataagtggaa tttttacctc tttttatttc atggataata 
780 

tttaccaact agaaaatata agaaatttga ttaaaacacc agtgataata ggtagctcac 
840 

aggtgccagt agtaaggt 
858 

<210> 5668 

<211> 152 

<212> PRT 

<213> Homo sapiens 

<400> 566B 

Xaa Ser Ala Arg Gly Ser Gin Ser Met Gin Pro Pro lie lie Pro Leu 

15 10 15 

Phe Pro Val Val Lys Lys Asp Met Thr Phe Leu His Glu Gly Asn Asp 

20 25 30 

Ser Lys Val Asp Gly Leu Val Asn Phe Glu Lys Leu Arg Met He Ser 
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35 








40 45 


Lys 


Glu 


lie 


Arg 


Gin 


Val 


Val Arg Met Thr Ser Ala Asn Met Asp Pro 


50 










55 60 


Ala 


Met 


Met 


Phe 


Arg 


Gin 


Arg Ser Leu Ser Gin Gly Ser Thr Asn Ser 


65 










70 


75 80 


Asn 


Met 


Leu Asp 


Val 


Gin 


Gly Gly Ala His Lys Lys Arg Ala Arg Arg 










85 




90 95 


Ser 


Ser 


Leu 


Leu 


Asn 


Ala Lys Lys Leu Tyr Glu Asp Ala Gin Met Ala 








100 






105 110 


Arg 


Lys 


Val 


Lys 


Gin 


Tyr 


Leu ser Ser Leu Asp Val Glu Thr Asp Glu 


115 








120 125 


Glu Lys 


Phe 


Gin 


Met 


Met 


Ser Leu Gin Xaa Glu Pro Ala Tyr Gly Thr 




130 










135 140 


Cys 


Glu 


Tyr 


Lys 


Phe 


Ser 


Phe Met 



145 150 

<210> 5669 

<211> 1842 

<212> DNA 

<213> Homo sapiens 

<400> 5669 

tttgtgctgt cacccggcac agaccctgct gccgacctct acaagtttgc cgaagaaatg 
60 

aagttctcca aaaagctctc tgccatctcc ctgggccagg ggcagggccc tcgggcagaa 
120 

gccatgatgc gcagctccat agagaggggc aaatgggtct tcttccagaa ctgccacctg 
180 ' 

gcaccaagct ggatgccagc cctagaacgc ctcatcgagc acatcaaccc cgacaaggta 
240 

cacagggact tccgcctctg gctcaccagc ctgcccagca acaagttccc agtgtccatc 
300 

ctgcagaacg gctccaagat gaccattgag ccgccacgcg gtgtcagggc caacctgctg 
360 

aagtcctata gtagccttgg tgaagacttc ctcaactcct gccacaaggt gatggagttc 
420 

aagtctctgc tgctgtctct gtgcttgttc catgggaacg ccctggagcg ccgtaagttt 
480 

gggcccctgg gcttcaacat cccctatgag ttcacggatg gagatctgcg catctgcatc 
540 

agccagctca agatgttcct ggacgaatat gatgacatcc cctacaaggt cctcaagtac 
600 

acggcagggg agatcaatta cgggggccgt gtcactgatg actgggaccg gcgctgcatc 
660 

atgaacatct tggaggactt ctacaaccct gacgtgctct cccctgagca cagctacagc 
720 

gcctcgggca tctaccacca gatcccgcct acctacgacc tccacggcta cctctcctac 
780 

atcaagagcc tcccactcaa tgatatgcct gagatctttg gcctgcatga caatgccaac 
840 

atcacctttg cccagaacga gacgttcgcc ctcctgggca ccatcatcca gctgcaaccc 
900 

aaatcatctt ctgcaggcag ccagggccgg gaggagatag tggaggacgt cacccaaaac 
960 
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attctgctca aggtgcctga 
1020 

ctgtaCgagg aatcaatgaa 
1080 

ctgcaggtga tcacacagac 
1140 

atgtcctctc agctggagct 
1200 

tggagtgcca aggcctaccc 
1260 

caacgcctgg actttctgca 
1320 

agtggattct tcttccccca 
1380 

tttgtcatct ccattgacac 
1440 

gagttaacac aaagacccca 
1500 

cgctgggacc cagaggcctt 
1560 

atggccgtta tctggctctt 
1620 

ctgtgcccca tctacaagac 
1680 

accaactatg tcattgctgt 
1740 

cgtggtgtgg ccctcatctg 
1800 

ttaaagctga attttctaag 
1842 



gcctatcaac ttgcaatggg 
cacagtacta gtacaagagg 
actgcaagac ctactcaagg 
gatggctgcc agcctgtaca 
atcgctcaag cctctgtcat 
ggcctggatc caagatggca 
ggctttctta acaggcactc 
catccccttt gatttcaagg 
agtagggtgc taCatccatg 
ccagctggct gagtctcagc 
gccaacaccc aaccgcaagg 
actgactcgt gctggaacac 
ggagatcccc acccatcagc 
tgccctggac tactagactc 
caaaaaaaaa aaaaaaaaaa 



tgatggccaa gtacccagtg 
tcattaggta caatcggctg 
cactcaaggg gctggtagtg 
acaatactgt gcctgagctc 
catgggtcat ggacctgctg 
tcccagctgt cttctggatc 
tgcagaattt tgcccgcaaa 
tgatgtttga ggcaccatca 
gattattcct ggaaggtgcc 
ccaaggagct gtacacagag 
cccaggacca ggacttttac 
tatcaaccac aggacactct 
cccagcgaca ctggataaag 
agacagaagg gctggggcca 
aa 



<210> 5670 

<211> 591 

<212> PRT 

<213> Homo sapiens 



<400> 5670 
phe Val Leu 
1 

Ala Glu Glu 

Gin Gly Gin 
35 

Arg Gly Lys 
50 

Met Pro Ala 
65 

His Arg Asp 

Pro Val Ser 

Arg Gly Val 
115 

Asp Phe Leu 



Ser Pro 
5 

Met Lys 
20 

Gly Pro 

Trp Val 

Leu Glu 

Phe Arg 

85 
lie Leu 
100 

Arg Ala 



Gly Thr Asp Pro 

Phe Ser Lys Lys 

25 

Arg Ala Glu Ala 
40 

Phe Phe Gin Asn 
55 

Arg Leu lie Glu 
70 

Leu Trp Leu Thr 



Gin Asn Gly Ser 

105 

Asn Leu Leu Lys 
120 

Asn Ser Cys His Lys Val 



Ala Ala Asp 
10 

Leu Ser Ala 

Met Met Arg 

Cys His Leu 
60 

His He Asn 
75 

Ser Leu Pro 
90 

Lys Met Thr 
Ser Tyr Ser 
Met Glu Phe 



Leu Tyr Lys Phe 
15 

He Ser Leu Gly 
30 

Ser Ser He Glu 
45 

Ala Pro Ser Trp 

Pro Asp Lys Val 
80 

Ser Asn Lys Phe 
95 

He Glu Pro Pro 
110 

Ser Leu Gly Glu 
125 

Lys Ser Leu Leu 
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130 






135 










140 










Leu 


Ser 


Leu 


Cys Leu Phe 


His 


Gly 


Asn 


Ala 


Leu 


Glu 


Arg 


Arg 


Lys 


Phe 


145 






150 










155 










160 


Gly 


Pro 


Leu 


Gly Phe Asn 


He 


Pro 


Tyr 


Glu 


Phe 


Thr 


Asp 


Gly 


Asp 


Leu 








165 








170 










175 




Arg 


He 


Cys 


He Ser Gin 


Leu 


Lys 


Met 


Phe 


Leu 


Asp 


Glu 


Tyr 


Asp 


Asp 








leo 






185 










190 






He 


Pro 


Tyr 


Lys Val Leu 


Lys 


Tyr 


Thr 


Ala 


Gly 


Glu 


He 


Asn 


Tyr 


Gly 






195 






200 










205 








Gly 


Arg 


val 


Thr Asp Asp 


Trp 


Asp 


Arg 


Arg 


Cys 


He 


Met 


Asn 


He 


Leu 




210 






215 










220 










Glu 


Asp 


Phe 


Tyr Asn Pro 


Asp 


Val 


Leu 


Ser 


Pro 


Glu 


His 


Ser 


Tyr 


Ser 


225 






230 










235 










240 


Ala 


Ser 


Gly 


He Tyr His 


Gin 


He 


Pro 


Pro 


Thr 


Tyr 


Asp 


Leu 


His 


Gly 








245 








250 










255 




Tyr 


Leu 


Ser 


Tyr He Lys 


Ser 


Leu 


Pro 


Leu 


Asn 


Asp 


Met 


Pro 


Glu 


He 








260 






265 










270 






Phe 


Gly 


Leu 


His Asp Asn 


Ala 


Asn 


He 


Thr 


Phe 


Ala 


Gin 


Asn 


Glu 


Thr 






275 






280 










285 








Phe 


Ala 


Leu 


Leu Gly Thr 


He 


He 


Gin 


Leu 


Gin 


Pro 


Lys 


Ser 


Ser 


Ser 




290 






295 










300 










Ala 


Gly 


Ser 


Gin Gly Arg 


Glu 


Glu 


He 


Val 


Glu 


Asp 


val 


Thr 


Gin 


Asn 


305 






310 










315 










320 


He 


Leu 


Leu 


Lys Val Pro 


Glu 


Pro 


He 


Asn 


Leu 


Gin 


Trp 


Val 


Met 


Ala 








325 








330 










335 




Lys 


Tyr 


Pro 


Val Leu Tyr 


Glu 


Glu 


Ser 


Met 


Asn 


Thr 


Val 


Leu 


Val 


Gin 








340 






345 










350 






Glu 


Val 


He 


Arg Tyr Ash 


Arg 


Leu 


Leu 


Gin 


Val 


He 


Thr 


Gin 


Thr 


Leu 






355 






360 










365 








Gin 


Asp 


Leu 


Leu Lys Ala 


Leu 


Lys 


Gly 


Leu 


val 


Val 


Met 


Ser 


Ser 


Gin 




370 






375 










380 










Leu 


Glu 


Leu 


Met Ala Ala 


Ser 


Leu 


Tyr 


Asn 


Asn 


Thr 


Val 


Pro 


Glu 


Leu 


385 






390 










395 










400 


Trp 


Ser 


Ala 


Lys Ala Tyr 


Pro 


Ser 


Leu 


Lys 


Pro 


Leu 


Ser 


Ser 


Trp 


Val 








405 








410 










415 




Met 


Asp 


Leu 


Leu Gin Arg 


Leu 


Asp 


Phe 


Leu 


Gin 


Ala 


Trp 


He 


Gin 


Asp 








420 






425 










430 






Gly 


He 


Pro 


Ala Val Phe 


Trp 


He 


Ser 


Gly 


Phe 


Phe 


Phe 


Pro 


Gin 


Ala 






435 






440 










445 








Phe 


Leu 


Thr 


Gly Thr Leu 


Gin 


Asn 


Phe 


Ala 


Arg 


Lys 


Phe 


Val 


He 


Ser 




450 






455 










460 










He 


Asp 


Thr 


He Ser Phe 


Asp 


Phe 


Lys 


Val 


Met 


Phe 


Glu 


Ala 


Pro 


Ser 


465 






470 










475 










480 


Glu 


Leu 


Thr 


Gin Arg Pro 


Gin 


Val 


Gly 


Cys 


Tyr 


He 


His 


Gly 


Leu 


Phe 








485 








490 










495 




Leu 


Glu 


Gly 


Ala Arg Trp 


Asp 


Pro 


Glu 


Ala 


Phe 


Gin 


Leu 


Ala 


Glu 


Ser 








500 






505 










510 






Gin 


Pro 


Lys 


Glu Leu Tyr 


Thr 


Glu 


Met 


Ala 


Val 


He 


Trp 


Leu 


Leu 


Pro 






515 






520 










525 








Thr 


Pro 


Asn 


Arg Lys Ala 


Gin 


Asp 


Gin 


Asp 


Phe 


Tyr 


Leu 


Cys 


Pro 


He 




530 






S35 










540 










Tyr 


Lys 


Thr 


Leu Thr Arg 


Ala 


Gly 


Thr 


Leu 


Ser 


Thr 


Thr 


Gly 


His 


Ser 


545 






550 










5SS 










560 


Thr 


Asn 


Tyr 


Val He Ala 


Val 


Glu 


He 


Pro 


Thr 


His 


Gin 


Pro 


Gin 


Arg 



4842 



wo 00/58473 



PCT/USOO/08621 



565 570 575 

His Trp lie Lys Arg GXy Val Ala Leu lie Cys Ala Leu Asp Tyr 

580 585 590 

<210> 5671 

<211> 818 

<212> DNA 

<213> Homo sapiens 

<400> 5671 

nngcgcgcca gggaaagtgg aagttggatt ctgaaagatc gaggtgccca caggaatttt 
60 

atggtcgtcg gattttgaag acttgaacta gactgggggt tctccttgca tttcttgcct 
120 

gttgcctatc tttgtcctct ctcttccggc ttcgagatga atgtgcagcc ctgttctagg 
180 

tgtgggtatg gggtttatcc tgccgagaag atcagctgta tagatcagat atggcataaa 
240 

gcctgttttc actgtgaagt ttgcaagatg atgctgtctg ttaataactt tgtgagtcac 
300 

cagaaaaagc cgtactgtca cgcccataac cctaagaaca acactttcac cagtgtctat 
360 

cacactccat taaatctaaa tgtgaggaca tttccagagg ccatcagtgg gatccatgac 
420 

caagaagatg gtgaacagtg taaatcagtt CCtcattggg acatgaaatc caaggataag 
480 

gaaggtgcac ctaacaggca gccactggca aatgagagag cctattggac tggatatggg 
540 

gaagggaatg cttggtgccc aggagctctg ccagaccccg aaattgtaag gatggttgag 
600 

gctcgaaagt ctcttggtga ggaataCaca gaagactatg agcaacccag gggcaagggg 
660 

agctttccag ccatgatcac acctgcttat caaagggcca agaaagccaa ccagctggcc 
720 

agccaagtgg agtataagag agggcatgat gaacgcatct ccaggttctc cacggtggcg 
780 

gatactcctg agctgctacg gagcaaggct tggggcac 
818 

<210> 5672 

<211> 220 

<212> PRT 

<213> Homo sapiens 

<400> 5672 

Met Asn Val Gin Pro Cys Ser Arg Cys Gly Tyr Gly Val Tyr Pro Ala 

15 10 15 

Glu Lys Zle Ser Cys lie Asp Gin lie Trp His Lys Ala Cys Phe His 

20 25 30 

Cys Glu Val Cys Lys Met Met Leu Ser Val Asn Asn Phe Val Ser His 

35 40 45 

Gin Lys Lys Pro Tyr Cys His Ala His Asn Pro Lys Asn Asn Thr Phe 

50 55 60 

Thr Ser Val Tyr His Thr Pro Leu Asn Leu Asn Val Arg Thr Phe Pro 
65 70 75 80 
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Glu Ala He Ser Gly He His Asp Gin Glu Asp Gly Glu Gin Cys Lys 

es 90 9S 

Ser Val Phe His Trp Asp Met Lys Ser Lys Asp Lys Glu Gly Ala Pro 

ICQ 105 110 

Asn Arg Gin Pro Leu Ala Asn Glu Arg Ala Tyr Trp Thr Gly Tyr Gly 

115 120 125 

Glu Gly Asn Ala Trp Cys Pro Gly Ala Leu Pro Asp Pro Glu He Val 

130 135 140 

Arg Met Val Glu Ala Arg Lys Ser Leu Gly Glu Glu Tyr Thr Glu Asp 
145 150 155 160 

Tyr Glu Gin Pro Arg Gly Lys Gly Ser Phe Pro Ala Met He Thr Pro 

165 170 175 

Ala Tyr Gin Arg Ala Lys Lys Ala Asn Gin Leu Ala Ser Gin Val Glu 

180 185 190 

Tyr Lys Arg Gly His Asp Glu Arg He Ser Arg Phe Ser Thr Val Ala 

195 200 205 

Asp Thr Pro Glu Leu Leu Arg Ser Lys Ala Trp Gly 
210 215 220 

<210> 5673 

<211> 1279 

<212> DNA 

<213> Homo sapiens 



<400> 5673 

nttttttttt tttgaagcca gcatttccct 
60 



gcagaaatca 


atatttttgt 


ttgaaagacg 


120 






ccgagacgat 


aaaagaacag 


ttgggtgttt 


180 






tgagctgggc 


tctaacttca 


ctcacaaatt 


240 






atgaaaggga 


gccgagacaa 


gacgagggcg 


300 






ggggtcccgc 


catggtccac 


acttctgcag 


360 






cagcagcagg 


gacagccaag 


tgggaggcag 


420 






gcagaagcag 


ccccacagta 


gcagccccat 


480 






gcctctgcag 


ccctggcact 


gccgcccagc 


540 






acaggaatgc 


agggacgttc 


tgcccctagg 


600 






atggtcaagg 


ttgccctgtc 


cacagctgct 


660 






tccagctcac 


tctcggcctc 


cgggccagcc 


720 






cctgggtatc 


tgcctcagaa 


agggctggca 


760 






cctggtctcc 


tgcgggtggc 


tcacggtgca 


840 







ttatttctgg atggaaacgg ggccctaaaa 
cagtcatgct aatttcactt ttggctaaaa 
ataggatgcc ctcaaagtga gctggctaag 
tatagtacag ctaagaaggc cagtctgtcc 
gcctcttcca ggcctgtgcc aagtgtcctt 
catccgcaga acatgtggcc gggtcctgcc 
gcatggtgca cacctgggga ggcccctggt 
ccagaggaag accactccgg agggccacag 
cctccatctc agcgggatgt gcagggtgag 
tcagcctctt catccgcctg ttgtgcttcg 
gcaacgccat ccagggcttc gtcttgtctc 
ccttcatcct cctcaggatc tgggttagtt 
ggcttgtctg caggtgcagt gctgtgccct 
gggtacggcc catcagccca gatgctgcat 
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gccagactga gcagctcttc tctgcggggg aagaggttct tgcgcttctg agcaccaatg 
900 

catcttctaa cagctccatc ttcttgctga actgcacttc taaaatgggg ataacctctg 
960 

gcatcttggc agatatcaaa cgataggcca tgtctggctt tccaataaac cgctggcgga 
1020 

tgctaatttc gtaaggtgag cggaccttga tgtcgtccac gtcttctctt tcaaacctgt 
1080 

gcatgagcaa agaactggag tcatgtattt ccaacccaga cacaaggacg gtgagcctcc 
1140 

ctggtttaac gtgagactct gttctgtggg aaataacagc aggaattttt atcagtatcc 
1200 

cttctttccc aaagggttca caactggtca tggagacatc ttccctgggc tttgtttccg 
1260 

gtggtgtctt ccaaagctt 
1279 

<210> 5674 
<211> 81 
<212> PRT 

<213> Homo sapiens 
<400> 5674 

Leu His Ser Gin lie Tyr Ser Thr Ala Lys Lys Ala Ser Leu Ser Met 

1 5 10 15 

Lys Gly Ser Arg Asp Lys Thr Arg Ala Ala Ser Ser Arg Pro Val Pro 

20 25 30 

Ser Val Leu Gly Val Pro Pro Trp Ser Thr Leu Leu Gin His Pro Gin 

35 40 45 . 

Asn Met Trp Pro Gly Pro Ala Gin Gin Gin Gly Gin Pro Ser Gly Arg 

50 55 60 

Gin Ala Trp Cys Thr Pro Gly Glu Ala Pro Gly Ala Glu Ala Ala Pro 
65 70 75 80 

Gin 



<210> 5675 
<211> 1074 
<212> DNA 

<213> Homo sapiens 
<400> 5675 

nttttccact taaatacaaa ctttattctc 
60 

ccctgagctc ccacccgagg cttaggccca 
120 

999Ctgg9Cc aggggctgag gctgaaagca 
180 

cggtgtaaca tggcaccgag gttggggcca 
240 

gggcccttgg ctccaagcat tagttctcca 
300 

ggggcaccag ggctacaagg tggtagttga 
360 



tctccaagaa gatgcagacg tcacaggtgg 
aggggcctct tccaggctga gggcctgctg 
gcagcctgcc tagtgggtga cgccaggggc 
cagcaatgtg tgggacggtg gggtgggctg 
agctctggtc cgttctccta cctccttcaa 
gtattggggc ccgactcctg gggcactgga 
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gtggtctcta ggcccgaggc cccaaggaga gggctgggtt tctgggagag tgctggtcct 
420 

tcctctctgg gcttggccat cttgacagct tcatcgtagg agggcggagg ctccggggtg 
480 

tacaggctgc aggcaggagg agccgtggag tccaggtcca gctccccaaa gggcaggggc 
540 

aaccgcatgc ccagtgggta ctgcacggag ctgtaggagg tcacagtgct gtgtacaggg 
600 

ctgtcactgt ccatagggat gactgccacg tcgcagggct gccgtgctgg tggcagatgt 
660 

ggctgggcct gtgcctgcct ccggaggcag cagaaccgga cacaaccagc cgtgacacca 
720 

cacagcagaa gcaggaggac cgccagcagg atgagcctag gagagcaagg ctctaccact 
780 

ggactgaccc tcggccaccg ggcacctgca ccctggggaa tgtcgtggca caaccaccga 
640 

agacaggtta acaggataaa aagcagacaa tgtctctcca tgtcggagac cgccgtggcc 
900 

agagcctggc ctcgggctgc tgggcctgcc ctggctatct ctcctgggct ggccaggggt 
960 

ggccttgggc tcactcccag gactcgctgt cctcagcgag tgccccactg ctgagcggga 
1020 

tcgCagggga ctcccgcgga ggccaggcgg gagagttggg agggaaggcc ctgg 
1074 

<210> 5676 
<211> 145 
<212> PRT 

<213> Homo sapiens 
<400> 5676 



Glu Val 


Thr Val Leu 


Cys Thr Gly Leu 


Ser 


Leu 


Ser 


lie 


Gly 


Met 


Thr 


1 


5 




10 










15 




Ala Thr 


Ser Gin Gly 


Cys Arg Ala Gly 


Gly Arg 


Cys 


Gly 


Trp 


Ala 


Cys 




20 


25 










30 






Ala Cys 


Phe Arg Arg 


Gin Gin Asn Arg 


Thr 


Gin 


Pro 


Ala 


Val 


Thr 


Pro 




35 


40 








45 








His Ser 


Arg Ser Arg 


Arg Thr Ala Ser 


Arg Met 


Ser 


Leu 


Gly 


Glu 


Gin 


50 




55 






60 










Gly Ser 


Thr Thr Gly 


Leu Thr Leu Gly 


His 


Arg 


Ala 


Pro 


Ala 


Pro 


Trp 


65 




70 




75 










80 


Gly Met 


Ser Trp His 


Asn His Arg Arg 


Gin 


Val 


Asn 


Arg 


lie 


Lys 


Ser 




85 




90 










95 




Arg Gin 


Cys Leu Ser 


Met Ser Glu Thr 


Ala 


Val 


Ala 


Arg 


Ala 


Trp 


Pro 




100 


105 










110 






Arg Ala 


Ala Gly Pro 


Ala Leu Ala lie 


Ser 


Pro 


Gly 


Leu 


Ala 


Arg 


Gly 




115 


120 








125 








Gly Leu 


Gly Leu Thr 


Pro Arg Thr Arg 


Cys 


Pro 


Gin 


Arg 


Val 


Pro 


His 


130 




135 






140 











Cys 
145 

<210> 5677 
<211> 477 
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<212> DNA 

<213> Homo sapiens 

<400> 5677 

agcagctgtt cctctttgaa gaggtcgatg ctgaaaggag gccgcctgac Cccatggcaa 
60 

aaaaggacac tggtgaagta gcggtagcac tcctccacgt tgcccaaggg ggttgctggt 
120 

agggaaagca agatgcagca gtgaggccct ctctggtatc cattcattca cttcactcaa 
180 

cagctgttta tgaccatgag caatacaagc cttgtgaaga tcctggagca gggcacaagc 
240 

cgctgacgtc tgctccagtg agaagccctg ctgccttccc caattcgctt tctttccgca 
300 

gccgccgctg ccccgacccc ggatctgcat gtggaagtac ctggacgtcc attccatgca 
360 

ccagctggag aagaccacca atgctgagat gagggaggtg ctggctgagc tgctggagct 
420 

agggtgtcct gagcagagcc tgagcgacgc catcaccctg gacctcttct gccgcgg 
477 

<210> 5678 
<211> 151 
<212> PRT 

<213> Homo sapiens 
<400> 5678 



Met Ala 


Ser 


Leu 


Arg 


Leu 


Cys 


Ser 


Gly 


His 


Pro 


Ser 


Ser 


Ser 


Ser 


Ser 


1 






5 










10 










15 




Ala Ser 


Thr 


Ser 


Leu 


He 


Ser 


Ala 


Leu 


Val 


Val 


Phe 


Ser 


Ser 


Trp 


Cys 






20 










25 










30 






Met Glu 


Trp 


Thr 


Ser 


Arg 


Tyr 


Phe 


His 


Met 


Gin 


He 


Arg 


Gly 


Arg 


Gly 




35 










40 










45 








Ser Gly 


Gly 


Cys 


Gly 


Lys 


Lys 


Ala 


Asn 


Trp Gly Arg 


Gin 


Gin 


Gly 


Phe 


50 










55 










60 










Ser Leu 


Glu 


Gin 


Thr 


Ser 


Ala 


Ala 


Cys 


Ala 


Leu 


Leu 


Gin 


Asp 


Leu 


His 


65 








70 










75 










80 


Lys Ala 


Cys 


He 


Ala 


His 


Gly 


His 


Lys 


Gin 


Leu 


Leu 


Ser 


Glu 


Val 


Asn 








85 










90 










95 




Glu Trp 


lie 


Pro 


Glu 


Arg 


Ala 


Ser 


Leu 


Leu 


His 


Leu 


Ala 


Phe 


Pro 


Thr 






100 










105 










110 






Ser Asn 


Pro 


Leu 


Gly 


Gin 


Arg 


Gly 


Gly 


Val 


Leu 


Pro 


Leu 


Leu 


His 


Gin 




115 










120 










125 








Cys Pro 


Phe 


Leu 


Pro 


Trp 


Ser 


Gin 


Ala 


Ala 


Ser 


Phe 


Gin 


His 


Arg 


Pro 


130 










135 










140 










Leu Gin 


Arg 


Gly 


Thr 


Ala 


Ala 





















145 150 

<210> 5679 

<211> 665 

<212> DNA 

<213> Homo sapiens 

<400> 5679 
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nngcccctcc aggagggagc cgggagatta cgcagctcca tgtaggtcta cgtttaggtt 
60 

gggaggacct accatgaaga aggtcaagaa gaaaaggtca gaggccagac gccaccggac 
120 

tccacctccc agcatgctgg ctccaattcc acctctcagc agcctagccc Cgaatccaca 
180 

ccacagcagc ccagtcctga atccacacca cagcagccta gccctgaatc cacaccacag 
240 

caCtccagcc ttgaaaccac ctcccggcag ccagcattcc aagcccttcc agcacccgaa 
300 

atccgccgct cctcttgctg ccttttatct ccagatgcta acgtgaaggc agcccctcaa 
360 

tccaggaaag cagaaaatct tcaagaaaac cctccagtca tcgtaacgcg tgtcctccaa 
420 

gccctcggaa ctgtggctgt ggctctgggg gctctaggag ctgcctacta catcactgaa 
480 

tccttgtgaa caagccccta ggcccacagt ctggcagacc tccaccagcc ccaggagttg 
540 

ataggtgatg gcgctgggag aagatgttca gaatatctca aaagccaagt ccagaagatc 
600 

cagtttccat caaagggacc tctcttgtca ccaaaattta aaaaaagaaa aaaaaaacga 

660 

aaaaa 

665 

<210> 5680 

<211> 143 

<212> PRT 

<213> Homo sapiens 

<400> 5680 



Val 


Gly 


Arg He 


Tyr His Glu 


Glu 


Gly 


Gin 


Glu 


Glu 


Lys 


Val 


Arg 


Gly 


1 






5 






10 










15 




Gin 


Thr 


Pro Pro 


Asp Ser Thr 


Ser 


Gin 


His 


Ala 


Gly 


Ser 


Asn 


Ser 


Thr 






20 






25 










30 






Ser 


Gin 


Gin Pro 


Ser Pro Glu 


Ser 


Thr 


Pro 


Gin 


Gin 


Pro 


Ser 


Pro 


Glu 






35 




40 










45 








Ser 


Thr 


Pro Gin 


Gin Pro Ser 


Pro 


Glu 


Ser 


Thr 


Pro 


Gin 


His 


Ser 


Ser 




50 




55 










60 










Leu 


Glu 


Thr Thr 


Ser Arg Gin 


Pro 


Ala 


Phe 


Gin 


Ala 


Leu 


Pro 


Ala 


Pro 


65 






70 








75 










80 


Glu 


lie 


Arg Arg 


Ser Ser Cys 


Cys 


Leu 


Leu 


Ser 


Pro 


Asp 


Ala 


Asn 


Val 








85 






90 










95 




Lys 


Ala 


Ala Pro 


Gin Ser Arg 


Lys 


Ala 


Glu 


Asn 


Leu 


Gin 


Glu 


Asn 


Pro 






100 






105 










110 






Pro 


Val 


He Val 


Thr Arg Val 


Leu 


Gin 


Ala 


Leu 


Gly 


Thr 


Val 


Ala 


Val 






115 




120 










125 








Ala 


Leu 


Gly Ala 


Leu Gly Ala 


Ala 


Tyr 


Tyr 


He 


Thr 


Glu 


Ser 


Leu 






130 




135 










140 











<210> 5681 

<2X1> 1402 

<212> DNA 

<213> Homo sapiens 
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<400> S681 




9?9cggcctg 


gcagctggcg 


60 




Qtcgggacct 


ggtttccggg 


120 




tagacattga 


tggaagcaga 


180 




gagggctctc 


tgcaggaagg 


240 




gaataccacc 


tcctcaagct 


300 




ttccacaagt 


caggtgcttt 


360 

V W W 




actaagcagg 


aagcagagca 


420 




aagctg^tQQ 


tgcgatgggc 


480 

W ^# 




aagaCtcttc 


caatcagtct 


540 




agtgtcactg 


caaagataaa 


£00 

Www 




aatocaoaat 


atccaacagc 


660 

w w w 




actactccat 


attctagaac 


720 




cTcaocaaaaci 


caaattggcc 


780 




craatcratact 


attcaacgga 


840 




^atQttctta 


tggatgtttc 


900 

«r W w 




aatagcgttg 


tatcccaaat 


960 




ttggatttgt 


aactccagaa 






atattattta 


aatcaggaaa 


1080 




tacgctcgtg 


tgtcttttac 


1140 




acagatttta 


aatcatgttc 


1200 




ctggactgaa 


aaagagaaag 


1260 




agtaatctgt 


ttaagaatta 


1320 




atatcttaaa 


attgtttgtg 


1360 




cacaagttct 


atttgggata 


1402 





<210> 5682 
<211> 190 
<212> PRT 



gcattgaggc ggaccgtcta 
catgagctga gagcaccacg 
aaccaaaact cttcccctgg 
acaccgatta tggattggca 
cctccagaag tttggcaagg 
ggagggacag cctcgaggct 
agccatccag tgtctcaatg 
acatgctcaa gtaaagagat 
cgagccatcc tcaagcactg 
agccattgaa gcaaaactga 
gcctgtttat tcctacttta 
agcatggaaa tctcgaagat 
tccacaccta aaatcgtctg 
gcacaatcac atgttagcat 
ttccctaaac tatgtatgga 
tgtgatttga accctgggat 
acattctata gtgtgccaga 
ctaaaaatat taacatctat 
aacataaaga aaaagtaaaa 
agaactgttg ttccagaatt 
ttcttggcaa aaaggagctg 
tgcttattgt ttcaaaatcc 
ttgacaaaac tagaatcaaa 
tt 
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gaggtccgtc tgaccgcggc 
ccgaggccac gagtatttca 
agaatgcatc catcctttca 
acctggaccc caaaattacc 
taaagcagtt tgacttcctc 
actgttttgt taactttgaa 
gcaagttggc cctgtccaag 
atgatcataa caagaatgat 
agcctactca gtctaaccta 
aaatgatggc ggaaaatcct 
agccaccaga taaaaaaagg 
gatggttgtg aattactgta 
cctgtgtact ttgtagatgt 
ttggtaacat aatgtttttg 
attgagcatc atccagaata 
gctctaattg gctggttggt 
gcaaaaggca aatacacaaa 
taaaaaattg agcatttttc 
ggcagggagg gaagtgagag 
tactacggca atccctccaa 
attctttgaa caaatgttgt 
caactaggaa aacatggtgt 
tttaacattt tataccacat 



wo 00/58473 
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<213> Homo sapiens 
<400> 5682 



Met 


Glu 


Ala 


Glu 


Thr 


Lys 


Thr Leu 


Pro 


Leu 


Glu Asn 


Ala 


Ser 


He 


Leu 


1 








5 








10 








15 




Ser 


Glu 


Gly 


Ser 
20 


Leu 


Gin 


Glu Gly 


His 
25 


Arg 


Leu Trp 


He 


Gly 
30 


Asn 


Leu 


Asp 


Pro 


Lys 


He 


Thr 


Glu 


Tyr His 


Leu 


Leu 


Lys Leu 


Leu 


Gin 


Lys 


Phe 




35 








40 








45 








Gly 


Lys 
50 


Val 


Lys 


Gin 


Phe 


Asp Phe 
55 


Leii 


Phe 


His Lys 
60 


Ser 


Gly 


Ala 


Leu 


Glu 


Gly 


Gin 


Pro 


Arg Gly 


Tyr Cys 


Phe 


Val 


Asn Phe 


Glu 


Thr 


Lys 


Gin 


65 










70 








75 








80 


Glu 


Ala 


Glu 


Gin 


Ala 
85 


He 


Gin Cys 


Leu 


Asn 
90 


Gly Lys 


Leu 


Ala 


Leu 
95 


Ser 


Lys 


Lys 


Leu 


Val 
100 


Val 


Arg 


Trp Ala 


His 
105 


Ala 


Gin Val 


Lys 


Arg 
110 


Tyr 


Asp 


His 


Asn 


Lys 
115 


Asn 


Asp 


Lys 


He Leu 
120 


Pro 


He 


Ser Leu 


Glu 
125 


Pro 


Ser 


Ser 


Ser 


Thr 
130 


Glu 


Pro 


Thr 


Gin 


Ser Asn 
135 


Leu 


Ser 


Val Thr 
140 


Ala 


Lys 


He 


Lys 


Ala 


He 


Glu 


Ala 


Lys 


Leu 


Lys Met 


Met 


Ala 


Glu Asn 


Pro 


Asp 


Ala 


Glu 


145 










150 








155 








160 


Tyr 


Pro 


Ala 


Ala 


Pro 
165 


Val 


Tyr Ser 


Tyr 


Phe 
170 


Lys Pro 


Pro 


Asp 


Lys 
175 


Lys 


Arg 


Thr 


Thr 


Pro 
180 


Tyr 


Ser 


Arg Thr 


Ala 
185 


Trp 


Lys Ser 


Arg 


Arg 
190 







<210> 56B3 

<211> 328 

<212> DNA 

<213> Homo sapiens 

<400> 5683 

ggatccatgc gttgccctag ggaggcctca gctgtcaagc actgaccatc tctgcagaca 
60 

cgcagggctg acctgtactg gtgagtaagc attagccatg ggacgcacac aatccagcca 
120 

atgctttcag aaggcaccac atgtgatgca cagcctctat ttacatgtga ataattacac 
180 

tgctgctttc tggttaaaag tagggaaata cagtgttcca gggcatagga atggtgctct 
240 

gggtagaaaa gtttattttg ctggtgggag gcaggttttg ttaataaagc tttgaaatac 
300 

acaaatttca ttctggatgc tgatgctg 
328 

<210> 5684 
<211> 103 
<212> PRT 

<213> Homo sapiens 
<400> 5684 

Met Lys Phe Val Tyr Phe Lys Ala Leu Leu Thr Lys Pro Ala Ser His 
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15 10 15 

Gin Gin Asn Lys Leu Phe Tyr Pro Glu His His Ser Tyr Ala Leu Glu 

20 25 30 

His Cys lie Ser Leu Leu Leu Thr Arg Lys Gin Gin Cys Asn Tyr Ser 

35 40 45 

His Val Asn Arg Gly Cys Ala Ser His Val Val Pro Ser Glu Ser He 

50 55 60 

Gly Trp He Val Cys Val Pro Trp Leu Met Leu Thr His Gin Tyr Arg 
65 70 75 80 

Ser Ala Leu Arg Val Cys Arg Asp Gly Gin Cys Leu Thr Ala Glu Ala 

85 90 95 

Ser Leu Gly Gin Arg Met Asp 
100 

<210> 5685 

<211> 604 

<212> DNA 

<213> Homo sapiens 

<400> 5685 

ccatgcagcc gcgtgggtgg caagcgggtg gtgtgctatg acgacagatt cattgtgaag 
60 

ctggcctacg agtctgacgg gatcgtggtt tccaacgaca cataccgtga cctccaaggc 
120 

gagcggcagg agtggaagcg cttcatcgag gagcggctgc tcatgtactc cttcgtcaat 
180 

gacaagtatg ttccctccca gaggccctga cagacttggg gtccacaggg gaagccagag 
240 

gtgcccttgg caagggtgga gctgggggct gggctctgcg gggccctgtg gccatgggag 
300 

gttgcgggtc ttggctccag gcagctttga gagtgagacg gatagctcac cacataggag 
360 

aaatcagacc gggaccaggc aggctgtggg gtggagagag tggctaattt gggagataga 
420 

gccgtagcac ttatgagggg atgtatgtgg ttgatggttc caggtggcct ctctacgaac 
480 

caacatggca tctctcgagc agaggccatg ggccagtggg tgcgggctgc catcccccga 
540 

cgacttcagg gagggagttc ccctaaaggt gcccatgggc tgtggccctc tagaccgggg 

600 

atcc 

604 



<210> 5686 

<211> 69 

<212> PRT 

<213> Homo sapiens 



<400> 5686 

Pro Cys Ser Arg Val Gly Gly Lys 

1 5 
Phe He Val Lys Leu Ala Tyr Glu 
20 

Asp Thr Tyr Arg Asp Leu Gin Gly 



Arg Val Val Cys Tyr Asp Asp Arg 

10 15 
Ser Asp Gly lie Val Val Ser Asn 
25 30 
Glu Arg Gin Glu Trp Lys Arg Phe 
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35 40 45 

lie Glu Glu Arg Leu Leu Met Tyr Ser Phe Val Asn Asp Lys Tyr Val 

50 55 60 

Pro Ser Gin Arg Pro 
65 

<210> 5687 

<211> 328 

<212> DNA 

<213> Homo sapiens 

<400> 5687 

actctctccc gaccgcgtgg tgcgggtaag ggtggtggtg atggtggtgg tggtgagcgc 
60 

ccccggccct gcatgcacgc ctgcgtgaac accccgggct cttcccgttg cacctgcccc 
120 

ggtggatccg aaactctggc tgacgggaag agctgtgaga atgtggatga atgtgtgggc 
180 

ctgcagccgg tgtgccccca ggggaccaca tgcaCcaaca ccggtggaag cttccagtgt 
240 

gtcagccctg agtgccccga gggcagcggc aatgtgagct acgtgaagac gtctccattc 
300 

cagtgtgagc ggaacccctg ccccatgg 
328 

<210> 5688 

<211> 109 

<212> PRT 

<213> Homo sapiens 



<400> 5688 












Thr Leu 


Ser 


Arg Pro 


Arg Gly Ala 


Gly Lys Gly Gly 


Gly 


Asp Gly Gly 


1 




5 




10 




15 


Gly Gly 


Glu 


Arg Pro 


Arg Leu Cys 


Met His Ala Cys 


Val 


Asn Thr Pro 






20 




25 




30 


Gly Ser 


Ser 


Arg Cys 


Thr Cys Pro 


Gly Gly Ser Glu 


Thr 


Leu Ala Asp 




35 




40 




45 




Gly Lys 


Ser 


Cys Glu 


Asn Val Asp 


Glu Cys Val Gly 


Leu 


Gin Pro Val 


50 






55 


60 






Cys Pro 


Gin 


Gly Thr 


Thr Cys lie 


Asn Thr Gly Gly 


Ser 


Phe Gin Cys 


65 






70 


75 




80 


Val Ser 


Pro 


Glu Cys 


Pro Glu Gly 


Ser Gly Asn Val 


Ser 


Tyr Val Lys 






85 




90 




95 


Thr Ser 


Pro 


Phe Gin 


Cys Glu Arg 


Asn Pro Cys Pro 


Met 








100 




105 







<210> 5689 

<211> 1897 

<212> DNA 

<213> Homo sapiens 

<400> 56B9 

nagtactaca aaatgtctgg cacatgacag atgctcatga taaaatgttt gacagttgaa 
60 
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tgaacaatca gaatcataga agagtgtgag cactggtcct ttgtcttcca ggtgggacag 
120 

tgtgtggtgg tcttcagcca ggctcctagt gggagagccc cactcagccc cagtttgaac 
180 

tctcgcccat cacctatcag tgccactncc tccagctcCc gttcctgaaa cccgagagta 
240 

ccgctctcag tctccagtaa gaagcatgga tgaagctcct tgtgttaacg gccgctgggg 
300 

aacactgaga cccagggctc aaaggcagac tcctcaggtt cccgggaagg gagcctttcc 
360 

ccagccagag gagacggctc tcctatcctc aatggtggga gtttgtctcc aggaacggca 
420 

gctgtgggtg gctcttcttt ggacagtcct gtacaggcca tatctccaag tactccatct 
480 

gctgctgaag gatacgacct gaaaatagga ctttctttgg ccccccgacg aggatcaacc 
540 

agatcagaaa gatctgagat taggatccat agatctgaat tgggatctaa acccgcttcc 
600 

agtagtaatc ccatggatgg catggacaat aggacagttg ggggaagtat gagacaccct 
660 

cctgaacaga caaatggtgt gcatacccca cctcacgtgg ccagtgcccC tgcaggggcc 
720 

gtctccccag gtgccctgcg tcggagtctg gaagccatca aagcgatgtc ctccaaaggc 
780 

ccctcggcct ctgcagcact aagtcctcct cttgggtctt ctccaggctc tcctgggagc 
840 

cagagtttga gcagtggaga aacagtgccc atccctcgcc cagggcctgc ccaaggagat 
900 

ggacattccC tacctcccat tgctcgccgc ctgggccacc accctccaca gtccctaaat 
960 

gttggcaaac ccctatacca gagtatgaac tgcaagccca tgcagatgta cgtgctggac 
1020 

attaaagaca ccaaggagaa ggggcgggtc aaatggaaag tatttaatag cagttctgtg 
1080 

gttggacctc ctgaaaccag cctgcatacc gtggtacaag gcaggggtga actcatcata 
1140 

tttggaggac tcatggacaa gaaacagaat gtgaagtact atccaaaaac aaacgccttg 
1200 

tactttgtac gagcaaagag ataatgtgtt ctaaacccct ttccttttct gtggctttta 
1260 

atttggaatt ttccagtgtg taagcatttg gactgagaat tgggaaaaca aaattactcc 
1320 

cagaagccaa aactctttaa ttcccaaccg aagtcacCcc aggctgggat caaatctcca 
1380 

ttaagaaaaa aaattatata taaatatata tatatatatt atatagccaa ctctgttgac 
1440 

aaaaaaaggg agagatttcc atcctggttc agataaagtt gttgctgtgt tttaacaggg 
1500 

gctgggctgc ctttttctac cttgctggta actagaccaa gaagtcagag aatagactaa 
1560 

catcagtaac ttcccaaaag aaactgaaga gccccctgta aatctttatg tggccttctt 
1620 

ggagttaaaa aatgaaaggg catatgtaag ttgcaaaggt ggagggtttt agactctcat 
1680 
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gcttcaggtg ctgtcggggt aaaagtaact gtttttcccc ttctcttaaa accacagagg 
1740 

acctgtgaca gctctgcaga aatgccagtg cctggccccc tcttgccttt tatggctgag 
1600 

gaaagttacc caacaaagga ttttaCtcca catttgtgtg ccgggtcatt gtgaaataat 
1B60 

gtttatgcag ccaacatctg aaaaaaaaaa aaaaaaa 
1897 

<210> 5690 

<211> 54 

<212> PRT 

<213> Homo sapiens 

<400> 5690 

Thr He Arg He He Glu Glu Cys Glu His Trp Ser Phe Val Phe Gin 

15 10 15 

Val Gly Gin Cys Val Val Val Phe Ser Gin Ala Pro Ser Gly Arg Ala 

20 25 30 

Pro Leu Ser Pro Ser Leu Asn Ser Arg Pro Ser Pro lie Ser Ala Thr 

35 40 45 

Xaa Ser Ser Ser Arg Ser 
50 

<210> 5691 
<211> 1227 
<212> DNA 
<213> Homo sapiens 

<400> 5691 

aagcggaaaa acaattgcca 
60 

aaccgtcctg tggaggtgta 
120 

catcaaaacg aggacgaacc 
180 

gtggtgaatc ctaacaaggc 
240 

ggtttgcaga gcagtctctg 
300 

aacagcagat gctagaagac 
360 

tcgaggagca ggtggctcgg 
420 

ctcgccaggt ccgaggcccc 
480 

cagcagcagc ctccagtggc 
540 

cagcctcgtc acctgagcac 
600 

caggcactgt tttagctctt 
660 

agttctcggc aggggccgac 
720 



tggcaaccac attgagatgc aggccatggc agagatgtac 
ccagtacagc acagaaccca tcaacacatt ccatgggata 
cattcgtgtt agctaccatc ggaatatcca ctataattca 
caccaCtggt gtggggctgg gctgccatca ttcaaaccag 
atgaagaatg ccataaaaac atcggaggag tcatggattg 
aagaaacggg ccacagactg ggaggccaca aatgaagcca 
gaatcctacc tgcagtggtt gcgggatcag gagaaacagg 
agccagcccc ggaaagccag cgccacatgc agttcggcca 
ctggaggagt ggactagccg gtccccgcgg cagcggagtt 
cctgagctgc atgctgaatt gggcatgaag cccccttccc 
gccaaacctc cttcgccctg tgcgccaggt acaagcagtc 
cgggcaactt ccccccttgt gtccctctac cctgctttgg 
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agtgccgggc cctcattcag cagatgtccc cctctgcctt tggtctgaat gactgggatg 
780 

atgatgagat cctagcttcg gtgctggcag tgtcccaaca ggaataccta gacagCatga 
840 

agaaaaacaa agtgcacaga gacccgcccc cagacaagag ttgatggaga cccagggatt 
900 

ggacaccatc tcccaacccc agggattcgg gcaagggtgc cgaagataga caagaggcac 
960 

acagagacag accaactggc agccaggcag ccccagagga gagagacatt cagacagagg 
1020 

aaagtctccc tgcccctcat tccttccaag atgagaaaaa cttgccgcca ccccccgaca 
1080 

ctgatgccag ggaggtggga ggaagaagtg ggaaatttcc cttcccagta cccccaagaa 
1140 

cgtctgagcc ctcaatgttg aatttcttct ttattaaaat tacttttatc ttataaaatc 
1200 

aactaatcaa aaatgaaaaa aaaaaaa 
1227 

<210> 5692 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 5692 

Lys Arg Lys Asn Asn Cys His Gly Asn His He Glu Met Gin Ala Mec 

15 10 15 

Ala Glu Met Tyr Asn Arg Pro Val Glu Val Tyr Gin Tyr Ser Thr Glu 

20 25 30 

Pro He Asn Thr Phe His Gly He His Gin Asn Glu Asp Glu Pro He 

35 40 45 

Arg Val Ser Tyr His Arg Asn He His Tyr Asn Ser Val Val Asn Pro 

50 55 60 

Asn Lys Ala Thr He Gly Val Gly Leu Gly Cys His His Ser Asn Gin 
65 70 75 80 

Gly Leu Gin Ser Ser Leu 

85 

<210> 5693 

<211> 389 

<212> DNA 

<213> Homo sapiens 

<400> 5693 

nacgcgtgtg ggatacccct tcgcggggac agccaggcag aaagacgctg ctcctcctcg 
60 

gacactgggg cacctctgcg cctgtcccaa ggccacgctg gctctcttca ggcccatggc 

120 

tccaaccccg cagggcccct cgtcgggcgg tcccaactta gtcgtcccct gacgcggcct 
180 

ctgggccctc ccgggttggg gagctgacgg cagcttcccc ccacaggtgc ctctgagcct 
240 

cggaacatga tctacatgag ccgcttgggt atctggggcg agggcacacc cttccggaac 
300 
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Cttgaggagt tcctgcacgc catcgagaag aggggcgttg gcgccatgga gatcgtggcc 
360 

atggacatga aggtcagcgg gcatgtaca 
389 

<210> 5694 
<211> 60 
<212> PRT 

<2I3> Homo sapiens 
<400> 5694 

Arg Gin Leu Pro Pro Thr Gly Ala Ser Glu Pro Arg Asn Met lie T/r 

IS 10 IS 

Met Ser Arg Leu Gly He Trp Gly Glu Gly Thr Pro Phe Arg Asn Phe 

20 25 30 

Glu Glu Phe Leu His Ala lie Glu Lys Arg Gly Val Gly Ala Met Glu 

35 40 45 

He Val Ala Met Asp Met Lys Val Ser Gly His Val 
50 55 60 

<210> 5695 
<211> 1417 
<212> DNA 

<213> Homo sapiens 
<400> 5695 

gtggccctcc accggtcatt gaagcctcaa ggtcaggtgg gtgagcagga ggaggctggt 
60 

gccttgcggc aagccctaac cttttccctg ttggagcagc ccccgttgga ggcagaagag 
120 

cccccagata gggggactga tggcaaggcc cagctggtgg tgcactcggc ctttgagcag 
180 

gatgtggagg agctggaccg ggcgctcagg gctgccttgg aggtccacgt ccaggaggag 
240 

acggtggggc cctggcgccg cacactgcct gcagagctgc gtgctcgcct ggagcggtgc 
300 

catggtgtga gtgttgccct gcgtggtgac tgcaccatcc tccgtggctt cggggcccac 
360 

cctgcccgtg ctgcccgcca cttggtggca cttctggctg gcccctggga tcagagtttg 
420 

gcctttccct tggcagcttc aggccctacc ttggcggggc agacgctgaa ggggccctgg 
480 

aacaacctgg agcgtctggc agagaacacc ggggagttcc aggaggtggt gcgggccttc 
540 

tacgacaccc tggacgctgc ccgcagcagc atccgcgtcg ttcgtgtgga gcgcgtgtcg 
600 

cacccgctgc tgcagcagca gtatgagctg taccgggagc gcctgctgca gcgatgcgag 
660 

cggcgcccgg tggagcaggt gctgtaccac ggcacgacgg caccggcagt gcctgacatc 
720 

tgcgcccacg gcttcaaccg cagcttctgc ggccgcaacg ccacggtcta cgggaagggc 
780 

gtgtatttcg ccaggcgcgc ctccctgtcg gtgcaggacc gctactcgcc ccccaacgcc 
840 
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gatggccata aggcggtgtt cgtggcacgg gtgctgactg gcgactacgg gcagggccgc 
900 

cgcggcctgc gggcgccccc tctgcggggt cctggccacg tgcccctgcg ctacgacagc 
960 

gccgtggact gcatctgcca gcccagcatc ttcgtcatct tccacgacac ccaggcgctg 
1020 

cccacccacc tcatcacctg cgagcacgtg ccccgcgctt cccccgacga cccctctggg 
1080 

ctcccgggcc gctccccaga cacttaaccg aaggggccac cctctggcct cctgcttccc 
1140 

aggctcccag ctccgcacag gctgatgctc cccgccccca actgtggccg cctgagctgt 
1200 

ccccggggac gcccctgcat ccctctgcgg gctccagaag gcggtgtggg ggatggcggc 
1260 

cagcagcggc cgaggggggc cgggctaggt cccagcctgg gccgacccca ccaccagggg 
1320 

tcagcagagc ccaggagcga caccgcccgc ccgccgctcc cagacctcgc ccgagtcggc 
1380 

tctgttgttt gaataaacgt gaacgtgaac ccagaaa 
1417 

<210> 5696 

<211> 368 

<212> PRT 

<213> Homo sapiens 



<400> 5696 



val 


Ala 


Leu 


His 


Arg 


Ser. 


Leu 


Lys 


Pro 


.Gin 


Gly 


Gin 


Val 


Gly 


Glu 


Gin 


1 








5 










10 










15 




Glu 


Glu 


Ala 


Gly 


Ala 


Leu 


Arg 


Gin 


Ala 


Leu 


Thr 


Phe 


Ser 


Leu 


Leu 


Glu 








20 










25 










30 






Gin 


Pro 


Pro 


Leu 


Glu 


Ala 


Glu 


Glu 


Pro 


Pro 


Asp 


Arg 


Gly 


Thr 


Asp 


Gly 






35 










40 










45 








Lys 


Ala 


Gin 


Leu 


Val 


Val 


His 


Ser 


Ala 


Phe 


Glu 


Gin 


Asp 


Val 


Glu 


Glu 




50 










55 










60 










Leu 


Asp 


Arg 


Ala 


Leu 


Arg 


Ala 


Ala 


Leu 


Glu 


Val 


His 


Val 


Gin 


Glu 


Glu 


65 










70 










75 










80 


Thr 


Val 


Gly 


Pro 


Trp 


Arg 


Arg 


Thr 


Leu 


Pro 


Ala 


Glu 


Leu 


Arg 


Ala 


Arg 










85 










90 










95 




Leu 


Glu 


Arg 


Cys 


His 


Gly 


Val 


Ser 


Val 


Ala 


Leu 


Arg 


Gly 


Asp 


Cys 


Thr 








100 










105 










110 






lie 


Leu 


Arg 


Gly 


Phe 


Gly 


Ala 


His 


Pro 


Ala 


Arg 


Ala 


Ala 


Arg 


His 


Leu 






115 










120 










125 








val 


Ala 


Leu 


Leu 


Ala 


Gly 


Pro 


Trp 


Asp 


Gin 


Ser 


Leu 


Ala 


Phe 


Pro 


Leu 




130 










135 










140 










Ala 


Ala 


Ser 


Gly 


Pro 


Thr 


Leu 


Ala 


Gly 


Gin 


Thr 


Leu 


Lys 


Gly 


Pro 


Trp 


145 










150 










155 










160 


Asn 


Asn 


Leu 


Glu 


Arg 


Leu 


Ala 


Glu 


Asn 


Thr 


Gly 


Glu 


Phe 


Gin 


Glu 


Val 










165 










170 










175 




val 


Arg 


Ala 


Phe 


Tyr 


Asp 


Thr 


Leu 


Asp 


Ala 


Ala 


Arg 


Ser 


Ser 


lie 


Arg 








180 










185 










190 






Val 


Val 


Arg 


Val 


Glu 


Arg 


val 


Ser 


His 


Pro 


Leu 


Leu 


Gin 


Gin 


Gin 


Tyr 






195 










200 










205 








Glu 


Leu 


Tyr 


Arg 


Glu 


Arg 


Leu 


Leu 


Gin 


Arg 


Cys 


Glu 


Arg 


Arg 


Pro 


Val 



4857 



wo 00/58473 



PCTAJSOO/08621 



210 






215 


220 






Glu Gin 


Val 


Leu 


Tyr His Gly Thr Thr Ala Pro 


Ala Val 


Pro Asp 


He 


225 






230 235 






240 


Cys Ala 


His 


Gly 


Phe Asn ArQ Ser Phe Cvs Gly 


Arg Asn 


Ala Thr 


Val 








245 250 




255 








Glv 


\7a1 Tv*" Ph^ Al^a A.T*a Avcf Ala 


S&T Leu 


Ser Val 


Gin 






260 


265 




270 




Asp Arg 


Tyr 


Ser 


Pro Pro Asn Ala Asp Gly His 


Lys Ala 


Val Phe 


Val 




275 




2B0 


285 






Ala Arg 


Val 


Leu 


Thr Gly Asp Tyr Gly Gin Gly 


Arg Arg 


Gly Leu Arg 


290 






295 


300 






Ala Pro 


Pro 


Leu 


Arg Gly Pro Gly His Val Leu 


Leu Arg 


Tyr Asp 


Ser 


305 






310 315 






320 


Ala Val 


Asp 


Cys 


Zle Cys Gin Pro Ser He Phe 


Val He 


Phe His 


Asp 








325 330 




335 




Thr Gin 


Ala 


Leu 


Pro Thr His Leu He Thr Cys 


Glu His 


Val Pro 


Arg 






340 


345 




350 




Ala Ser 


Pro 


Asp 


Asp Pro Ser Gly Leu Pro Gly 


Arg Ser 


Pro Asp 


Thr 




355 




360 


365 







<210> 5697 

<211> 3362 

<212> DNA 

<213> Homo sapiens 

<400> 5697 

gtatccaatt caaagaatac aaaagggtat acagagaagt tggcctccct cctaccctgt 
60 

ccttcagcca ccagtgatga tgattcacgg ttcttcactg cacccagcca agggtacaga 
120 

cgggtcccaa aacctccgtg cctgaggaaa ggagcacgtt ttcctatgtg tgcaaaggtg 
180 

ccaCgtgcgc ttgcaggttt gaaatgaggc gagtcttctt caagaagtca ggagaggggg 
240 

agtcttccaa tgaattcatc tttccttccc cccaaccatt cccctcttgg cttttctaga 
300 

atgttcgtgg catcagagag aaagatgaga gcccaccagg tgctcacctt cctcctgctc 
360 

ttcgtgatca cctcggtggc ctctgaaaac gccagcacat cccgaggctg tgggcCggac 
420 

ctcctccctc agtacgtgtc cctgtgcgac ctggacgcca tctggggcat tgtggtggag 
480 

gcggtggccg gggcgggcgc cctgatcaca ctgctcctga tgctcatcct cctggtgcgg 
54 0 

ctgcccttca tcaaggagaa ggagaagaag agccctgtgg gcctccactt tctgttcctc 
600 

ctggggaccc tgggcctctt tgggctgacg tttgccttca tcatccagga ggacgagacc 
660 

atctgctctg ttcgccgctt cctctggggc gtcctctttg cgctctgctt ctcctgcctg 
720 

ctgagccagg catggcgcgt gcggaggctg gtgcggcatg gcacgggccc cgcgggctgg 
780 

cagctggtgg gcctggcgct gtgcctgatg ctggtgcaag tcatcatcgc tgtggagtgg 
840 
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ctggtgctca ccgtgctgcg tgacacaagg ccagcctgcg cctacgagcc catggacttt 
900 

gtgatggccc tcatctacga catggtactg cttgtggtca ccctggggct ggccctcttq 
960 

actctgtgcg gcaagttcaa gaggtggaag ctgaacgggg ccttcctcct catcacagcc 
1020 

ttcctctctg tgctcatctg ggtggcctgg atgaccatgt acctcttcgg caatgtcaag 
1080 

ctgcagcagg gggatgcctg gaacgacccc accttggcca tcacgctggc ggccagcggc 
1140 

tgggtcttcg tcatcttcca cgccatccct gagatccact gcacccttct gccagccctg 
1200 

caggagaaca cgcccaacta cttcgacacg tcgcagccca ggatgcggga gacggccttc 
1260 

gaggaggacg tgcagctgcc gcgggcctat atggagaaca aggccttctc catggatgaa 
1320 

cacaatgcag ctctccgaac agcaggattt cccaacggca gcttgggaaa aagacccagt 
1380 

ggcagcttgg ggaaaagacc cagcgctccg tttagaagca acgtgtatca gccaactgag 
1440 

atggccgtcg tgctcaacgg tgggaccatc ccaactgctc cgccaagtca cacaggaaga 
1500 

cacctttggt gaaagacttt aagttccaga gaatcagaat ttctcttacc gatttgccCc 
1560 

cctggctgtg tctttcttga gggagaaatc ggtaacagtt gccgaaccag gccgcctcac 
1620 

agccaggaaa tttggaaatc ctagccaagg ggatttcgtg taaatgtgaa cactgacgaa 
1680aacaccgact gcccgcccct cccctgccac acacacagac acgCaatacc 1740 
agaccaacct caatccccgc aaactaaagc aaagctaatt gcaaatagta ttaggctcac 
1800 

tggaaaatgt ggctgggaag actgtttcac cctctggggg tagaacagaa ccaaattcac 
1860 

agctggtggg ccagaccggc gttggttgga ggtggggggc tcccactctt atcacctctc 
1920 

cccagcaagt gctggacccc aggtagcctc ttggagatga ccgccgcgtt gaggacaaac 
1980 

ggggactttg ccaccggctt gcctggtggt ttgcacattt caggggggtc aggagagtta 
2040 

aggaggttgt gggtgggatt ccaaggtgag gcccaactga atcgtggggt gagctttata 
2100 

gccagtagag gtggagggac cctggcatgt gccaaagaag aggccctctg ggtgatgaag 
2160 

tgaccatcac atttggaaag tgatcaacca ctgttccttc tatggggctc ttgctctagt 
2220 

gtctatggtg agaacacagg ccccgcccct tcccttgtag agccatagaa atattctggc 
2280 

ttggggcagc agtcccttct tcccttgatc atctcgccct gttcctacac ttacgggtgt 

2340 

atctccaaat cctctcccaa ttttattccc ctattcattt caagagctcc aatggggtct 
2400 

ccagctgaaa gcccctccgg gaggcaggtt ggaaggcagg caccacggca ggttttccgc 
2460 

gatgatgtca cctagcaggg cttcaggggt tcccactagg atgcagagat gacctctcgc 
2520 
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cgcctcacaa gcagtgacac ctcgggtcct ttccgttgct atggtgaaaa ttcctggatg 
2580 

gaatggatca catgagggtt tcttgttgct tttggagggt gtgggggata ttttgttttg 
2640 

gtttttctgc aggttccatg aaaacagccc ttttccaagc ccattgtttc tgtcatggtt 
2700 

tccatctgtc ctgagcaagt cattcctttg ttatttagca tttcgaacat ctcggccatt 
2760 

caaagccccc atgttctctg cactgtttgg ccagcataac ctctagcatc gattcaaagc 
2820 ' 

agagtttcaa cctgacggca tggaatgtat aaatgagggt gggtccttct gcagatactc 
2880 

taatcaccac attgcttttt ctataaaact acccataagc ctttaacctt taaagaaaaa 
2940 

tgaaaaaggt tagtgtttgg gggccggggg aggactgacc gcttcataag ccagtacgtc 
3000 

tgagctgagt atgtttcaat aaaccttttg atatttctca aggccctagt ctctgctgtc 
3060 

tcccctcccc accccatcct tgcaaagcac tggggaaagt aaggccaatc tggccctccc 
3120 

tgtgtgaccc gccttcgagt tttccttaac agttagtaca tttccttgtg ttaccacgca 
3180 

cggggaagaa aacgcatggc cccagaatgc cacccccacc tgacctcccc ggaagcaccc 
3240 

cgcctctgcc cagagcatgt gcttgcttct agagaatccc gttccagtca ttgcgtggac 
3300 

agaaaacgta agagtcctgg ggaggggtgg gagggaatga agctaggacc tggggtcggg 
3360 

gt 

3362 

<210> 5698 

<211> 403 

<212> PRT 

<213> Homo sapiens 



<400> 5698 



Met 


Phe 


Val 


Ala 


Ser 


Glu Arg Lys Met Arg 


Ala 


His 


Gin 


Val 


Leu 


Thr 


1 








5 


10 










15 




Phe 


Leu 


Leu 


Leu 


Phe 


Val lie Thr Ser Val 


Ala 


Ser 


Glu 


Asn 


Ala 


Ser 








20 




25 








30 






Thr 


Ser 


Arg 


Gly 


Cys 


Gly Leu Asp Leu Leu 


Pro 


Gin 


Tyr 


Val 


Ser 


Leu 






35 






40 






45 








Cys 


Asp 


Leu 


Asp 


Ala 


He Trp Gly He Val 


Val 


Glu 


Ala 


Val 


Ala 


Gly 




50 








55 




60 










Ala 


Gly 


Ala 


Leu 


He 


Thr Leu Leu Leu Met 


Leu 


He 


Leu 


Leu 


Val 


Arg 


65 








70 


75 










80 


Leu 


Pro 


Phe 


lie 


Lys 


Glu Lys Glu Lys Lys 


Ser 


Pro 


Val 


Gly 


Leu 


His 










85 


90 










95 




Phe 


Leu 


Phe 


Leu 


Leu 


Gly Thr Leu Gly Leu 


Phe Gly 


Leu 


Thr 


Phe 


Ala 








100 




105 








110 






Phe 


lie 


lie 


Gin 


Glu 


Asp Glu Thr He Cys 


Ser 


Val 


Arg 


Arg 


Phe 


Leu 






115 






120 






125 








Trp 


Gly 


Val 


Leu 


Phe 


Ala Leu Cys Phe Ser 


Cys 


Leu 


Leu 


Ser 


Gin 


Ala 
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130 135 140 

Trp Arg Val Arg Arg Leu Val Arg His Gly Thr Gly Pro Ala Gly Trp 
145 150 155 160 

Gin Leu Val Gly Leu Ala Leu Cys Leu Met Leu Val Gin Val lie He 

165 170 175 

Ala Val Glu Trp Leu Val Leu Thr Val Leu Arg Asp Thr Arg Pro Ala 

180 IBS 190 

Cys Ala Tyr Glu Pro Met Asp Phe Val Met Ala Leu lie Tyr Asp Met 

195 200 205 

Val Leu Leu Val Val Thr Leu Gly Leu Ala Leu Phe Thr Leu Cys Gly 

210 215 220 

Lys Phe Lys Arg Trp Lys Leu Asn Gly Ala Phe Leu Leu He Thr Ala 
225 230 235 240 

Phe Leu Ser Val Leu He Trp Val Ala Trp Met Thr Met Tyr Leu Phe 

245 250 255 

Gly Asn Val Lys Leu Gin Gin Gly Asp Ala Trp Asn Asp Pro Thr Leu 

260 265 270 

Ala He Thr Leu Ala Ala Ser Gly Trp Val Phe Val He Phe His Ala 

275 280 285 

He Pro Glu He His Cys Thr Leu Leu Pro Ala Leu Gin Glu Asn Thr 

290 295 300 

Pro Asn Tyr Phe Asp Thr Ser Gin Pro Arg Met Arg Glu Thr Ala Phe 
305 310 315 320 

Glu Glu Asp Val Gin Leu Pro Arg Ala Tyr Met Glu Asn Lys Ala Phe 

325 330 335 

Ser Met Asp Glu His Asn Ala Ala Leu Arg Thr Ala Gly Phe Pro Asn 

340 345 350 

Gly Ser Leu Gly Lys Arg Pro Ser Gly Ser Leu Gly Lys Arg Pro Ser 

355 360 365 

Ala Pro Phe Arg Ser Asn Val Tyr Gin Pro Thr Glu Met Ala Val Val 

370 375 380 

Leu Asn Gly Gly Thr He Pro Thr Ala Pro Pro Ser His Thr Gly Arg 
385 390 395 400 

His Leu Trp 



<210> 5699 

<211> 1565 

<212> DNA 

<213> Homo sapiens 

<400> 5699 

tttttttttt tttttttttt tttttttttt ttttttcata gtgaaaccat tttctagaaa 
60 

atcaaatatt ttattttcat taaaaaaaaa ccttgaataa taggaatcat tttacacatt 
120 

aatggttgct ctttaaaagt tagaatctca agagatacca aaagcactta agagttacca 
180 

ccacattttg cccaagttct aaggaaagtt ctgaaactta gtggtggtgt gtttgtactc 
240 

agcaagctcc agacagtctg agttgctcat tccatgaaca gaagcttgaa aatgccctta 
300 

cagttgagat ataaacgagg gaagaggtga agctttcagg aagccagaga gcccctgccg 
360 
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gccaggtttc ctgaggaagg caggggtgct 
420 

gaaatgtgcc caccatggga acagcagcta 
480 

gaagttaaag cccaaccagc caaccacctc 
540 

aaaacagcaa gtggtgcttc tgaggcagcc 
600 

ggtgaacata ctggaaaggt ttttacctaa 
660 

aaagcCccaa aagtcagctt caaattcttt 
720 

aaggtgtgat gttctggtca taagcggcat 
780 

gccgctgggc agcatgggtc agctggaatg 
840 

gtgtgcattc cctttccagc atgtcagcca 
900 

ctagagcggc ctttcgcaaa cggttcagct 
960 

gtttccttgc atttcctaaa atcttctgta 
1020 

agacagtcac attctgggca taactgcgtt 
1080 

tattgtcatc ctcgccataa gggttttctt 
1140 

ttttccctag ccatgggaga ggttctgggc 
1200 

atttcttctt gctgtcagct: tgggagtaga 
1260 

caaccgctac cactccctcc acctttaggc 
1320 

ttttgcctgc aatctgactg gctgaattct 
1380 

ccacctcatc accttctttg ttaagtgcca 

1440 

ggggacttga aatatcagct atatcaataa 

1500 

ctttagggat aggatcaatt tcttcatcca 

1560 

gtacc 

1565 



ccacgcccac 


cagccaccca 




ccwcccaagc 


ccaaaaacua 


ft* A A ft" j*H S /"^ 

cgaaccccag 


cacatccctc 


tcatactagt 


agagtcattc 


tcaggaaggt 


ctttgggtgg 


ccaccccaga 


agcattttca 


gttgaaatga 


aaaaagaagg 


cagtgcCgct 


cccagagaag 


tccgtgtgca 


actcagaggt 


gccggtactg 


gccagcttga 


cagcatcagg 


gtgggctgtc 


tcaggcagca 


cccctttcag 


caggtccagg 


aaaccaaagg 


ccttatagaa 


tgCctgtgtt 


ttttcaggta 


catctgtctg 


caggccgctg 


ggtttgatcc 


tgtttttggg 


ctgtaggggg 


aatggactct 


tagcatccga 


aataggaccc 


aactgtgcc'a 


caggctcaaa 


gagagacatc 


atgaggtttg 


gcattccatg 


ccattcagga 


cctaattgaa 


taccatggag 


caggacacaa 


aagttgggCa 


catcttcatt 


gtcatcagtg 


atgccagcac 


tgggcaagac 


cagatgcctg 


gacagaactg 


atcccactac 


ttccaaatct 


gtgttaatga 


caacaaaagg 


ttctggcctg 


gggaagactt 



<210> 5700 

<211> 197 

<212> PRT 

<213> Homo sapiens 



<400> 5700 

Met Val Ala He Val Gin Leu Gly 

1 5 
Ser Gin Ala Asp Ser Lys Lys Lys 

20 

Glu Pro Gly Pro Glu Pro Leu Pro 



Pro Glu Trp His Gly Met Leu Tyr 

10 15 
Ser Asn Leu Met Met Ser Leu Phe 
25 30 
Trp Leu Gly Lys Met Ala Gin Leu 
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35 40 45 

Gly Pro lie Ser Asp Ala Lys Glu Asn Pro Tyr Gly Glu Asp Asp Asn 

SO 55 60 

Lys Ser Pro Phe Pro Leu Gin Pro Lys Asn Lys Arg Ser Tyr Ala Gin 
65 70 75 80 

Asn val Thr Val Trp He Lys Pro Ser Gly Leu Gin Thr Asp Val Gin 

85 90 95 

Lys He Leu Arg Asn Ala Arg Lys Leu Pro Glu Lys Thr Gin Thr Phe 

100 105 110 

Tyr Lys Glu Leu Asn Arg Leu Arg Lys Ala Ala Leu Ala Phe Gly Phe 

lis 120 125 

Leu Asp Leu Leu Lys Gly Val Ala Asp Met Leu Glu Arg Glu Cys Thr 

130 135 140 

Leu Leu Pro Glu Thr Ala His Pro Asp Ala Ala Phe Gin Leu Thr His 
145 150 155 160 

Ala Ala Gin Gin Leu Lys Leu Ala Ser Thr Gly Thr Ser Glu Tyr Ala 

165 170 175 

Ala Tyr Asp Gin Asn He Thr Pro Leu His Thr Asp Phe Ser Gly Ser 

ISO 185 190 

Ser Thr Glu Arg He 
195 

<210> 5701 
<211> 1885 
<212> DNA 

<213> Homo sapiens 



<400> 5701 

gccttgcaca tggagatgct tagctgaggg 
60 

gagacagagc ccgagatggg ggactgggcc 
120 

tggagcccca cactgagctg cagtgggtgg 
180 

gcccctctga ttttcccctg ggagtcccag 
240 

cacacagctc actgggcggc tctcactccc 
300 

ctggaggagg tgacttgggc caatgggagc 
360 

atcagtgtgc ctcatcgctg cctgctgctg 
420 

cggtactggg acctcttgct gctcatcccc 
480 

aagctcccat cCgcccgggc gaagatccgc 

540 

tacatcctgg tgtttgtggt ggcgctggtg 
600 

gtgagcacct cgaacgctgc aactgCtgcC 
660 

ttcctgctgg ccatcgagct gagtgtgatc 
720 

agtaagtcca gcatcaagcg ggtgctggcc 
780 



ggtggctttg ttagactatt tgcaggtcgt 
cctgcctggg ggattgggtc gtgacctgtg 
ggagggtggt ttacaggggt gctctgtgca 
gtccagggga aggaggacag tggcccaggc 
ccagggctgg ctgctggcgg gaCggacacc 
acagcgctac ccccacccct ggcaccaaac 
ctctacgaag acattggcac ctccagggcc 
aatgtgctct tcctcatcct cctgctctgg 
atcacctcca gccccatttt tatcaccttc 
ggcattgccc gggccgtggt atccatgacg 
gataagatcc tgtgggagat: cacccgcttc 
atcctgggcc CggccttCgg ccacctggag 
atcaccacag tgctgtccct ggcctactct 



4863 



wo 00/58473 



PCTAJSOO/08621 



gtcacccagg 
840 

aatatctatg 
900 

gtctactctc 
960 

tctcggagga 
1020 

ctggggagtg 
1080 

accttcctgt 
1140 

ttcggcccgg 
1200 

gccagatgta 
1260 

*gg9gctgct 

1320 

ggtggcctac 
1380 

agacagcgag 
■1440 

caggccagag 
1500 

acgttctgtg 
1560 

ctccctgggg 
1620 

tcccacctgc 
1680 

tggcaaggtt 
1740 

ctctcccaat 
1800 

ggtggatgga 
1860 

gcagaaaaaa 
1885 



ggaccctgga 
gccatggggg 
tggtggtcat 
gcttctacgt 
tgctgctgtg 
acttcagctt 
agcccaagat 
cacctacccc 
ggggcctcag 
cCggatgaca 
cgctggaagg 
aggaggccag 
ggcagtagcc 
ctcccaatcc 
tctcatactg 
ggctgagggc 
gcctccatcc 
ctgaagtgtg 
aaaaaaaaag 



gatcctgtac 
ccgccagctc 
ccttcccaag 
gtatgcgggc 
cttcgacatc 
cttcgctccg 
cctcttcntc 
agccctacgc 
ctgccagcta 
tcgcttccat 
ccatcaatgc 
caggcccaga 
ctgtgtggcc 
cctttgccat 
ctcagtgaca 
accctccttc 
catccccatg 
tatattttct 
ttttg 



cctgatgccc 
tggctggtca 
accccgctga 
atcctggcac 
atcgaggggc 
ctcatctacg 
ctacaaatgc 
tgtggcccgg 
ctcgagcacg 
gccctgccac 
ctgagggcag 
gtccccaggg 
ctgttcccac 
ctctgctctc 
tggcccaggc 
tctgcaccct 
gtgctttggc 
tgatctattt 



atctctcagc 
gctcctgctt 
aggagcgcat 
cgctcaacct 
tctgctgtgt 
tggctttcct 
caagtggacg 
cgggagggcc 
cagttcgact 
actggcagca 
ctgccagggc 
gaggaggacc 
catgagtctg 
actggggacc 
tttccttcca 
tggcacgagg 
ctcctcaaag 
tttaataaaa 



tgaggacttt 
ctccttcctg 
ctccctgcct 
actgcagggg 
agatgccaca 
ccggggcttc 
agacagagga 
tggaggctgc 
ctgccggcgg 
tcaacagcac 
ctgtggagga 
aggtcaaggg 
gaggccccac 
ctcctcccct 
gggccatgct 
gcagggctgg 
catccaccat 
aggaaaagga 



<210> 5702 

<211> 348 

<212> PRT 

<213> Homo sapiens 

<400> 5702 

Met Asp Thr Leu Glu Glu Val Thr 

1 5 
Pro Pro Pro Leu Ala Pro Asn lie 
20 

Leu Leu Tyr Glu Asp He Gly Thr 

35 40 
Leu Leu Leu He Pro Asn Val Leu 

50 55 
Leu Pro Ser Ala Arg Ala Lys He 



Trp Ala Asn Gly Ser Thr Ala Leu 

10 15 
Ser Val Pro His Arg Cys Leu Leu 
25 30 
Ser Arg Val Arg Tyr Trp Asp Leu 

45 

Phe Leu He Phe Leu Leu Trp Lys 
60 

Arg He Thr Ser Ser Pro He Phe 
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65 








70 




75 






80 


He Thr 


Phe 


Tyr 


He 


Leu 


Val 


Phe Val Val Ala Leu Val 


Gly 


He 


Ala 








85 






90 




95 




Arg Ala 


Val 


Val 


Ser 


Met 


Thr 


Val Ser Thr Ser Asn Ala 


Ala 


Thr 


Val 






100 








105 


110 






Ala Asp 


Lys 


He 


Leu Trp Glu 


He Thr Arg Phe Phe Leu 


Leu 


Ala 


He 




115 










120 125 








Glu Leu 


Ser 


Val 


He 


He 


Leu 


Gly Leu Ala Phe Gly His 


Leu 


Glu 


Ser 


130 










135 


140 








Lys Ser 


Ser 


He 


Lys 


Arg 


val 


Leu Ala He Thr Thr Val 


Leu 


Ser 


Leu 


145 








150 




155 






160 


Ala Tyr 


Ser 


val 


Thr Gin Gly 


Thr Leu Glu He Leu Tyr 


Pro 


Asp 


Ala 








165 






170 




175 




His Leu 


Ser 


Ala 


Glu 


Asp 


Phe 


Asn He Tyr Gly His Gly 


Gly Arg 


Gin 






180 








185 


190 






Phe Trp 


Leu 


val 


Ser 


Ser Cys 


Phe Phe Phe Leu Val Tyr 


Ser 


Leu 


Val 




195 










200 205 








Val He 


Leu 


Pro 


Lys 


Thr 


Pro 


Leu Lys Glu Arg He Ser 


Leu 


Pro 


Ser 


210 










215 


220 








Arg Arg 


Ser 


Phe 


Tyr 


Val 


Tyr 


Ala Gly He Leu Ala Leu 


Leu 


Asn 


Leu 


225 








230 




235 






240 


Leu Gin 


Gly 


Leu 


Gly 


Ser 


Val 


Leu Leu Cys Phe Asp He 


He Glu Gly 








245 






250 




255 




Leu Cys 


Cys 


Val 


Asp 


Ala 


Thr 


Thr Phe Leu Tyr Phe Ser 


Phe 


Phe 


Ala 






260 








265 


270 






Pro Leu 


He 


Tyr 


Val 


Ala 


Phe 


Leu Arg Gly Phe Phe Gly 


Ser 


Glu 


Pro 




275 










280 285 








Lys He 


Leu 


Phe 


Xaa 


Leu 


Gin 


Met Pro Ser Gly Arg Asp 


Arg Gly Ala 


290 










295 


300 








Arg Cys 


Thr 


Pro 


Thr 


Pro 


Ala 


Leu Arg Cys Gly Pro Ala 


Gly Gly Pro 


305 








310 




315 






320 


Gly Gly 


Cys 


Arg 


Gly 


Cys 


Trp 


Gly Leu Ser Cys Gin Leu 


Leu 


Glu 


His 








325 






330 




335 




Ala Val 


Arg 


Leu 


Cys 


Arg 


Arg 


Gly Gly Leu Pro Gly 












340 








345 









<210> 5703 
<211> 1496 
<212> DNA 

<213> Homo sapiens 
<400> 5703 

nggctcacca cacggcaagg tgcccgcttc caagctgacc ccaccagcac tcagacacgc 
60 

atgcacacac acacgcagac ctactatgaa ctggcttgtg ctcagcaaga gcagaattga 
120 

tgagcagata ccttaagaat cttttagagc aggaccacgt acaagggcaa atcctccttc 
180 

cagacctact cggactacct gcgctgggag agcttcctcc agcagcagct gcaggccttg 
240 

cccgagggct cagtcctgcg ccggggcttc cagacctgcg agcactggaa gcagatattc 

300 

atggaaatcg taggggtgca gagcgccctg tgcggcctgg tgctatccct gctcatctgc 
360 
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gcggccgcgg tggccgtgtt 
420 

atcttgggca tcgtgtgcct 
480 

gctgtggaag ccatctccct 
540 

ctggtcgagg gctacctgct 
600 

cgaacgcagc gccagtggcg- 
660 

tccagtgccc tcaccacggt 
720 

tttgccaagt tcggcaagat 
780 

accgtcagca ccgccctgct 
840 

tccCCcctca aggccctggg 

900 

ctcgtgctcc tgcagagcgg 
960 

gggacgggct ctggacactt 
1020 

cagctcgact tcagctagct 
1080 

gtggaggctg acacccacac 
1140 

gagacagccg ccaccccaca 
1200 

ggcagaagag accagccctc 
1260 

agggggtctc cctctcacac 

1320 

gtggccccca ttctaccgat 
1380 

ctggatcagt agcagagcca 
1440 

aggaagagca cagtggatcc 
1496 

<210> 5704 
<211> 269 
<212> PRT 
<213> Homo sapiens 

<400> 5704 

Ser Arg Thr Thr Tyr Lys 

1 5 
Tyr Leu Arg Trp Glu Ser 
20 

Glu Gly Ser Val Leu Arg 
35 

Gin He Phe Met Glu lie 
50 

Val Leu Ser Leu Leu lie 



caccacccac atcctgctcc 
ggtggtgacc atcatgtact 
gtccatcctc gttggctcct 
ggctggagag aacctgcccc 
tacgctggag gccgtgcggc 
caCcgccaca gcgcccctcc 
tgtggcactc aacacgggcg 
gggcatcatg gcgcccagct 
tgccgtgctg ctggcagggg 
ctataagatt cccctgcccg 
gcacctttgg tcccatgggt 
gtgtccccag gcctgggccc 
agatggtgtg gaccatgctg 
ggccgggcta ctggcagcca 
ctcccatgcc cggtcaccat 
tgccccagtg ctcacaacct 
gtgaaaactg aggcgccagg 
gagctgcctc cgagcgccat 
agggtggggg cctctcaccc 



Gly Lys Ser Ser Phe 

10 

Phe Leu Gin Gin Gin 
25 

Arg Gly Phe Gin Thr 
40 

Val Gly Val Gin Ser 
55 

Cys Val Ala Ala Val 



tgctgcccgc gctcctcagc 
ggagcggctg ggagatgggg 
ccgtggatta ctgcgtccac 
cccaccaggc cgaggacgcc 
acgtgggcgt ggccatcgtc 
tcttctgcat catcgcccca 
tgtccatcct ctacacgctg 
ctttcactcg gacccggact 
ccctggggct gggtgcctgc 
caggggcctc cctatagccc 
gggggacagg agctgcttcc 
agggcgccct gcgggccagc 
ccctgtggag ctgggagttg 
cactcggctt tttgcccagt 
gggggtcagg ttatttttgt 
tccagtgtgg atgttacagg 
acacagtggc tgccctgtcg 
gccgccctcg ggaatcatac 
cctaaccccg cccccc 



Gin Thr Tyr Ser Asp 
15 

Leu Gin Ala Leu Pro 
30 

Cys Glu His Trp Lys 
45 

Ala Leu Cys Gly Leu 
60 

Ala Val Phe Thr Thr 
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65 

His He Leu 

Cys Leu Val 

Val Glu Ala 
115 

Cys val His 

130 
Pro His Gin 
145 

Glu Ala Val 

Thr Val He 

Ala Lys Phe 
195 

Tyr Thr Leu 

210 
Ser Phe Thr 
225 

Leu Leu Ala 
Ser Gly Tyr 



Leu Leu 

85 
Vai Thr 
100 

Zle Ser 

Leu Val 

Ala Glu 

Arg His 
165 
Ala Thr 
180 

Gly Lys 

Thr Val 

Arg Thr 

Gly Ala 
245 
Lys lie 
260 



70 

Leu Pro 

He Met 

Leu Ser 

Glu Gly 
135 
Asp Ala 
150 

Val Gly 

val Pro 

He Val 

Ser Thr 
215 
Arg Thr 
230 

Leu Gly 



75 

Val Leu Leu Ser 
90 

Tyr Trp Ser Gly 
105 

He Leu Val Gly 
120 

Tyr Leu Leu Ala 

Arg Thr Gin Arg 

155 

Val Ala He Val 
170 

Leu Phe Phe Cys 
185 

Ala Leu Asn Thr 
200 

Ala Leu Leu Gly 



Ser Phe Leu Lys 
235 

Leu Gly Ala Cys 

250 

Pro Leu Pro Ala Gly Ala 

265 



He Leu 

Trp Glu 

Ser Ser 
125 
Gly Glu 
140 

Gin Trp 

Ser Ser 

Zle He 

Gly Val 
205 
He Met 
220 

Ala Leu 
Leu Val 
Ser Leu 



80 

Gly He Val 
95 

Met Gly Ala 
110 

Val Asp Tyr 

Asn Leu Pro 

Arg Thr Leu 
160 

Ala Leu Thr 

175 
Ala Pro Phe 
190 

Ser He Leu 

Ala Pro Ser 

Gly Ala Val 
240 

Leu Leu Gin 
255 



<210> 5705 

<211> 768 

<212> DNA 

<213> Homo sapiens 



<400> 5705 
ntggagccgc 
60 

gggaagatgc 
120 

gacggcaagg 
180 

gacaggtaca 
240 

tgggaagagg 
300 

actcagattg 
360 

tacctggtgg 
420 

cagcgcctgg 
480 

ctgggctccc 
540 

atcctgaaag 
600 

aatcgataag 
660 



cgagcccccg 
cccggccgga 
tctactacat 
ccaaaccact 
catatgaccc 
aggatccaag 
tggcccagga 
agcttgcaca 
aggtcagctt 
ctgaaattgc 
aaaatgtctg 



ctgcggccgg 
gttgcccctg 
agaccacacg 
cacctttgct 
acaggttgga 
ggtgcaatgg 
ggctctgagt 
gcaggagtac 
ggtctctggt 
cactgcagtt 
atgctcaggg 



gagctgcatg 
ccggagggct 
aaccgcacca 
gactgcatta 
gattacttca 
cggcgggagc 
gcacaaaagg 
cagcaactgc 
tcatcatcca 
caaagagcgt 
cagctacaaa 



ggggagcgcg 
gggaggaggc 
ccagctggat 
gcgacgagtt 
tagaccacaa 
aggaacatat 
agatctacca 
atgccgtctg 
gctccaagta 
ggctttcaga 
ctggatgaag 



ggccaggctc 
gcgcgacttc 
cgacccgcgg 
gccgctggga 
taccaaaacc 
gctgaaggat 
ggtgaagcag 
ggagcataag 
tgaccctgag 
ccctgaagaa 
ctcaggctgt 
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ctt9aga9aa acaaaagcca tcaaaaaggc tattacctgg agagttcgag tttcccgcta 
720 

ccgaaacatt acctggattt tagctcccag acagacatct cgggaagc 
768 



<210> 5706 

<21I> 202 

<212> PRT 

<213> Homo sapiens 



<400> 5706 
Xaa Glu Pro Leu 
X 

Arg Ala Arg Leu 
20 

Gly Trp Glu Glu 
35 

His Thr Asn Arg 
50 

Lys Pro Leu Thr 
65 

Trp Glu Glu Ala 

Asn Thr Lys Thr 
100 

Glu Gin Glu His 
lis 

Leu Ser Ala Gin 

130 

Leu Ala Gin Gin 
145 

Leu Gly Ser Gin 

Tyr Asp Pro Glu 
180 

Ala Trp Leu Ser 
195 



Ser 


Pro Arg Cys 










Gly 


Lys 


Met 


Pro 


Ala 


Arg 


Asp 


Phe 








40 


Thr 


Thr 


Ser 


Trp 






55 




Phe 


Ala Asp Cys 




70 






Tyr 


Asp 


Pro 


Gin 


B5 








Thr 


Gin 


He 


Glu 


Met 


Leu Lys 


Asp 








120 


Lys 


Glu 


He 


Tyr 






135 




Glu 


Tyr 


Gin 


Gin 




150 






Val 


Ser 


Leu 


Val 


165 








lie 


Leu 


Lys 


Ala 


Asp 


Pro 


Glu 


Glu 








200 



Gly Arg Glu Leu 
10 

Arg Pro Glu Leu 
25 

Asp Gly Lys Val 

He Asp Pro Arg 
60 

He Ser Asp Glu 
75 

Val Gly Asp Tyr 
90 

Asp Pro Arg Val 

105 

Tyr Leu Val Val 

Gin Val Lys Gin 
140 

Leu His Ala Val 
155 

Ser Gly Ser Ser 
170 

Glu He Ala Thr 
185 

Asn Arg 



His Gly Gly Ala 
15 

Pro Leu Pro Glu 

30 

Tyr Tyr He Asp 
45 

Asp Arg Tyr Thr 

Leu Pro Leu Gly 

80 

Phe He Asp His 
95 

Gin Trp Arg Arg 
110 

Ala Gin Glu Ala 
125 

Gin Arg Leu Glu 

Trp Glu His Lys 

160 

Ser Ser Ser Lys 
175 

Ala Val Gin Arg 
190 



<210> 5707 

<211> 6988 

<212> DNA 

<213> Homo sapiens 



<400> 5707 
nnctcttgtg 
60 

ttttctcctc 

120 

ttacctgact 
180 

ctgctatcac 
240 

atagttgaaa 
300 



ctctcctcta 
caggtctttg 
cgtttctgct 
tgggacgagt 
tgtgatgttt 



gttttactga 
tgcatactgt 
cttacttcaa 
tggccatccc 
aaatgtttac 



actgccagta 
ttcctctgcc 
gtctcagatt 
ctgtgcttct 
ttggcattct 



ctttgaacac 
tggaatactc 
ctaggaagct 
gtagctccta 
cctctactga 



actttgtgct 
ttctttctct 
ttccatcaac 
tgaaatcata 
actctaagct 
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ttgtgagggt agtgatggtg gctttgccta ttgttttgtt tcccttaaat ctaaacgcag 
360 

tgcctggcac atagcagcct ccagtaaatg cttgtttaat gaacaaacaa acctgtgaag 
420 

tgagtgatag agtgcttagt ccccttcagt tttcaggatg gagagatgga gaataaggac 
480 

ctcacacaaa atcacacagt acttggtgga agaagctgag ctatgacctg ccttccttca 
540 

gaggaatgca ctttgctttg gaagatatga agaaattccc agtacattgt ctttcctatt 
600 

gggtctgtgt gagaacaggc tgatagatgc ctctgtgtca agctgagctc ccagactctg 
660 

atacaggctg gggatgatga gaagaaccag aggacgatca ctgtcaaccc tgcccacatg 
720 

gggaaagcat tcaaggttat gaatgaactg cggagtaaac agctgttgtg tgacgtgatg 
780 

attgtggcag aagatgtcga gatagaagcc caccgtgtgg tcctggcagc ctgcagcccc 
840 

tacttctgtg cgatgttcac aggtgacatg tctgagagta aagccaaaaa gatagaaatc 
900 

aaggacgtgg atgggcagac gctgagtaag ctgactgact acatctatac tgctgaaatc 
960 

gaggtgactg aagagaatgt ccaggtgctg ctcccggcag ccagcttgct gcagctcatg 
1020 

gatgttcggc agaactgctg tgacttcctg cagtctcagt tgcatcccac caattgcctg 
1080 

ggcatccgtg cgtttgcaga tgtacacacc tgcactgacc ttctgcagca ggccaatgcc 
1140 

tacgcagagc agcactttcc agaggtgaCg ccaggagaag aatttcttag cctgagtctg 
1200 

gaccaggtgt gcagcttgat atccagcgac aagctgaccg tttcttcaga agagaaggtg 
1260 

tttgaagctg tgatctcatg gatcaattat gagaaagaaa cccgtttaga gcacatggca 
1320 

aagctgatgg aacatgCccg acttcctctc ttacctaggg actacctagt ccaaacggtt 
1380 

gaagaagaag ctttgataaa gaataacaac acctgtaaag acttcctcat tgaggccatg 
1440 

aaataccatc tcctccctct ggatcagaga ctattgatta agaacccaag gaccaagccc 
1500 

aggactccag tcagccttcc caaggtcatg attgtggttg gcggccaggc acccaaggca 
1560 

acccgcagtg tggagtgcta tgatttcgag gaggaccggt gggatcagat tgctgagctt 
1620 

ccttccagaa gatgcagagc aggtgtggtg ttcatggctg gccacgtgta tgccgtggga 
1680 

gggtttaatg gctcactgcg ggtgcggaca gtggatgtgt atgacggcgt gaaggaccag 
1740 

tggacgtcca ttgccagcat gcaggagcgc cggagcacac tgggcgcagc ggtgctcaat 
1600 

gacttgctct acgcagtggg aggctttgat ggcagtactg gcctagcatc ggtggaagcc 
1860 

tacagctaca agaccaacga gtggttcttt gtggccccga tgaacacgcg gcggagcagt 
1920 
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gtgggtgtgg gcgttgtgga ggggaagcta 
1980 

cgccagtgtc tgagcactgt ggagcagcac 
2040 

gcggacatga gcacccgccg cagtggcgca 
2100 

gccacaggtg ggcatgatgg gcctttggtg 
2160 

acaaatacct ggaagcaagt ggcagacatg 
2220 

gcagtaaatg ggctcctgta tgtggttgga 
2280 

gtggagtact acaatcctgt caccgacaaa 
2340 

gggcggagct atgcaggtgt tgccgtgatt 
2400 

ccaggaggtg gaggaaggag caggtgctgc 
2460 

ctggattcaa cttgcttggg agggtctgtg 
2520 

gcagactggt gttgttcatc gcagtgtgga 
2580 

gctctggcct atgccctgag caaggggggt 
2640 

ttgttttggt gtttctacag ggacaataca 
2700 

tgtagaccat ggtgtttctc Catgtttctc 
2760 

tactggattt ctttactact gatcctttcg 
2820 

tcttctggat ttgtcccatg gggaccctga 
2880 

cagttggaca gtctgggaat gcccagaaac 
2940 

acccacttat gtactttaac tactgtgact 
3000 

agctgcaccg tgtcctctgt gtgctagaat 
3060 

gctcactgtt tttccttgag ttctcctaca 
3120 

gtttaggcca ttggtctttg atgtcataga 
3180 

agctgggaaa actagctctt cagagaagcc 
3240 

aaacaaaaac aggaaaaaaa caaaaaacca 
3300 

tggtcccaga gagggtccta cttttaggtt 
3360 

ttatcatccc agtccaatta ttcacagcac 
3420 

aggataaata agaggtcacc ctcctccaga 
3480 

ggggtcgtgt gtgatCcaga tggacattgg 
3540 



tatgctgttg ggggttatga tggagcttcc 
aacccagcga ccaatgaatg gatatacgtg 
ggggttggag tgcttagcgg acagctgtac 
aggaagagcg ttgaggttta cgatccCgga 
aacatgtgcc ggcgcaacgc aggggtctgt 
ggggatgatg gatcctgcaa cttggcttcg 
tggacgctgc ttccaacgaa catgagcacg 
cacaagtcct tgtgacccaa actcctactg 
ctgtgactct gaacagcagg accttggtga 
ctgctgtgag aaccgctctc ctctgacttg 
caccattacc cacccccgtt cccctgaggt 
cttgacatcc ccaggcagca cctttgggct 
gaccctggag tgtgtgtgtg tgtgtgtgtg 
taagttgggg ggtgagcgtg tgtgacagtc 
ctgtgttaaa aatcaagtca cagagacctc 
gactactaaa gctgccttct tctgaaggtc 
aaccagtgag aggggcagtt ctctggccac 
ttgtctgcag aagagctgga aaattctcga 
aagggacaaa tgggttccct gtgcttctca 
ggaagcagat gagaactgcc cagtcttcag 
ttccaggcct gggaggtgtt atgtctcttc 
tcgggtaaca ctgaaaaaca aaacaaaaca 
aagtggtaag gattcagttc ctgcctataa 
ttcccaggac aggacagtcc ccatttatac 
cccattttac Ccagaagtgt tctggtctgg 
cccaaagata gatttgtgcc tgtgttggat 
atggcttcaa aggaatatac cactagagct 
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ggcccttggc actttgtgac agtggtcaag 
3600 

gtgctttccc cctattccag ggtgtgcacc 

3660 

gctttccctg Cgaggtagga gatatcagtg 
3720 

cttgcatttt aaaaagggag cttggtgaga 
3780 

acaacagaac ttcaagcatc ttgaggagcg 
3840 

Cttaaaaaac cttaaagttg tgctgttcct 
3900 

tggcataagc aggggaagtc ttgtgtctgg 
3960 

accctcccta ctttgagaat ccacccacag 
4020 

tggacttctg atacgactgg gctacttcca 
4080 

agcccctgca gttagaaacc ccgaagtctt 

4140 

tgtatattca ttgtgcccta aatgtgcaac 
4200 

gttaagcaca tgttacttca acaagatgct 
4260 

gaagccttca gaagaggcta aaatatccag 
4320 

aggaagcaag gcatgtttta gttgagtgct 
4380 

ggcttcataa ctctacctgg ctgtgggttg 
4440 

ccttctctga ggaaattttg agacttgttt 
4500 

gggttgggat ctgatgtatg ccattcacag 
4560 

ccctgcccct cccccaccac tgagaagcta 
4620 

tgtcgtcttc cggggaaggg tccctccact 
4680 

ggatttttgc aattggtttc acctcatgtc 
4740 

gcgtgctgcc aaggccatgt gcactccatc 
4800 

cactggtacg tcatcaccaa agccaatctg 
4860 

tgctatctcc tcatcaccag gtacgattct 
4920 

ctagtttgtg ctggtcacgt ggtagatgaa 
4980 

ggctgcttgt gaatgcagct ttgccagtgg 
5040 

tggaattgag gcccaaggtt agaagcagcc 
5100 

tgtagaagtc agattctgaa ttccaaagtt 
5160 



tctgCctaat gtccttgtct tctttttctt 
ctctccccaa cccccaagaa ccccactact 
ggtcttggat ttgaggcttc ctaagatgtg 
gctttgctaa ttcacaggca aaaattatta 
ggcatttgag ggggcatgga gtaatttgta 
aaactagcaa attgctcatg ctgaaatttc 
agaatagtct cataccttgc agtctgggac 
gaagccaagg aactttataa atcctgatgt 
agcaggtgct gcaggagatt ggcatccccc 
cccagccagt gagccacttt gtgtatttac 
Cctcctaaag acaaaacttc tctCtctgat 
tggagaacaa caaggtaccc agaattttta 
ctttggggga cctggaagaa atgtctccaa 
ctggtctcac Catgaagtgg ggatgactgt 
gaagctgatg gaatgagaaa tgtcctttct 
cggtgtgtct gtgtgatggg gatgaggctg 
aagctctcaa tttcagatga taggtgaatt 
gactttcatg cgggagaggc tacttttatg 
gaaagctagc cagtcacgtt ttctgttttt 
tccctcccta caaagcactg cctcCactgg 
ctcatgtatc ctttttcacg gggaccagaa 
ctctagctgc ccacagatgc caccaaaacc 
ctttccacag tggacacagc aggctatttt 
gcctcttact gccccactta gggtggccac 
catatctgtc atctgattgc ggtggtgaaa 
gagacgccac ttggacactg atttgaacaa 
atttctcata agtacccaat ggcatctctc 
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catctacaaa gttgcagtat tatgcaaata 
5220 

gaatacttaa ttctagttcc cgacaagcca 
5280 

ctgtcttact ttgatatctg ttgtgtaacg 
5340 

agattgcctt tttataaaat tgaagctata 
5400 

ttttataaga tatttttttc aagagtttga 
5460 

gttgtgttct ttgcatcatt cactctcaaa 
5520 

tgtttctcac ccttcagaaa catatttttc 
5580 

ttttttttta aataccatat tcaagggagt 
5640 

tttcttgaat tgctagggac tgatgttatg 
5700 

ttgtgtcttt tttttttttt ttttggagtc 
5760 

tcgtggtggc tcccactgac gggcactgag 
5820 

gggaaaggcc tgccccccca gcacatactc 
5880 

cttattctct tctatctcct tgttgatctg 
5940 

tggatgatgc cctttttggg agcatcttgt 
6000 

atgatccctg tgtgttaagc atatgcCttg 
6060 

tcttgagcta tgtctctact ccaggctctg 
6120 

ggtttttaaa atttattatt actattatta 
6180 

ccatgctccc catttgcacc tagctggatc 

6240 

agttagttgg agtttttaaa ggctctgttt 
6300 

tttttttaag cgtttgcact atttagagtc 
6360 

ttctactgac caagcaggag agccagcagc 
6420 

cttctgtagt ggataattgc agcctcatag 
6480 

tgactcatgg ataCagcatc agccatggca 
6540 

tcaaatcacc ctagtgccat gtttggttat 
6600 

cccctcccct cattttcagt ggcaatagag 
6660 

atattatgtg caaaatgctt tcgttgaaag 
6720 

tgtgggtgct ctgtccctgt ggttgtcata 
6780 



aaactgacct cattttctgc tatgcaataa 
gttgcaacat cccctaagat gctttttgag 
tttgtatatt tctgagccag atcctttcaa 
gcttctaggc taaaatttta acgtagatat 
atcgcttttt attgtccatg gtaatgaaat 
cgtagttcat gcctgtagct ctcttccttt 
agtagctcca ggtagatgag cctttCtttt 
ctgctgaatt ttaaaacgca gtcactggtg 
ttcgactcag cacttgcccg cctgtattga 
tgctttctgt gggggtgagg ccgggctgtc 
cctggtaccc tgtggcatgg agaagcctca 
ccatagtgtc ctaggtccag ccgaccattc 
aagcttccaa tagcttgagg cctttgctgc 
ctctaacctt taaaagaggg gtcaatcctc 
caggtgctca cactacactt acaacttgct 
ttttgtgtat ttatctgcca tttgcatcat 
ttgtcgggac aggtgccatt taaattgcct 
aagttgggag gctgagcaaa ctcatattcc 
gcctggagaa gcaaggaggt tagaatgtaa 
ctaagcccct catgttcagc tgtgctgtgt 
acttccagca tttgggaatg gaagagatCC 
cccctgtgca gccctcgtca tgggactcag 
ggaatgcaca ggactgtggc atttgcagca 
gagattgtaa attattcgct cccccgtcct 
gacccttgtt gtacttcttg tttaattcgc 
aaaactgaag acactgaatg tgtatgtctg 
gccagtcaga cttgatcact gacaccccgt 
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acaacatatt gcacaggtaa gaCcctcgat ctggtgttcc ctgcgtggct gttagggact 
6840 

gtatatcttg taaaagaaca cttgtcacat gcttgatcag ttacagcaat agctgaagaa 
6900 

acatttcctc aaatgtatta ttttaacagg aatcatgttc taatttccca tcctttaatt 
6960 

ttaataaaag ctgaactgtg tgaaaaaa 
6988 

<210> 5708 
<211> 506 
<212> PRT 

<213> Homo sapiens 
<400> 5708 

Asp Met Ser GIu Ser Lys Ala Lys Lys lie Glu lie Lys Asp Val Asp 

15 10 15 

Gly Gin Thr Leu Ser Lys Leu lie Asp Tyr lie Tyr Thr Ala Glu lie 

20 25 30 

Glu Val Thr Glu Glu Asn Val Gin Val Leu Leu Pro Ala Ala Ser Leu 

35 40 45 

Leu Gin Leu Met Asp Val Arg Gin Asn Cys Cys Asp Phe Leu Gin Ser 

50 55 60 

Gin Leu His Pro Thr Asn Cys Leu Gly He Arg Ala Phe Ala Asp Val 
65 70 75 80 

His Thr Cys Thr Asp Leu Leu Gin Gin Ala Asn Ala Tyr Ala Glu Gin 

85 90 95 

His Phe Pro Glu Val Met Leu Gly Glu Glu Phe Leu Ser Leu Ser Leu 

100 105 110 

Asp Gin Val Cys Ser Leu He Ser Ser Asp Lys Leu Thr Val Ser Ser 

115 120 125 

Glu Glu Lys Val Phe Glu Ala Val He Ser Trp He Asn Tyr Glu Lys 

130 135 140 

Glu Thr Arg Leu Glu His Met Ala Lys Leu Met Glu His Val Arg Leu 
145 150 155 160 

Pro Leu Leu Pro Arg Asp Tyr Leu Val Gin Thr Val Glu Glu Glu Ala 

165 170 175 

Leu He Lys Asn Asn Asn Thr Cys Lys Asp Phe Leu He Glu Ala Met 

180 185 190 

Lys Tyr His Leu Leu Pro Leu Asp Gin Arg Leu Leu He Lys Asn Pro 

195 200 205 

Arg Thr Lys Pro Arg Thr Pro Val Ser Leu Pro Lys Val Met He Val 

210 215 220 

Val Gly Gly Gin Ala Pro Lys Ala He Arg Ser Val Glu Cys Tyr Asp 
225 230 235 240 

Phe Glu Glu Asp Arg Trp Asp Gin He Ala Glu Leu Pro Ser Arg Arg 

245 250 255 

Cys Arg Ala Gly Val Val Phe Met Ala Gly His Val Tyr Ala Val Gly 

260 265 270 

Gly Phe Asn Gly Ser Leu Arg Val Arg Thr Val Asp Val Tyr Asp Gly 

275 280 285 

Val Lys Asp Gin Trp Thr Ser He Ala Ser Met Gin Glu Arg Arg Ser 

290 295 300 

Thr Leu Gly Ala Ala Val Leu Asn Asp Leu Leu Tyr Ala Val Gly Gly 
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315 




320 


elltS nop \9^Y OCX iiiX V3 J. y 


Leii Ala Seir 

Ad^SA 


Val 


Olu 


Ala. Tvr Ser Tvr 


Lys 


J ^ 3 




330 




J J ^ 




IIIX MSn \JXU I'^P IrlitS iTliC 


Val Ala Pro 


Met 


Asn 


Thir Avo Am 

Xtl^ 




o >i n 
J 4 U 


J 4 9 










VaX wXy VaX \j±y VclX vcix 


vjxu \3i.y uys 


Leu Tyr 


Ala Val Glv Glv 
nxtx vax vjxy uxjr 




^ c c 


J o U 










ASp y^Xy HXd d€£ V7i.n 


\my Si mc u o cl 


Thr 


Val 


11 fZ^ n Tmit Aen 
*jr^ nan 


f X w 


"> 1 n 
3/0 


*7 C 






Q n 
3 oU 




AX3 in£^ ASH UXU I l.i.c 


vdx AJ.ci 


Asp 


Met 


Q*»l^ TViI^ At*CT AT*fT 
OsSL lilt 


Q AT* 
OCX 


toe ^ Q A 
385 370 






395 




Ann 


uiy Ala V9i.y Vcix \3±Y vox 


jjcu aer vxy 


Gin 


Leu 


Ayr Axa ifix uxy 


uxy 


405 




410 




415 




His Asp Gly Pro Leu Val 


Arg Lys Ser 


Val 


Glu 


Val Tyr Asp Pro 


Gly 


420 


425 






430 




Thr Asn Thr Trp Lys Gin 


Val Ala Asp 


Met 


Asn 


Met Cys Arg Arg 


Asn 


435 


440 






445 




Ala Gly Val Cys Ala Val 


Asn Gly Leu 


Leu Tyr 


val Val Gly Gly 


Asp 


450 


455 






460 




Asp Gly Ser Cys Asn Leu 


Ala Ser Val 


Glu Tyr 


Tyr Asn Pro Val 


Thr 


465 470 






475 




480 


Asp Lys Trp Thr Leu Leu 


Pro Thr Asn 


Met 


Ser 


Thr Gly Arg Ser 


Tyr 


485 




490 




495 




Ala Gly Val Ala Val He 


His Lys Ser 


Leu 








500 


505 











<210> 5709 

<211> 1805 

<212> DNA 

<213> Homo sapiens 

<400> 5709 

aatctcaccc ccctggtgga catggaggag ctggagatgt cagggaacca cttccctgag 
60 

atcaggcctg gctccttcca tggcctgagc tccctcaaga agctctgggt catgaactca 
120 

caggtcagcc tgattgagcg gaatgctttt gacgggctgg cttcacttgt ggaactcaac 
180 

ttggcccaca ataacctctc ttctttgccc catgacctct ttaccccgct gaggtacctg 
240 

gtggagttgc atctacacca caacccttgg aactgtgatt gtgacattct gtggctagcc 
300 

tggtggcttc gagagtatat acccaccaat tccacctgct gtggccgctg tcatgctccc 
360 

atgcacatgc gaggccgcta cctcgtggag gtggaccagg cctccttcca gtgctctgcc 
420 

cccttcatca tggacgcacc tcgagacctc aacatttctg agggtcggat ggcagaactt 
480 

aagtgtcgga ctccccctat gtcctccgtg aagtggttgc tgcccaatgg gacagtgctc 
540 

agccacgcct cccgccaccc aaggatctct gtcctcaacg acggcacctt gaacttttcc 
600 

cacgtgctgc tttcagacac tggggtgtac acatgcatgg tgaccaatgt tgcaggcaac 
660 
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tccaacgcct cggcctacct caatgtgagc acggctgagc ttaacacctc caactacagc 
720 

ttcttcacca cagtaacagt ggagaccacg gagatctcgc ctgaggacac aacgcgaaag 
780 

tacaagcctg ttcctaccac gtccactggt Caccagccgg catataccac ctctaccacg 
840 

gtgctcattc agactacccg tgtgcccaag caggcggcag tacccgcgac agacaccact 
900 

gacaagatgc agaccagcct ggatgaagtc atgaagacca ccaagatcat cattggctgc 
960 

tttgtggcag tgactctgct agctgccgcc atgttgattg tcttctacaa acttcgtaag 
1020 

cggcaccagc agcggagtac agtcacagcc gcccggactg ttgagataat ccaggtggac 
1080 

gaagacatcc cagcagcaac atccgcagca gcaacagcag cCccgtccgg tgtatcaggt 
1140 

gagggggcag tagtgctgcc cacaattcat gaccatatta actacaacac ctacaaacca 
1200 

gcacatgggg cccactggac agaaaacagc ctggggaacC ctctgcaccc cacagtcacc 
1260 

actatctctg aaccttatat aattcagacc cataccaagg acaaggtaca ggaaactcaa 
1320 

atatgactcc cctcccccaa aaaaacttat aaaatgcaat agaatgcaca caaagacagc 
1380 

aacttttgta cagagtgggg agagactttt tcttgtatat gcttatatat taagtctatg 
1440 

ggctggttaa aaaaaacaga ttatattaaa atttaaagac aaaaagtcaa aacaaaaata 
1500 

ttttcCaact tgtaagttct at-ttaaaggg ggtggggggg aatcttggga acgttgtggg 
1560 

gtacaagcca caagttaact: tgctatgctg ccagaaggga tttctggtat aaggttgaaa 
1620 

ctgctgagat aaaataaact aaaacaacaa acatccttaa agaggtaggg tgtgggctgc 
1680 

tgagggggca agagggatag actgaatctg tcatttttta cfaagatgctt cataggacac 
1740 

aggactatcc atttctacag acatctttct taagccgaga gctgtcCttg cagaattatc 

1800 

ttatt 

1805 

<210> 5710 
<211> 441 
<212> PRT 

<213> Homo sapiens 
<400> 5710 

Asn Leu Thr Pro Leu Val Asp Met Glu Glu Leu Glu Met Ser Gly Asn 

15 10 15 

His Phe Pro Glu lie Arg Pro Gly Ser Phe His Gly Leu Ser Ser Leu 

20 25 30 

Lys Lys Leu Trp Val Met Asn Ser Gin Val Ser Leu lie Glu Arg Asn 

35 40 45 

Ala Phe Asp Gly Leu Ala Ser Leu Val Glu Leu Asn Leu Ala His Asn 
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50 








55 






oO 




A A 


Leu 


Ser Ser 


Leu 


Pro 


His 


Asp Leu 


Phe 


1 nr rro ueu iirg xyt 




c c 
03 








70 








75 






Glu 


Leu His 


Leu 


His 


His 


Asn Pro Trp 


Asn cys Asp cys Asp 










85 








90 






Leu 


Trp 


Leu Ala 


Trp Trp Leu Arg Glu Tyr 


lie Fro Tnr Asn ser 


Tnr 






100 








105 




110 




Cys 


Cys Gly Axg 




nis 


Ala 


Pro Met 


His 


Met Arg Giy Arg xyr 


Leu 






115 








120 




125 




Vai 


Glu 


Val Asp 


Gin 


Ala 


Ser 


Phe Gin Cys 


Ser Ala Pro Phe He 


Kit A 

Met 




130 








135 






140 




Asp 


Ala 


Pro Arg 


Asp 


Leu 


Asn 


He Ser 


Glu 


Gly Arg Met Ala Glu 


Leu 


145 








150 








155 


160 


Lys 


Cys Arg Thr 


Pro 


pro 


Met 


Ser Ser 


Val 


Lys Trp Leu Leu pro 


Asn 








165 








170 


175 




Gly 


Thr 


Val Leu 


Ser 


His 


Ala 


Ser Arg 


His 


Pro Arg He Ser Val 


Leu 






180 








185 




190 




Asn 


Asp Gly Thr 


Leu 


Asn 


Phe 


Ser His 


Val 


Leu Leu Ser Asp Thr 


Gly 






195 








200 




205 




Val 


Tyr Thr Cys 


Met 


Val 


Thr 


Asn Val 


Ala 


Gly Asn Ser Asn Ala 


Ser 




210 








215 






220 




Ala 


Tyr 


Leu Asn 


Val 


Ser 


Thr 


Ala Glu 


Leu 


Asn Thr Ser Asn Tyr 


Ser 


225 








230 








235 


240 


Pne 


Phe 


Thr Thr 


val 


Thr 


val 


Glu Thr 


Thr 


Glu He Ser Pro Glu 


Asp 








245 








250 


255 




Thr 


Thr Arg Lys 


Tyr 


Lys 


Pro 


Val Pro 


Thr 


Thr Ser Thr Gly Tyr 


Gin 






260 








265 




270 




Pro 


Ala 


Tyr Thr 


Thr 


Ser 


Thr 


Thr Val 


Leu 


He Gin Thr Thr Arg 


Val 






275 








280 




285 




Pro 


Lys 


Gin Val 


Ala 


Val 


Pro Ala Thr Asp 


Thr Thr Asp Lys Met 


Oln 




290 








295 






^ M 4% 

300 




Thr 


Ser 


Leu Asp 


Glu 


Val 


Mec 


Lys Thr 


Thr 


Lys He He He Gly 


Cys 


305 








310 








315 


320 


Pne 


Val 


Ala Val 


Thr 


Leu 


Leu 


Ala Ala 


Ala 


Met Leu He Val Phe 


Tyr 








325 








330 


335 




i«ys 


Leu 


Arg Lys 


Arg His Gin Gin Arg Ser 


Thr Val Tnr Ala Ala 


Arg 






340 








345 




350 




Thr 


Val 


Glu He 


lie Gin Val Asp Glu Asp 


He Pro Ala Ala Thr 


Ser 






355 








360 




365 




Ala 


Ala 


Ala Thr 


Ala 


Ala 


Pro Ser Gly Val 


Ser Gly Glu Gly Ala 


Val 




370 








375 






380 




Val 


Leu 


Pro Thr 


He His Asp His He 


Asn 


Tyr Asn Thr Tyr Lys 


Pro 


385 








390 








395 


400 


Ala 


His Gly Ala 


His 


Trp 


Thr 


Glu Asn 


Ser 


Leu Gly Asn Ser Leu 


His 








405 








410 


415 




Pro 


Thr 


Val Thr 


Thr 


He 


Ser 


Glu Pro Tyr 


He He Gin Thr His 


Thr 






420 








425 




430 




Lys 


Asp Lys Val 


Gin 


Glu 


Thr 


Gin He 












435 








440 









<210> 5711 

<211> 1142 

<212> DNA 

<213> Homo sapiens 
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<400> 5711 
tggtggtggg 
60 

ggaagttggg 
120 

agtcactcga 
180 

gctgttgtct 
240 

agctccccaa 
300 

Ctgaggaaat 
360 

gctatgatgt 
420 

cttttccacg 
460 

tttcattcca 
540 

gcacaggaag 
600 

aacttcgtgg 
660 

ggccttctct 
720 

gtctttttag 
780 

ggtgatgaag 
840 

ccttccctca 
900 

cctgcaaccc 
960 

ttggtgtaat 
1020 

aagaaactcc 
1080 

aagcacatga 

1140 

1142 



ggagtatgaa 
aactttttat 
gagaatctct 
tccaactcag 
gcttccctgt 
gcctagtgaa 
ggcaaaagta 
gtgtgttcta 
gggctttata 
ctctgggccc 
acattgctga 
acgtccactc 
agctcaagga 
tgaaaaagga 
tctctaccat 
agttctccag 
tctaacttgg 
tattaCaaat 
taaaaggaat 



tgtggctttc 
ttttgttatc 
gagtcctggc 
cggcaggttt 
ctattgagca 
tgacagacaa 
tgcaggaagc 
tgccgggggc 
tcacaagttg 
tcctctcaac 
tgccaagttg 
atccagaggt 
tggtcagcag 
gtagagacga 
atggccactg 
ccaccagtgg 
gcacaacaaa 
ttaagataat 
cagaattaac 



agagttggat 
ttgtctttaa 
gagggctttc 
gcctttcccc 
gataggaagc 
cttgcccttg 
aggcggtcaa 
tttgccattg 
gcagtggagc 
aCccattatc 
aagattcctg 
ggcccctttc 
attcctgtgt 
cccagaagac 
gggtggtggc 
gatgatggta 
tgctatttgt 
gtaatgtatt 
aaaatgtttg 



gttaCaaaac 
tacaggatgt 
tgaggcttcg 
acggacactc 
cgtgtcaaat 
atgattttca 
tgcctctggg 
tgtattacct 
agctgcagag 
tcaagcccat 
tctctggatc 
agaggtggca 
tcaagctcag 
ccagcttgct 
ccatctcagt 
tgtgccagca 
catttttaaa 
tgaaagtgct 
ttgatcttta 



atagtcattt 
ttgccacacg 
tgtattagca 
tggaccttgt 
atgtggcacc 
agagagttgt 
agcaaggatc 
cattcaaaag 
ccatcccgag 
cgacagggaa 
caaatcagag 
ccttgacgag 
tggggaaaac 
tctagtccat 
gacagacact 
catggtaatt 
ctgaatccga 
ttgtataaaa 
aaaaaaaaaa 



<210> 5712 

<211> 145 

<212> PRT 

<213> Homo sapiens 



<400> 5712 

Met Trp Gin Lys Tyr Ala Gly Ser 

1 5 
Arg He Leu Phe His Gly Val Phe 
20 

Tyr Tyr Leu lie Gin Lys Phe His 
35 40 



Arg Arg Ser Met Pro Leu Gly Ala 

10 15 
Tyr Ala Gly Gly Phe Ala He Val 
25 30 
Ser Arg Ala Leu Tyr Tyr Lys Leu 

45 
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Ala Val Glu Gin Leu Gin Ser His Pro Glu Ala Gin Glu Ala Leu Gly 

50 55 60 

Pro Pro Leu Asn lie His Tyr Leu Lys Leu He Asp Arg Glu Asn Phe 
65 70 75 80 

Val Asp He Val Asp Ala Lys Leu Lys He Pro Val Ser Gly Ser Lys 

85 90 95 

Ser Glu Gly Leu Leu Tyr Val His Ser Ser Arg Gly Gly Pro Phe Gin 

100 105 110 

Arg Trp His Leu Asp Glu Val Phe Leu Glu Leu Lys Asp Gly Gin Gin 

115 120 125 

He Pro Val Phe Lys Leu Ser Gly Glu Asn Gly Asp Glu Val Lys Lys 
130 135 140 

Glu 
145 

<210> 5713 

<211> 1996 

<212> DNA 

<213> Homo sapiens 

<400> 5713 

ncgagcgggt gctgctagcg gaggcgccac attggagggg acaaaactcc ggcgacagcg 
60 

agtgacacaa ataaacccct .ggaccccctt gttccctcag ctctaagggc cgcgatgttg 
120 

tacctagaag actatctgga aatgattgag cagcttccta tggatctgcg ggaccgcttc 
180 

acggaaatgc gcgagatgga cctgcaggtg cagaatgcaa tggatcaact agaacaaaga 
240 

gtcagtgaat tctttatgaa tgcaaagaaa aataaacctg agtggaggga agagcaaatg 
300 

gcatccatca aaaaagacta ctataaagct ttggaagatg cagatgagaa ggttcagttg 
360 

gcaaaccaga tatacgactt ggtagatcga cacttgagaa agctggatca ggaactggct 
420 

aagtttaaaa tggagctgga agctgataat gctggaatta cagaaatatt agagaggcga 
480 

tctttggaat tagacactcc ttcacagcca g&gaacaatc accatgctca ttcacatact 
540 

ccagtggaaa aaaggaaata taatccaact tctcaccata cgacaacaga tcatattcct 
600 

gaaaagaaat ttaaatctga agctcttcta tccaccctta cgtcagatgc ctctaaggaa 
660 

aatacactag gttgtcgaaa taataactcc acagcctctt ctaacaatgc ctacaatgtg 
720 

aattcctccc aacctctggg atcctataac attggctcgt tatcttcagg aacCggtgca 
780 

ggggcaatta ccatggcagc tgctcaagca gttcaggcta cagctcagaC gaaggaggga 
840 

cgaagaacat caagtttaaa agccagttat gaagcattta agaataatga ctttcagttg 
900 

ggaaaagaat tttcaatggc cagggaaaca gttggctatt catcatcttc ggcacttatg 
960 



4878 



wo 00/58473 



PCT/USOO/08621 



acaacattaa cacagaatgc cagttcatca 
1020 

aaaaacaaca acaagtcttc aagccagcag 
1080 

tcatcgtgtt cttcatcatc aactgttgta 
1140 

ccagaatctg attcaaatag tcaggttgat 
1200 

tgcatttgta atcaggtatc ttatggtgag 
1260 

atagaatggt tccattatgg ctgcgttgga 
1320 

tgtccacagt gcactgctgc aatgaagaga 
1380 

ttttgtttga tgaagaaata aacttcagct 
1440 

agaagagaaa gaagaaacaa tgcatttcca 
1500 

tcctataaga tcttgaactt gaattttatg 
1560 

ttatgcactc ctggtgtgct atgaatatta 
1620 

caacatatgc agacatttgt actcctcaac 
1660 

tttagacttc aaggaattcc aatgatgaag 
1740 

gtatattctg ctgcatgtac tgtactccag 
1800 

tgcaaaaaaa aaaaagtcag tgcttctaaa 
1860 

ctttataata agctttgttt ctttgtgaaa 
1920 

tgtgataatg tgggctggta tcctctagag 
1980 

ggttaaaagt attttg 
1996 



gcagccgact cacggagtgg tcgaaagagc 
tcatcatctt cctcctcctc ttcttcctta 
caagaaatct ctcaacaaac aactgtagtg 
tggacttacg acccaaatga acctcgatac 
atggtgggat gtgataacca agattgccct 
ttgacagagg caccaaaagg caaatggtac 
agaggcagca gacacaaata aaggtggtcc 
gaagatttta tataggactt taaaaagaag 
ggcaaccact taaaggattt acatagacaa 
ggttgtatct taacaatgta agtaaattat 
ttccagttag ccttggatta tttcagtggc 
cattttccca aagtaatggg cattctatga 
attttaagga aagCatttta cattcaacag 
agctgttatg taacactgta tataaatggt 
aagaatttaa gataatggtt tttaaaatgc 
ccaattcagc aggctgaagg aaatggttca 
taccCgggta cataaacgga aacccctgtt 



<210> 5714 

<211> 408 

<212> PRT 

<213> Homo sapiens 



<400> 5714 
lie Glu Gin Leu 
1 

Glu Met Asp Leu 
20 

Val Ser Glu Phe 
35 

Glu Glu Gin Met 
50 

Asp Ala Asp Glu 
65 

Asp Arg His Leu 



Pro Met Asp Leu 
5 

Gin Val Gin Asn 

Phe Met Asn Ala 
40 

Ala Ser lie Lys 
55 

Lys Val Gin Leu 
70 

Arg Lys Leu Asp 



Arg Asp Arg Phe 
10 

Ala Met Asp Gin 
25 

Lys Lys Asn Lys 

Lys Asp Tyr Tyr 
60 

Ala Asn Gin lie 
75 

Gin Glu Leu Ala 



Thr Glu Met Arg 
15 

Leu Glu Gin Arg 
30 

Pro Glu Trp Arg 
45 

Lys Ala Leu Glu 

Tyr Asp Leu Val 
80 

Lys Phe Lys Met 
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Glu Leu Glu Ala 
100 

Ser Leu Glu Leu 
115 

His Ser His Thr 
130 

His Thr Thr Thr 
145 

X«eu Leu Ser Thr 

Cys Arg Asn Asn 
180 

Asn Ser Ser Gin 
195 

Gly Thr Gly Ala 

210 

Ala Thr Ala Gin 
225 

Ser Tyr Glu Ala 

Ser Met Ala Arg 

260 

Thr Thr Leu Thr 
275 

Gly Arg Lys Ser 
290 

Ser Ser Ser Ser 
305 

Val Val Gin Glu 

Ser Asn Ser Gin 
340 

Cys lie Cys Asn 
355 

Gin Asp Cys Pro 
370 

Glu Ala Pro Lys 
385 

Lys Arg Arg Gly 



85 

Asp Asn Ala Gly 

Asp Thr Pro Ser 

120 

Pro Val Glu Lys 
135 

Asp His lie Pro 
150 

Leu Thr Ser Asp 

165 

Asn Ser Thr Ala 

Pro Leu Gly Ser 
200 

Gly Ala lie Thr 

215 

Met Lys Glu Gly 
230 

Phe Lys Asn Asn 
245 

Glu Thr Val Gly 

Gin Asn Ala Ser 

280 

Lys Asn Asn Asn 
295 

Ser Ser Ser Leu 
310 

lie Ser Gin Gin 
325 

Val Asp Trp Thr 

Gin Val Ser Tyr 

360 

lie Glu Trp Phe 
375 

Gly Lys Trp Tyr 
390 

Ser Arg His Lys 
405 





90 






lie 


Thr 


Glu 


lie 

Xi JL w 


105 








Gin 


Pro 


Val 


Asn 


Arg 


Lys 


Tyr 


Asn 








140 


Glu 


Lys 


Lys 


Phe 






155 




Ala 


Ser 


Lys 


Glu 




170 






Ser 


Ser 


Asn 


Asn 


185 








Tyr Asn 


He 


Gly 


Met 


Ala 


Ala 


Ala 








220 


Arg Arg 


Thr 


Ser 






235 




Asp 


Phe 


Gin 


Leu 




250 






Tyr 


Ser 


Ser 


Ser 


265 








Ser 


Ser 


Ala 


Ala 


Lys 


Ser 


Ser 


Ser 








300 


Ser 


Ser 


Cys 


Ser 






315~ 




Thr 


Thr 


Val 


Val 




330 






Tyr 


Asp 


Pro 


Asn 


345 








Gly Glu Met 


Val 


His 


Tyr Gly 


Cys 








380 


Cys 


Pro 


Gin 


Cys 






395 





95 

Leu Glu Arg Arg 
110 

Asn His His Ala 
125 

Pro Thr Ser His 

Lys Ser Glu Ala 
160 

Asn Thr Leu Gly 
175 

Ala Tyr Asn Val 
190 

Ser Leu Ser Ser 

205 

Gin Ala Val Gin 

Ser Leu Lys Ala 
240 

Gly Lys Glu Phe 

255 

Ser Ala Leu Met 
270 

Asp Ser Arg Ser 
285 

Gin Gin Ser Ser 

Ser Ser Ser Thr 
320 

Pro Glu Ser Asp 
335 

Glu Pro Arg Tyr 
350 

Gly Cys Asp Asn 
365 

Val Gly Leu Thr 

Thr Ala Ala Met 
400 



<210> 5715 
<211> 1458 
<212> DNA 
<213> Homo 

<400> 5715 
nggaaaggag 
60 

ctgggcggag 
120 

ggggcttggc 
180 



sapiens 

ggtcaggcga 
ggggagtgcc 
cgtctagtgt 



gtccacgtga 
agcccccagg 
gatgaaggag 



gggaagcccc 
agctaatccc 
gcgaccccca 



cgctgtgcgc 
clggctgatgg 
aggtgggaag 



ggagcctctg 
cgcagggccg 
gcgcacgggt 
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tggggtttga gggtggatga 
240 

aagatcaaag acttgaatga 
300 

gccaccacca tcacagagtg 
360 

caaactagca agtactgccc 
420 

aacctcaaac tggaccgggt 
480 

gacagtgaag agaaacggat 
540 

cagcccactg gggaagagcc 
600 

cactctaaag cccaccacta 
660 

aggtgaggag aaggtcaggg 
720 

gggtctaggg gagaggctga 

780 

tggctccggg tggggaagag 
840 

cagttctggc aaagacaaga 
900 

ctctctaagg agactcacct 
960 

cctccctgct cccagaacaa 
1020 

cggagggtcc tgtgtcaccg 
1080 

aatgaagttc tccctgatca 
1140 

aaggtaagcc aggccaccct 
1200 

tacagtcctc aggggaaggg 
1260 

acgtactcca acttcctcat 
1320 

gaaagagaag aggaggtagg 
1380 

gatatttatg tgaaatgaac 
1440 

aaaaaaaaaa aaaaaaaa 
1458 



ttggtgacgg agggtgtatc 
acacattgtc tgctgcctat 
tcttcatact ttctgcaaga 
catgtgcaac attaagatcc 
catgcaggac atcgtgtata 
tcgggaattc taccagtccc 
agcactgagc aaccccggcc 
tcgcCatgat gagcagttga 
gttgcaggag gtgacagtgc 
gcagtgagtg agtgcctatc 
gaggaaagat aggattccct 
ataaaagcgt cctgcaggtg 
cccatggtcc ttccctcaca 
gtatgtccga tgttctgtta 
cttgatgcta aaccctcagc 
catgacaatg aagcagatat 
ccctgggatc acaccccctt 
tgggctgagg ggccctttga 
tctctcctta gccatcccct 
ggccaagccc ccaccccatc 
tgcagcccca ttttttgaaa 



ttcaggagga ggttcgagtg 

gcgccggcta cttcgtggat 

gttgtattgt gaagtacctc 

acgagacaca gccactgccc 

agctggtgcc cggcttgcaa 

gaggtttgga ccgggtcacc 

tccccttcag cagctttgac 

acctgtgcct ggagcggctg 

caatgaccca gagccaggga 

cccttgaaga gagtatatca 

aacctgcgcc tatccccccc 

agaagggctg aggggagggc 

caccttgccc tcttccctcc 

gagctgaggt acgccatctc 

atgcgcagcc cctttttgac 

gcctctcccg ctggttcggc 

cagactcccc ccaaccatcc 

ataatataag aacattcccc 

tCgcttttac aataaagtgt 

ccactcccct tccctcccca 

t 

taaaaacttt taaaaagcaa 



<210> 5716 
<211> 148 
<212> PRT 

<213> Homo sapiens 
<400> 5716 

Leu Gin Glu Glu Val Arg Val Lys lie Lys Asp Leu Asn Glu His He 

IS 10 15 

Val Cys Cys Leu Cys Ala Gly Tyr Phe Val Asp Ala Thr Thr He Thr 



4881 



wo 00/58473 



PCT/USOO/08621 



20 



GIu 


Cys 


Leu 


His Thr Phe Cys 


Lys 






35 




40 


Thr 


Ser 


Lys 


Tyr Cys Pro Met 


Cys 




50 




55 




Pro 


Leu 


Leu 


Asn Leu Lys Leu 


Asp 


65 






70 




Lys 


Leu 


Val 


Pro Gly Leu Gin 


Asp 








85 




Phe 


Tyr 


Gin 


Ser Arg Gly Leu 


Asp 








100 




Glu 


Pro 


Ala 


Leu Ser Asn Leu 


Gly 






115 




120 


Ser 


Lys 


Ala 


His Tyr Tyr Arg 


Tyr 




130 




135 




Glu 


Arg 


Leu 


Arg 





145 



25 


30 




Ser Cys lie 


Val Lys Tyr Leu 


Gin 




45 




Asn He Lys 


He His Glu Thr 


Gin 




60 




Arg Val Met 


Gin Asp He Val 


Tyr 


75 




80 


Ser Glu Glu 


Lys Arg He Arg 


Glu 


90 


95 




Arg Val Thr 


Gin Pro Thr Gly 


Glu 


105 


110 




Leu Pro Phe 


Ser Ser Phe Asp 


His 




125 




Asp Glu Gin 


Leu Asn Leu Cys 


Leu 




140 





<210> 5717 

<211> 1419 

<212> DNA 

<213> Homo sapiens 



<400> 5717 
gggcccctcc 
60 

gtggggcggg 
120 

tctcggttat 
180 

gacctgccag 
240 

ctgagcccga 
300 

aaccctcctt 
360 

gggcaccagc 
420 

ttcttcatgg 
480 

cgagtgtcca 
540 

tttagctgtg 
600 

gccctctctg 
660 

ttcctcggcc 
720 

ctctccagga 
780 

tgcgggatgg 
840 

ttgtaccccg 
900 



ttggctgtat 
gagcccgggg 
tccctccatc 
gaagcagaga 
ggaagaggca 
agccgcagcc 
cccccagggC 
caactgtggg 
ctgtgcacgg 
ccaccgactc 
ggtatattca 
tcttgctagg 
aagccaagct 
tggccatctc 
gaaccaagta 



ccgtcagtgg 
cagcccagag 
tcgtcaacag 
gacccacaga 
ggcagaggct 
ccttccagtt 
cctgcatccc 
gctgctgatg 
gaacgtcatc 
cctgggcgtc 
ggcctgccgg 
catagcgggc 
ggcggccacc 
ctggtacgcc 
cgagctgggc 



ctccagggta 
gctgggggaa 
ctgccgcgcg 
gcaggaggga 
gaggctgatt 
ccctaggggt 
accatgtcga 
ctgggggtga 
accaccaaca 
tacaactgct 
gcactcatga 
ctgcgctgca 
gcaggggccc 
ttcaacatca 
cccgccctct 



agtctgcccc 

gggggtggac 

caggcttagc 
ggcagaaagt 
ccaccccagc 
tctgcccctc 
tggctgtgga 
ctctgccaaa 
ccatcttcga 
gggagttccc 
tcaccgccat 
ccaacattgg 
tccacattct 
cccgggactt 
acctggggtg 



ccccaccctc 
ttttggcccg 
tcattcctct 
ggagacggac 
ctgcctggac 
cccctctctg 
aacccttggc 
cagctactgg 
gaacctctgg 
gtccatgctg 
cctcctgggc 
gggcctggag 
ggccggtatc 
cttcgacccc 
gagcgcctca 
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ctgatctcca tcctgggtgg cctctgcctc tgctccgcct gctgctgcgg ctctgacgag 
960 

gacccagccg ccagcgcccg gcggccctac caggctcccg tgtccgtgat gcccgtcgcc 
1020 

acctcggacc aagaaggcga cagcagcttt ggcaaatacg gcagaaacgc ctacgtgtag 

1080 

cagctctggc ccgtgggccc cgctgtcttc ccactgcccc aaggagaggg gacctggccg 
1140 

gggcccattc ccctatagta acctcagggg ccggccacgc cccgctcccg cagccccgcc 
1200 

ccggccacgg ccccgtgtct tgcactctca tggcccctcc aggccaagaa ctgctcttgg 
1260 

gaagtcgcat atctcccctc tgaggctgga tccctcatct tctgaccctg ggttctgggc 
1320 

tgtgaagggg acggcgtccc cgcacgtttg tatcgtgtat aaatacattc attaataaat 
1380 

gcatattgtg accgttaaaa aaaaaaaaaa aaaaaaaaa 
1419 

<210> 5718 

<211> 228 

<212> PRT 

<213> Homo sapiens 



<400> 5718 



Met 


Ser 


Met 


Ala 


Val 


Glu 


Thr 


Phe 


Gly 


Phe Phe Met Ala Thr Val Gly 


1 








5 










10 15 


Leu 


Leu 


Met 


Leu 


Gly 


Val 


Thr 


Leu 


Pro 


Asn Ser Tyr Trp Arg Val Ser 








20 










25 


30 


Thr 


Val 


His 


Gly 


Asn 


Val 


He 


Thr 


Thr 


Asn Thr He Phe Glu Asn Leu 






35 










40 




45 


Trp 


Phe 


Ser 


Cys 


Ala 


Thr 


Asp 


Ser 


Leu 


Gly Val Tyr Asn Cys Trp Glu 




50 










55 






60 


Phe 


Pro 


Ser 


Met 


Leu 


Ala 


Leu 


Ser 


Gly 


Tyr He Gin Ala Cys Arg Ala 


65 










70 








75 80 


Leu 


Met 


He 


Thr 


Ala 


He 


Leu 


Leu 


Gly 


Phe Leu Gly Leu Leu Leu Gly 










85 










90 95 


lie 


Ala 


Gly 


Leu 


Arg 


Cys 


Thr 


Asn 


He 


Gly Gly Leu Glu Leu Ser Arg 








100 










105 


110 


Lys 


Ala 


Lys 


Leu 


Ala 


Ala 


Thr 


Ala 


Gly 


Ala Leu His He Leu Ala Gly 






115 










120 




125 


lie 


Cys 


Gly 


Met 


Val 


Ala 


He 


Ser 


Trp 


Tyr Ala Phe Asn He Thr Arg 




130 










135 




140 


Asp 


Phe 


Phe 


Asp 


Pro 


Leu 


Tyr 


Pro 


Gly 


Thr Lys Tyr Glu Leu Gly Pro 


145 










ISO 








155 160 


Ala 


Leu 


Tyr 


Leu 


Gly 


Trp 


Ser Ala 


Ser 


Leu He Ser He Leu Gly Gly 










165 










170 175 


Leu 


Cys 


Leu 


Cys 


Ser 


Ala 


Cys 


Cys 


Cys 


Gly Ser Asp Glu Asp Pro Ala 








180 










185 


190 


Ala 


Ser 


Ala 


Arg 


Arg 


Pro 


Tyr Gin 


Ala 


Pro Val Ser Val Met Pro Val 






195 










200 




205 


Ala 


Thr 


Ser 


Asp 


Gin 


Glu 


Gly Asp 


Ser 


Ser Phe Gly Lys Tyr Gly Arg 




210 










215 






220 


Asn 


Ala 


Tyr 


Val 
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225 

<210> 5719 
<211> 2267 
<212> DNA 

<213> Homo sapiens 
<400> 5719 

ntgtcagcag agccctgtac cgtgcgcctc agcaaactcc tccatctatt gctccaaggc 
60 

ccgcctttga tgttaggtcc tggagaaggg gaagtggtgc gggacccaca ggtccagctg 
120 

ctccgtgcca cgcagccggg aaagggaaac aggcactaat caaaggcaac tgctcactcg 
180 

tacctctttc ttctgaagca catgatgaag tctattctca gcagcgaCtt tctttacaaa 
240 

ctctttcgtt aatcccccca gagggaagat ggttctcctc agggcatcct gggaaacctg 
300 

gcatttctaa cttcaaaccg atttctgaaa agcccCtcgg gctitcttaac gtgcCtctgc 
360 

tcaaagactt cttcatcttc cagggaagtc cctgcatagt gacctgtggc aatggcatct 
420 

gcccctgaac acatcattcc aatactcctc cacgtaggac acttgatgga aagggatgtc 
480 

taagatctgg caaactctgt aagcatcttc acagtctttg tcggcagtac agaccccatg 
540 

ttcatccagt gagtcccagt tcttcataaa cacccctgtc acctggtaac ctctccgcct 
600 

cagcagcagc gcggccacgg cgctgtccac gccgccggac agggcgcaca cgacgtgccg 
660 

caaggcctgc atccgccagt cgccccgtcc ggcggcgtgg acagcgccgt ggccgcgctg 
720 

ctgctgaggc ggagaggtta ccaggtgaca ggggtgttta tgaagaactg ggactcactg 
780 

gatgaacatg gggtctgtac tgccgacaaa gactgtgaag atgcttacag agtttgccag 
840 

atcttagaca tccctttcca tcaagtgtcc tacgtaaagg agtattggaa tgatgtgttc 
900 

agtgactttt tgaatgagta tgaaaaagga aggactccca atcctgacat agtttgcaac 
960 

aagcacatca aatttagttg cttttttcat tatgctgtgg ataatcttgg ggcagatgcc 
1020 

attgccacag gtcactatgc aagaacttcc ctggaagatg aagaagtctt tgagcagaag 
1080 

cacgttaaga agcccgaagg gcttttcaga aatcggtttg aagttagaaa tgcggtaaaa 
1140 

ctcctccagg cagctgacag ctttaaagac cagaccttct ttctcagcca ggtttcccag 
1200 

gatgccctga ggagaaccat cttccctctg gggggattaa cgaaagagtt tgtaaagaaa 
1260 

atcgctgctg agaatagact tcatcatgtg cttcagaaga aagagagcac gggcatgtgt 
1320 

ttcatcggga agaggaattt tgaacatttc cttcttcagt atctgcagcc tcgacctggt 
1380 
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cactttattt 

1440 

accttgggcc 
1500 

gacagcgtca 
1560 

gacctgctga 
1620 

cgggacaaga 
1660 

gtgctgaccc 
1740 

cttgccacag 
1800 

atcctgcggc 
1860 

gccactgaga 
1920 

cagagatgga 
1980 

gcagtccagg 
2040 

tgagggtccg 
2100 

tggggctctg 
2160 

gcccccaggg 
2220 

gggacagcgt 
2267 



ccatagaaga 
agagagcaaa 
agggtgacgt 
ggaccagccg 
tgatggagtg 
tcaatcaaga 
gacagtttgc 
tggggccgtc 
gccccagtga 
tctgctagaa 
tgcccaaggg 
aaaagcctgc 
gctgctggag 
agggttcccc 
ggaataaaca 



caataaggtt 
cataggtggc 
gtttgtggcc 
cgtgcactgg 
ccacttccga 
tggcaccgtg 
tgtgttctac 
tgcctacacg 
cagcccagaa 
ggaacctgga 
ccagcttgct 
aggggcccgg 
catctgctgg 
acctcagagt 
ttatttcaag 



ctgggaacac 
ctgagagagc 
ccccggacag 
attgcggagg 
ttccgccacc 
tgggtgacag 
aagggggacg 
ctccagaagg 
gatggtccag 
gagcaggacc 
gctgcccaaa 
cgagccccag 
ctggtggggt 
acaccgaggg 
gaaaaaaaaa 



acaaaggttg 
cctggtacgt 
accacccagc 
agcctcccgc 
agatggcact 
ctgtgcaggc 
agtgcctggg 
gccagcgcag 
gcctgagtcc 
catggctggg 
gcagaggaag 
gaagagcctc 
ggcccgagtt 
gacctgcaga 
aaaaaaa 



gttcctgtac 
ggtggagaag 
cctgtacagg 
agcactggtc 
agtgccctgt 
tgtgcgtgcc 
cagcgggaag 
agctgggatg 
cttgctcCga 
cggctggtga 
ccgggctggc 
agccccaggc 
cccctccacc 
gggggctgtc 



<210> 5720 

<211> 455 

<212> PRT 

<213> Homo sapiens 



<400> 5720 
Val Pro Val Leu 
1 

Gin Gin Gin Arg 

20 

His Asp Val Pro 
35 

Val Asp Ser Ala 
50 

Val Thr Gly Val 
65 

Val Cys Thr Ala 

He Leu Asp He 
100 

Asn Asp Val Phe 
115 

Pro Asn Pro Asp 



His Lys His Pro 
5 

Gly His Gly Ala 

Gin Gly Leu His 
40 

Val Ala Ala Leu 
55 

Phe Met Lys Asn 
70 

Asp Lys Asp Cys 
85 

Pro Phe His Gin 

Ser Asp Phe Leu 
120 

He Val Cys Asn 



Cys His Leu Val 
10 

Val His Ala Ala 
25 

Pro Pro Val Ala 

Leu Leu Arg Arg 

60 

Trp Asp Ser Leu 
75 

Glu Asp Ala Tyr 
90 

Val Ser Tyr Val 
105 

Asn Glu Tyr Glu 
Lys His He Lys 



Thr Ser Pro Pro 
15 

Gly Gin Gly Ala 
30 

Pro Ser Gly Gly 
45 

Arg Gly Tyr Gin 

Asp Glu His Gly 
80 

Arg Val Cys Gin 
95 

Lys Glu Tyr Trp 
110 

Lys Gly Arg Thr 
125 

Phe Ser Cys Phe 
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130 135 140 

Phe His Tyr Ala Val Asp Asn Leu Gly Ala Asp Ala He Ala Thr Gly 
145 150 155 160 

His Tyr Ala Arg Thr Ser Leu Glu Asp Glu Glu Val Phe Glu Gin Lys 

165 170 175 

His Val Lys Lys Pro Glu Gly Leu Phe Arg Asn Arg Phe Glu Val Arg 

180 185 190 

Asn Ala Val Lys Leu Leu Gin Ala Ala Asp Ser Phe Lys Asp Gin Thr 

195 200 205 

Phe Phe Leu Ser Gin Val Ser Gin Asp Ala Leu Arg Arg Thr He Phe 

210 215 220 

Pro Leu Gly Gly Leu Thr Lys Glu Phe Val Lys Lys He Ala Ala Glu 
225 230 235 240 

Asn Arg Leu His His Val Leu Gin Lys Lys Glu Ser Met Gly Met Cys 

245 250 .255 

Phe He Gly Lys Arg Asn Phe Glu His Phe Leu Leu Gin Tyr Leu Gin 

260 265 270 

Pro Arg Pro Gly His Phe He Ser He Glu Asp Asn Lys Val Leu Gly 

275 280 285 

Thr His Lys Gly Trp Phe Leu Tyr Thr Leu Gly Gin Arg Ala Asn He 

290 295 300 

Gly Gly Leu Arg Glu Pro Trp Tyr Val Val Glu Lys Asp Ser Val Lys 
305 310 315 320 

Gly Asp Val Phe Val Ala Pro Arg Thr Asp His Pro Ala Leu Tyr Arg 

325 330 335 

Asp Leu Leu Arg Thr Ser Arg Val His Trp He Ala Glu Glu Pro Pro 

340 345 350 

Ala Ala Leu Val Arg Asp Lys Met Met Glu Cys His Phe Arg Phe Arg 

355 360 365 

His Gin Met Ala Leu Val Pro Cys Val Leu Thr Leu Asn Gin Asp Gly 

370 375 380 

Thr Val Trp Val Thr Ala Val Gin Ala Val Arg Ala Leu Ala Thr Gly 
385 390 395 400 

Gin Phe Ala Val Phe Tyr Lys Gly Asp Glu Cys Leu Gly Ser Gly Lys 

405 410 415 

He Leu Arg Leu Gly Pro Ser Ala Tyr Thr Leu Gin Lys Gly Gin Arg 

420 425 430 

Arg Ala Gly Met Ala Thr Glu Ser Pro Ser Asp Ser Pro Glu Asp Gly 

435 440 445 

Pro Gly Leu Ser Pro Leu Leu 
450 455 

<210> 5721 
<211> 400 
<212> DNA 

<213> Homo sapiens 
<400> 5721 

ttagacatag ctaaccagac aggcagatca atcagaattc ccccatcaga aagaaaagcc 
60 

cttatgttag ctatgggata tcatgagaag ggcagagctt tcctgaaaag aaaagaatat 
120 

ggaatagcct tgccatgtct gttggacgct gacaaatatt tctggtgggc gcttttgtac 
180 
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ttggtgaaca ccagctttaa ggaagatggc ccagaccata cagaacacct gccatgccct 
240 

tgagactgca gactttcatc tacaacagtg gttaatgtaa aagagtagtt atggtgtaaa 
300 

ctggtgaatt tcttctcccc tttgtatctc taactgacct ttcctccctg taaagaaaag 
360 

aattttcaag caggtaggat atgctctctt tttctgtaca 
400 

<210> 5722 
<211> 80 
<212> PRT 

<213> Homo sapiens 
<400> 5722 

Leu Asp lie Ala Asn Gin Thr Gly Arg Ser lie Arg lie Pro Pro Ser 

15 10 15 

Glu Arg Lys Ala Leu Met Leu Ala Met Gly Tyr His Glu Lys Gly Arg 

20 25 30 

Ala Phe Leu Lys Arg Lys Glu Tyr Gly He Ala Leu Pro Cys Leu Leu 

35 40 45 

Asp Ala Asp Lys Tyr Phe Trp Trp Ala Leu Leu Tyr Leu Val Asn Thr 

50 55 60 

Ser Phe Lys Glu Asp Gly Pro Asp Tyr Thr Glu His Leu Pro Cys Pro 
65 70 75 80 



<210> 5723 
<211> 376 
<212> DNA 

c213> Homo sapiens 



<400> 5723 
nntaccacat 
60 

aagaatgtgg 
120 

ctgctttcta 
180 

gcttccattt 
240 

cagcatgccc 
300 

tgccctgcag 
360 

ctcctcctgc 
376 



tttcttcttt 
agagCtttct 
aagagtggtg 
gcagcggatg 
cctgccctgc 
gccccatctt 
acgcgt 



tcacccaccc 
agaagcctgt 
gcatgccgga 
tctgctctca 
atgccccctg 
gtcctgcacg 



cagccaaaac 
cgaaaaatgg 
ctcagcggag 
gatgaaggca 
ccctgcatgt 
tcacctgtcc 



tcagtgccct 
gggtgcctga 
ccatgtggca 
caggctgccc 
cacctgtcct 
tgcacatgcc 



caaggctcgg 
ggtatggggg 
tggatggtgg 
ctgcctgccc 
acacatcccc 
ctgccctgca 



<210> 5724 
<211> 125 
<212> PRT 

<213> Homo sapiens 



<400> 5724 

Xaa Thr Thr Phe Ser Ser Phe His Pro Pro Gin Pro Lys Leu Ser Ala 
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15 10 15 

Leu Lys Ala Arg Lys Asn Val Glu Ser Phe Leu Glu Ala Cys Arg Lys 

20 25 30 

Met Gly Val Pro Glu Val Trp Gly Leu Leu Ser Lys Glu Trp Trp His 

35 40 45 

Ala Gly Leu Ser Gly Ala Met Trp His Gly Trp Trp Ala Ser lie Cys 

50 55 60 

Ser Gly Cys Leu Leu Ser Asp Glu Gly Thr Gly Cys Pro Cys Leu Pro 
65 70 75 80 

Gin His Ala Pro Cys Pro Ala Cys Pro Leu Pro Cys Met Ser Pro Val 

85 90 95 

Leu His lie Pro Cys Pro Ala Gly Pro lie Leu Ser Cys Met Ser Pro 

100 105 110 

Val Leu His Met Pro Cys Pro Ala Leu Leu Leu His Ala 
115 120 125 



<210> 5725 

<211> 1160 

<212> DNA 

<213> Homo sapiens 



<400> 5725 
gctttttttc 
60 

ccagccctcc 
120 

accgcgcacg 
180 

ttcccggggg 
240 

gggcactacc 
300 

gcaggcacgg 
360 

gcctcccggg 
420 

tccacctatg 
480 

atgctgtacc 
540 

aggtggttca 
600 

gacgagatgg 
660 

gatgtgctga 
720 

gacacgatag 
780 

tttgaagtga 
840 

gactcctctc 
900 

gcagagctga 
960 



cttttctccc 
ccctgctgct 
ggcgagcatg 
tctccaccga 
ggacgggcgg 
gcatggaccc 
gcaccggcga 
cccatggcaa 
tgggctcccg 
gctcgcatag 
aaatgcactt 
ctaaagacgc 
ccaggctgcc 
acagatcttg 
aaagggacag 
gcttgggaca 



tccgcgtctc 
gagaagtggg 
gggggcaagc 
tgacagcgcc 

cggggccatg 

cagcacggcc 
ctccgagagg 
tggttaccag 
agcctcgctg 
tggtttcaag 
tataatgtgt 
gggtgagtgt 
ctgcctgtgc 
tccggaacac 
agcgcccctg 
ccagcgggaa 



ctttttgact 
ggagggtctc 
agagcacggc 
gtgccgccgc 
gggctgcgca 
gggggggtgc 
gcgcccggcg 
gagacgggcg 
gcggatgctc 
tgccccattt 
ttgagcaaac 
gtgatctgcc 
atctatcaca 
cctgcggact 
ctccagggag 
cagggcaccc 



ccctccccct 
ggcctccagg 
gacccgctcc 
cgggaggggc 
gcgcatcggt 
cctttggcct 
gcggagggtc 
gcggt caeca 
tacctctgca 
gctccaagtc 
ctcgcctctc 
tggaggagct 
aaagctgcat 
gacctgcggg 
gaggctcacc 
cttctgcact 



ttatgctcgc 
ttcccgcccc 
cgggggcccc 
gccccatttc 
cagctcggtg 
ctacaccccc 
tgcgtccgac 
tagagacggg 
catcgcaccc 
tgtggcttct 
ctacaacgat 
gctgcagggg 
agactcgtgg 
cttgcttgct 
ggaccctggg 
gacttccaga 
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tcatggctct cccttcctcc cCgaggacac caaattggat gagagcaagt ttgagagaag 
1020 

aatgaatcaa ctgctatcct tccccccacc cctcagccca ggagggaaag ggcactttct 
1080 

ttttcatctt tgaaaggcat Cgtgggtctg CccttaaagC gtttacaaaa aaattatata 
1140 

aaaaaaagtc tagtgtcgac 
1160 

<210> 5726 
<:211> 273 
<212> PRT 

<213> Homo sapiens 



<400> 5726 



Ala 


Phe 


Phe 


Pro 


Phe 


Leu 


Pro 


Pro 


Arg 


Leu Leu Phe Asp 


Ser 


Leu 


Pro 


1 








5 










10 




15 




Leu 


Tyr 


Ala 


Arg 


Pro 


Ala 


Leu 


Pro 


Leu 


Leu Leu Arg Ser 


Gly 


Gly 


Gly 








20 










25 




30 






Ser 


Arg 


Pro 


Pro 


Gly 


Ser 


Arg 


Pro 


Thr 


Ala His Gly Arg 


Ala 


Trp 


Gly 






35 










40 




45 








Ala 


Ser 


Arg 


Ala 


Arg 


Arg 


Pro 


Ala 


Pro 


Gly Gly Pro Phe 


Pro 


Gly 


val 




50 










55 






60 








Ser 


Thr 


Asp 


Asp 


Ser 


Ala 


Val 


Pro 


Pro 


Pro Gly Gly Ala 


Pro 


His 


Phe 


65 










70 








75 






80 


Gly 


His 


Tyr 


Arg 


Thr 


Gly 


Gly 


Gly 


Ala 


Met Gly Leu Arg 


Ser 


Ala 


Ser 










85 










90 




95 




Val 


Ser 


Ser 


Val 


Ala 


Gly 


Met 


Gly 


Met 


Asp Pro Ser Thr 


Ala 


Gly 


Gly 








100 










105 




110 






Val 


Pro 


Phe 


Gly 


Leu 


Tyr 


Thr 


Pro 


Ala 


Ser Arg Gly Thr 


Gly 


Asp 


Ser 






115 










120 




125 








Glu 


Arg 


Ala 


Pro 


Gly 


Gly 


Gly 


Gly 


Ser 


Ala Ser Asp Ser 


Thr 


Tyr 


Ala 




130 










135 






140 








His 


Gly 


Asn 


Gly 


Tyr 


Gin 


Glu 


Thr 


Gly 


Gly Gly His His 


Arg 


Asp 


Gly 


145 










150 








155 






160 


Met 


Leu 


Tyr 


Leu 


Gly 


Ser 


Arg 


Ala 


Ser 


Leu Ala Asp Ala 


Leu 


Pro 


Leu 










16S 










170 




175 




His 


He 


Ala 


Pro 


Arg 


Trp 


Phe 


Ser 


Ser 


His Ser Gly Phe 


Lys 


Cys 


Pro 








IBO 










185 




190 






lie 


Cys 


Ser 


Lys 


Ser 


Val 


Ala 


Ser 


Asp 


Glu Met Glu Met 


His 


Phe 


He 






195 










200 




205 








Met 


Cys 


Leu 


Ser 


Lys 


Pro 


Arg 


Leu 


Ser 


Tyr Asn Asp Asp 


Val 


Leu 


Thr 




210 










215 






220 








Lys 


Asp 


Ala 


Gly 


Glu 


Cys 


Val 


He 


Cys 


Leu Glu Glu Leu 


Leu 


Gin 


Gly 


225 










230 








235 






240 


Asp 


Thr 


He 


Ala 


Arg 


Leu 


Pro 


Cys 


Leu 


Cys He Tyr His 


Lys 


Ser 


Cys 










245 


ft 








250 




255 




He 


Asp 


Ser 


Trp 


Phe 


Glu 


Val 


Asn 


Arg 


Ser Cys Pro Glu 


His 


Pro 


Ala 








260 










265 




270 







Asp 



<210> 5727 
<211> 1237 
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<212> DNA 

<213> Homo sapiens 

<400> 5727 

ntgagaaggg aggtgaccac caggactggc tctgtgagta ccacacagtg ggagggggtg 
60 

ggggccacca tgtcatcata tcagaaggaa ctggagaaat acagagacat agatgaagat 
120 

gagatcctaa ggaccttgag ccccgaggag ccagagcagc tggactgcga actacaggag 
leo 

atggatcctg agaacatgct cctgccagct ggactaagac aacgtgacca gacaaagaag 
240 

agcccaacgg ggccactgga ccgagaggcc cttttgcagt acttggagca acaggcacta 
300 

gaagtcaaag agcgtgatga cttggtgccc ttcacaggcg agaagaaggg gaaaccctat 
360 

attcagccca agagggaaat cccagcagag gagcagatca ccctggagcc tgagctggag 
420 

gaggcactgg cacatgccac agatgctgaa atgtgtgaca ttgcagcaat tctggacatg 
480 

tacacactga tgagtaacaa gcaatactat gatgccctct gcagtggaga aatctgcaac 
540 

actgaaggca ttagcagcgt ggtacagcct gacaagtata agccagtgcc ggatgaaccc 
600 

ccaaatccca caaacattga ggagatacta aagagggtcc gaagcaatga caaggagctg 
660 

gaggaggtga acttgaataa tatacaggac atcccaatac ccatgctaag tgagctgtgt 
720 

gaggcaatga aggcaaatac ctatgtgcgg agcttcagtc tggtagccac gaggagtggt 
780 

gaccccattg ccaatgcagt ggctgacatg ttgcgtgaga atcgtagcct ccagagccta 
840 

aacatqgaat ccaacttcat tagcagcaca ggactcatgg ctgtgctgaa ggcagttcgg 
900 

gaaaatgcca cactcactga gctccgtgta gacaatcagc gccagtggcc tggcgatgca 
960 

gtggagatgg agatggccac cgtgctagag cagtgtccct ctattgtccg ctttggctac 
1020 

cactttacac agcaggggcc acgagctcgg gcagcccagg ccatgacccg aaacaatgaa 
1080 

ctacgtcgcc agcaaaagaa gagacaacac tgcatttccc tttaccaact agcgctggga 
1140 

gcactggaca cttaaatcct catctgtcct cctttcctgt aaataaaagc ccttctatcc 
1200 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 
1237 

<210> 5728 

<211> 368 

<212> PRT 

<213> Homo sapiens 

<400> 5728 

Xaa Arg Arg Glu Val Thr Thr Arg Thr Gly Ser Val Ser Thr Thr Gin 
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1 






5 










10 








15 




Trp 


Glu Gly Val Gly 


Ala 


Thr 


Met 


Ser 


Ser Tyr 


Gin Lys 


Glu Leu 


Glu 








20 








25 










30 




Lys 


Tyr Arg Asp He 


Asp 


Glu 


Asp 


Glu 


He 


Leu 


Arg 


Thr 


Leu Ser 


Pro 






35 








40 










45 






Glu 


Glu 


Leu 


Glu Gin 


Leu 


Asp 


Cys 


Glu 


Leu 


Gin 


Glu 


Met 


Asp Pro 


Glu 




50 








55 










60 








Asn 


Met 


Leu 


Leu Pro 


Ala Gly Leu Arg Gin Arg 


Asp Gin Thr Lys 


Lys 


65 








70 










75 








80 


Ser 


Pro Thr Gly Pro 


Leu Asp Arg 


Glu 


Ala 


Leu 


Leu Gin Tyr Leu 


Glu 








85 










90 








95 




Gin 


Gin 


Ala 


Leu Glu 


Val 


Lys 


Glu Arg Asp Asp 


Leu 


Val 


Pro Phe 


Thr 








ICQ 








105 










110 




Gly 


Glu Lys Lys Gly 


Lys 


Pro 


Tyr 


He 


Gin 


Pro 


Lys 


Arg 


Glu He 


Pro 






115 








120 










125 






Ala 


Glu 


Glu 


Gin He 


Thr 


Leu 


Glu 


Pro 


Glu 


Leu 


Glu 


Glu 


Ala Leu 


Ala 




130 








135 










140 








His 


Ala Thr Asp Ala 


Glu 


Met 


Cys 


Asp 


He 


Ala 


Ala 


He 


Leu Asp 


Met 


145 








150 










155 








160 


Tyr 


Thr 


Leu 


Met Ser 


Asn 


Lys 


Gin 


Tyr Tyr Asp 


Ala 


Leu 


Cys Ser 


Gly 








165 










170 








175 




Glu 


He 


Cys 


Asn Thr 


Glu Gly 


He 


Ser 


Ser 


Val 


Val 


Gin 


Pro Asp 


Lys 








180 








185 










190 




Tyr 


Lys 


Pro 


Val Pro 


Asp 


Glu 


Pro 


Pro 


Asn 


Pro 


Thr 


Asn 


He Glu 


Glu 






195 








200 










205 






lie 


Leu 


Lys 


Arg Val 


Arg 


Ser 


Asn 


Asp 


Lys 


Glu 


Leu 


Glu 


Glu Val 


Asn 




210 








215 










220 








Leu 


Asn 


Asn 


He Gin 


Asp 


He 


Pro 


He 


Pro 


Met 


Leu 


Ser 


Glu Leu 


Cys 


225 








230 










235 








240 


Glu 


Ala 


Met 


Lys Ala 


Asn 


Thr 


Tyr 


Val 


Arg 


Ser 


Phe 


Ser 


Leu Val 


Ala 








245 










250 








255 




Thr 


Arg 


Ser 


Gly Asp 


Pro 


He 


Ala 


Asn 


Ala 


Val 


Ala Asp Met Leu 


Arg 








260 








265 










270 




Glu 


Asn Arg 


Ser Leu 


Gin 


Ser 


Leu 


Asn 


He 


Glu 


Ser 


Asn 


Phe He 


Ser 






275 








2B0 










285 






Ser 


Thr Gly Leu Met 


Ala 


Val 


Leu Lys Ala Val 


Arg Glu Asn Ala 


Thr 




290 








295 










300 








Leu 


Thr Glu Leu Arg 


Val Asp Asn Gin Arg Gin 


Trp Pro Gly Asp 


Ala 


305 








310 










315 








320 


Val 


Glu 


Met 


Glu Met 


Ala 


Thr 


Val 


Leu 


Glu 


Gin 


Cys 


Pro 


Ser He 


Val 








325 










330 








335 




Arg 


Phe Gly Tyr His 


Phe Thr Gin Gin Gly Pro 


Arg Ala Arg Ala 


Ala 








340 








345 










350 




Gin 


Ala Met Thr Arg 


Asn Asn Glu Leu Arg Arg 


Gin Gin Lys Lys 


Arg 






355 








360 










365 







<210> 5729 

<211> 381 

<212> DNA 

<213> Homo sapiens 

<400> 5729 

naaatttatt actacggatc acagcagcaa cgggcgggaa gggcggcgcc agactcattt 
. 60 
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gccccgcagg tagatcttgg gggtctgcca gccttcgggg gcttccttta gccccgcctt 
120 

cagccagatg cgcctcaggt ctttctcgaa cttgatctgc aagacgcaga gagagggacc 
180 

gccaagcaat tcgtggcaaa gaaacgtgtc ctcagcactt tgccctccca gggccaagca 
240 

gggggccact cacctgctCg cgtctcaggc gtccctcctg gaccttcctc cgcaggaacc 
300 

gcgtcttctt caccagcttc cggtacttgt ggtggttcat cttccgccgg cggatcttca 
360 

gcacgttttt gcactaaatt t 
381 

<210> 5730 

<211> 64 

<212> PRT 

<213> Homo sapiens 

<400> 5730 

Phe val Ala Lys Lys Arg Val Leu Ser Thr Leu Pro Ser Gin Gly Gin 

15 10 15 

Ala Gly Gly His Ser Pro Ala Cys Val Ser Gly Val Pro Pro Gly Pro 

20 25 30 

Ser Ser Ala Gly Thr Ala Ser Ser Ser Pro Ala Ser Gly Thr Cys Gly 

35 40 45 

Gly Ser Ser Ser Ala Gly Gly Ser Ser Ala Arg Phe Cys Thr Lys Phe 
50 55 60 



<210> 5731 

<211> 891 

<212> DNA 

<213> Homo sapiens 



<400> 5731 
ccggccgcgt 
60 

gcccagtacC 
120 

attttgtcag 
180 

aactctagaa 
240 

acagggccgc 
300 

cccctggcag 
360 

atgttgttct 
420 

aagatgaggg 
480 

cagttcatca 
540 

gctctgttct 
600 



ccaggctgcg 
tgctcttcct 
cacttgggaa 
gtctggatgt 
tgagtcactt 
ggctcaggag 
tcctcatcat 
ggggcttctg 
acatcaacCa 
ggtatgccta 



ggccgaagcc 
gcggctctac 
cttcctggcc 
cggtgggcct 
cttctacttc 
gcttctcctg 
gaactttctg 
gccggcgctg 
cgtccctctg 
cctggcctcc 



gggctcgggg 
ccggtgctca 
cagatgattg 
ccgagatatg 
ttcatggaac 
gaccgcctcg 
gaggggaaag 
aggatgaact 
aagtcccggg 
ttggggaagt 



cgctgccgcg 
ccaaggcggc 
agaagaagcg 
ccgtttacgg 
attggatccc 
tctttgcacc 
acgcctcagc 
ggcgggtgtg 
tgctcttcgc 
gacgaccgct 



gcgggcgctc 
caccagtggc 
gaaaaaagaa 
gttcttcttc 
tcctgaggtc 
ggccttcctc 
cttcgccgcc 
gacgccacta 
caacctggca 
gggagaacat 
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caggtgcact gtggacgtgg gtctgggggt ctcacccgcc cagcgagagc agaaccaatc 
660 

cagtcaggat gtcactgact ctaaatcagg tgattcaaga tgcccaaaaa tgatggatag 
720 

agaaacagaa atctctgaat gtcagaaccc tgtcttttaa aaaggcagtc actgccttca 
780 

ggtggtgctg ccccagaaac ttaaaattta gtcgaggcag tttcaattgt tactgtggac 
840 

cgaattagga tcacaataaa tgataatgca ggttcttcaa aaaaaaaaaa a 
891 

<210> 5732 

<2X1> 193 

<2I2> PRT 

<213> Homo sapiens 



<400> 5732 



Pro 


Ala 


Ala 


Ser 


Arg 


Leu 


Arg 


Ala 


Glu 


Ala 


Gly Leu 


Gly 


Ala 


Leu 


Pro 


1 








5 










10 










15 




Arg 


Arg 


Ala 


Leu 


Ala 


Gin 


Tyr 


Leu 


Leu 


Phe 


Leu Arg 


Leu 


Tyr 


Pro 


Val 








20 










25 










30 






Leu 


Thr 


Lys 


Ala 


Ala 


Thr 


Ser Gly 


He 


Leu 


Ser 


Ala 


Leu 


Gly 


Asn 


Phe 






35 










40 










45 








Leu 


Ala 
50 


Gin 


Met 


lie 


Glu 


Lys 
55 


Lys 


Arg 


Lys 


Lys 


Glu 
60 


Asn 


Ser 


Arg 


Ser 


Leu 


Asp 


Val 


Gly 


Gly Pro 


Leu 


Arg 


Tyr 


Ala 


Val 


Tyr 


Gly 


Phe 


Phe 


Phe 


65 










70 










75 










80 


Thr 


Gly 


Pro 


Leu 


Ser 
85 


His 


Phe 


Phe 


Tyr 


Phe 
90 


Phe 


Met 


Glu 


His 


Trp 
95 


He 


Pro 


Pro 


Glu 


Val 


Pro 


Leu 


Ala Gly Leu 


Arg 


Arg 


Leu 


Leu 


Leu 


Asp 


Arg 








100 










105 










110 






Leu 


Val 


Phe 
115 


Ala 


Pro 


Ala 


Phe 


Leu 
120 


Met 


Leu 


Phe 


Phe 


Leu 
125 


He 


Met 


Asn 


Phe 


Leu 
130 


Glu 


Gly 


Lys 


Asp 


Ala 
135 


Ser 


Ala 


Phe 


Ala 


Ala 
140 


Lys 


Met 


Arg 


Gly 


Gly 


Phe 


Trp 


Pro 


Ala 


Leu 


Arg 


Met 


Asn 


Trp 


Arg Val 


Trp 


Thr 


Pro 


Leu 


145 










150 










155 










160 


Gin 


Phe 


lie 


Asn 


lie 
165 


Asn 


Tyr 


Val 


Pro 


Leu 
170 


Lys 


Phe 


Arg 


Val 


Leu 
175 


Phe 


Ala 


Asn 


Leu 


Ala 
180 


Ala 


Leu 


Phe 


Trp 


Tyr 
185 


Ala 


Tyr 


Leu 


Ala 


Ser 
190 


Leu 


Gly 



Lys 

<210> 5733 

<211> 950 

<212> ONA 

<213> Homo sapiens 

<400> 5733 

nnccacgtcg tcattctccc cggggacggt gggagtggca cggccgccat cagcttcaca 
60 

ggggccttga aaattccagg cgtgatagag ttctcactgt gtctgctgtt tgccaagctg 
120 
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gtcagctata ctttcctctt ctggctgccc ctgtacatca cgaatgtgga tcaccttgat 
180 

gccaaaaagg cggggtgcac aggtagcccc gaccctctca ggcattccag ccacagaaca 

240 

tcaaagtgag cgagtactgc gctggctgtg gcttcagaga acctgtatgt gccacgtgga 
300 

aaaacaggac accagagccc accagacagt gccggccagc agagaagcag agagccagcg 
360 

ccacacaaca tcaagaaggc cgacaaccag gttggaaacc aagacggagc tcagacccac 
420 

cacatcgccc cagaggcttt tccagcaccc atgatgttcc ggactgacct aaaaactaat 
480 

tgtcgagaag ccaagggtga ggaggcagga agcacctccg gttggaggca cccaggcttg 
540 

ccagccacag agcgccccga agtcaccgtc atcccagccc ctggccCtcc tgccgcccCc 
600 

cggggccatg gcgctgcCgt tcagctcagg cacaggggca cagcagaggt ttgggaagcg 
660 

gtctccccac cggcactggg attggcgggt ccaagcccag caaccggctt cgctccacaa 
720 

cacacaccac acctgggact gtttttaata catagcaaca gactgggtta tttatttaag 
780 

atgtgtattg tgtcatatga agtttaagag acataaatgg cattttgtta tttattaaga 
840 

caaactccaa ttgttctctg gctgtttttt tcagttgtgt ctagcaaaat acttatctgc 
900 

cctttgaaat aaaacgtttt tgttCaaaaa atctcaaaaa aaaaaaaaaa 
950 

<210> 5734 
<211> 82 
<212> PRT 

<213> Homo sapiens 
<400> 5734 

Xaa His Val Val lie Leu Pro Gly Asp Gly Gly Ser Gly Thr Ala Ala 

15 10 15 

lie Ser Phe Thr Gly Ala Leu Lys He Pro Gly Val He Glu Phe Ser 

20 25 30 

Leu Cys Leu Leu Phe Ala Lys Leu Val Ser Tyr Thr Phe Leu Phe Trp 

35 40 45 

Leu Pro Leu Tyr He Thr Asn Val Asp His Leu Asp Ala Lys Lys Ala 

50 55 60 

Gly Cys Thr Gly Ser Pro Asp Pro Leu Arg His Ser Ser His Arg Thr 
65 70 75 80 

Ser Lys 



<210> 5735 
<211> 4241 
<212> DNA 

<213> Homo sapiens 
<400> 5735 
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ctagaattca gcggccgctg 
60 

aggcgagcga gcgggaagac 
120 

ccccttctcg ggagtgcgcc 
180 

aacaacaacg acatcaccca 
240 

gtgcgcgggg agcgttccta 

300 

acccaagaga ctatgagcag 
360 

aactacacaa aagtggaaca 
420 

ctcttccctg gctgcattag 
480 

tatattcaca attttaaact 
540 

attccagtgg agaagctagt 
600 

tttaagaaat tctatgatgc 
660 

caagggcaag atgcaattcc 
720 

aagtctcacc atgcaaactc 
780 

ccaggaCcca caccttctcg 
840 

tccaaatccg ataaagattt 
900 

ttaaaacttg cccctgaagg 
960 

gagatcgagc tactctgcca 
1020 

atggacatcc tgtatgcttc 
1080 

gagcaagccc acgaacagca 

1140 

cttgacactt ccattgtgtg 
1200 

caagctcaac agaaaccagt 
1260 

tgccagccac tgcgcttggt 
1320 

tggccaccta cccgagagat 
1380 

gagattggtt ctgctctttt 
1440 

cactgccacc acccctcttt 
1500 

ttatattggc atttttcaac 
1560 

tgtttgcaag tctaacctct 
1620 



aattctagcg agcaggcggc 
gcagccacct tcctcaccag 
aatgcctggg ccgacccaaa 
ggataataac gggaccatca 
cagttgggga atggcggcca 
acatgacatc attgcatggg 
gctttgttca ggagcggcct 
tttgaagaaa gtaaaatttc 
tctgcaagca tcatttaagc 
gaaaggacgt ttccaggaca 
taactacgat gggaaggagt 
tcctcctgac cctggtgaac 
ccccacagca ggtgcagcta 
accctcatca gccaaaaggg 
agaaacgcag gtcatacagc 
cgtggaaaag gaaagggatt 
agaacacggg caggaaaatg 
agaagaacac gagggccaca 
gcccccgcag caggaagagt 
tgggaacgtt Ccttctggag 
tgttcccaat ctgccgtCac 
tcccattttc tttgccaagg 
cgtagggtca caCacatcca 
cttcatttcc ttccagaaca 
ttatcctggt gtgaaacaat 
ccagtgtcac tagatgtcac 
gaacataaat ttggtcaaat 



aggcacggtc cgtgcggagc 
ccagcccaca gcggtttgtt 
ccccgtcccc aaatggcgag 
cccctttccg gaagcacaca 
atgtgtattc tacctcgata 
ttaatgacat agtatcttta 
attgccaatt catggacatg 
aagcaaagct ggaacaCgaa 
gaatgaacgt tgataaggta 
acctggattt tattcaatgg 
atgatcctgt agaggcacga 
agatcttcaa cctgccaaaa 
aatcaagtcc agcagctaaa 
cttcttccag tggctcagca 
ttaaCgaaca ggtacattca 
tctactttgg gaagttgaga 
atgacctcgt gcagagacta 
cagaagagcc ggaagcagag 
actgacccac cccggctgct 
aattggaaca tgtgtggccc 
catcaacgca ctgttgcata 
tgtattagcg gacggccctc 
acttcaccac ttggctgctt 
actctttccc accccaacac 
ggtaatttga tatatggtat 
acacatttgt ggtgctttga 
aattggaaca aagggaaaca 
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gatacttgac atgaaagcca taatgacggt 
1680 

atcttctccc tctactcaca atactaaagg 
1740 

ggcccagcag tgttcctcca tcagcacgtt 
1800 

aaagacattc actcaaggaa aacaccatct 
1860 

cccacgcagc ccatttccca ggttatgctc 
1920 

agccactccc cgagatgttg ccatcagttt 
1980 

cgggtcttcc tgcctcattc ctcttcctct 
2040 

tcactctagg ggacccctac taaagggtaa 
2100 

tctgcaccat gccacacact tgctgtaagg 
2160 

taattgcgag ggagaatcat ggttctgcag 
2220 

aaaaatctat gactcccaat atcttctaga 
2280 

ccctccttgt cattgacctt agctaaacca 
2340 

gaattaaaag catCccttac tttttaacta 
2400 

agtctttgcc tctttttttt ctttattttt 
2460 

ctggatcatt catttcacct tggtttctaa 
2520 

ttagcaggtg caacaaaaac aagaaacaaa 
2580 

aagcttaaaa caaatttctg aattatgtat 
2640 

atgaaatatg aattctaaac tctagcattg 
2700 

ataaatcttt tgcagcaaag tgatatttat 
2760 

ttcagattat tacaacacac tgtgcagaat 
2820 

ctttcttctc tctcctgctc actctgcatt 
2880 

cagcctggct ctcggcagtg acgtcctccc 
2940 

tatacccagc atcatgccca acagcgtgtt 
3000 

tctttaaaaa caaaaaatag ctcttgtaaa 
3060 

gcagtggttc ctaggccatt cttcatctgc 
3120 

gtggatcatg accaaactcc tgtcatgtgg 
3180 

atcctgccct ctccagcaac cccttactgc 
3240 



gacttgtgtc gtgggggaaa acataaggtc 
gaaaaaacgg attcaaagct aggatttcag 
agacaactac acagtatgtt gttagttctg 
caaccttgcc cgctcaccat gtcccttgcc 
ttttctttct cagggtcctc tttggtgggc 
tctgcagtcc aaagagggta tggttaggta 
ttgtgtaggc ttcagccaca aaaccgtcat 
cttcaggtgt gcagccctga gctccaaggc 
ctagaagtga agaccttatc aataggagca 
tctggtgtag acactggaat aacagcacag 
ataaagaatt ttccctcttt aacacaaggg 
tggcaattca taaatagagg aaacattaac 
atatttgtac attttcttag tctctttcca 
attttttcct ttgacagatg gtatcccttc 
ctttaggttt actttcactt gttatttgac 
tgtgcccacc ccactccccg cttaactgaa 
cctgaagctc tgaaatttct ttattaatcg 
aagcttttca ccaaaagaag tctctccaaa 
tgagttatgt ggaaaagatg gcttgtattt 
tagacagatg ttccgtggtg tttggtttcc 
atagcagcag cttatttctc taaggctgga 
acacctggtc acaagtagta gtggctgtgc 
gcccttctga gcctgttgta ctcactgatc 
aggtcacaat aactctatgc acctgatact 
tctggacatc tcagtcatac ccaatgctca 
atgcacgtga gtgggtagca gggagtcagg 
tgtataactt gcataagcct ccctggtgac 
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tcttgcagga 
3300 

ggccagatct 
3360 

ctgaaggctt 
3420 

gtcccatctt 
3480 

gaatctttaa 
3540 

tcccccctca 
3600 

aacagtttcc 
3660 

gtgcgtgctc 

3720 

gcccgctgtc 
3780 

c^gggggcaa 

3840 

aagaaagaaa 
3900 

ttcccttccc 
3960 

ttttactaaa 
4020 

gtaaacaCat 
4060 

tcttattcag 
4140 

gttttttgtc 
4200 

aaaaaaaaaa 
4241 



accactccat 
cttagcctgc 
ggggcagacc 
aaacgtcttc 
cagctgaatt 
tttcccatgg 
ttagcggccc 
cacttctccc 
ggctggttat 
agagaaagcc 
aacacccgtt 
tggtgagtat 
taggacacca 
gtattgttaa 
atgtatcaca 
tctgaatatg 
gtatatgtta 



tgccctccag 
aaagagaact 
attcgtttat 
tgttgtgctg 
tgagtcagtc 
atggtgggac 
ctggtcacat 
tctcaggaag 
agcacttcca 
catatttgtt 
gacctgagag 
ttccattatt 
taaagctttt 
ctataaatat 
ttcattttac 
tgaataactt 
aaaaaaaaaa 



ctccccagcc 
ttccccagtc 
ttagagaaga 
caccccagat 
ctcctaggct 
cccattattc 
gtcatcgggc 
cccagtttca 
ctgctactgt 
ccaagcagaa 
aagtaaattc 
ccgttaaggt 
gttataCatt 
agataagtaa 
attacccacc 
gacttgcatt 
aaaaaaaaaa 



ttctcagtta 
accatagacc 
gctacacatt 
ggtgtctcag 
gcacctccag 
tctcatctcg 
tgggcaggaa 
tccttagtac 
cagataggaa 
aagcaggaaa 
cagaagggaa 
ttaatatgca 
aaatgtaaac 
tgacataata 
tattgtcgca 
gatcttttCa 
a 



taaacatgct 
actctcctCc 
cttccttctg 
atgctctggg 
cctctgcaga 
gcattcaggg 
gcgtccctgg 
cccccctcgt 
gtgatcgaag 
aaaaaaaaaa 
ccaagaaccc 
titcagattac 
tgaaaggaat 
gatgaaaaag 
tggtagaaca 
catatctaat 



<210> 5736 
<:211> 327 
<212> PRT 

<213> Homo sapiens 
<400> 5736 

Met Pro Gly Pro Thr Gin Thr Leu Ser Pro Asn Gly Glu Asn Asn Asn 

15 10 15 

Asp He He Gin Asp Asn Asn Gly Thr He He Pro Phe Arg Lys His 

20 25 30 

Thr Val Arg Gly Glu Arg Ser Tyr Ser Trp Gly Met Ala Val Asn Val 

35 40 45 

Tyr Ser Thr Ser He Thr Gin Glu Thr Met Ser Ar^ His Asp He He 

50 55 60 

Ala Trp Val Asn Asp He Val Ser Leu Asn Tyr Thr Lys Val Glu Gin 
65 70 75 80 

Leu Cys Ser Gly Ala Ala Tyr Cys Gin Phe Met Asp Met Leu Phe Pro 

85 90 95 

Gly Cys He Ser Leu Lys Lys Val. Lys Phe Gin Ala Lys Leu Glu His 
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100 










105 




110 




Glu Tyr lie His 


Asn 


Phe 


Lys 


Leu 


Leu 


Gin 


Ala Ser Phe Lys Arg 


Met 


115 








120 






125 




Asn Val Asp Lys 


Val 


He 


Pro 


Val 


Glu 


Lys 


Leu Val Lys Gly Arg 


Phe 


130 






135 








140 




Gin Asp Asn Leu 


Asp 


Phe 


He 


Gin 


Trp 


Phe 


Lys Lys Phe Tyr Asp Ala 


145 




150 










155 


160 


Asn Tyr Asp Gly 

• 


Lys Glu Tyr 


Asp 


Pro 


val 


Glu Ala Arg Gin Gly Gin 


165 










170 


175 




Asp Ala lie Pro 


Pro 


Pro 


Asp 


Pro 


Gly 


Glu 


Gin He Phe Asn Leu 


Pro 


180 










1S5 




190 




Lys Lys Ser Kis 


His 


Ala 


Asn 


Ser 


Pro 


Thr 


Ala Gly Ala Ala Lys 


Ser 


195 








200 






205 




Ser Pro Ala Ala 


Lys 


Pro Gly 


Ser 


Thr 


Pro 


Ser Arg Pro Ser Ser 


Ala 


210 






215 








220 




Lys Arg Ala Ser 


Ser 


Ser 


Gly 


Ser 


Ala 


Ser 


Lys Ser Asp Lys Asp 


Leu 


225 




230 










235 


240 


Glu Thr Gin Val 


He 
245 


Gin 


Leu 


Asn 


Glu 


Gin 
250 


Val His Ser Leu Lys 

255 


Leu 


Ala Leu Glu Gly 


Val 


Glu 


Lys 


Glu 


Arg 


Asp 


Phe Tyr Phe Gly Lys 


Leu 


260 










265 




270 




Arg Glu lie Glu 


Leu 


Leu 


Cys 


Gin 


Glu 


His 


Gly Gin Glu Asn Asp Asp 


275 








280 






285 




Leu Val Gin Arg 


Leu 


Met 


Asp 


He 


Leu 


Tyr 


Ala Ser Glu Glu His 


Glu 


290 






295 








300 




Gly His Thr Glu 


Glu 


Pro 


Glu 


Ala 


Glu 


Glu 


Gin Ala His Glu Gin 


Gin 


305 




310 










315 


320 


Pro Pro Gin Gin 


Glu 
325 


Glu 


Tyr 













<210> 5737 

<211> 340 

<212> DNA 

<213> Homo sapiens 

<400> 5737 

ncaccccccc tggatgtggc tcttcggata tgcctttccc acggagccca gagacaaatg 
60 

tgcgtggccc tgggacagct ggaccggcct ccagacctcg cccatgacgg gaggagtctg 
120 

tggctgaaca tcaggggcaa ggaggcggct gcccaatcca tgttccatgt ctfccacgcca 
180 

ctgccagtga tgaccggtgg tttcctgatg tacctgagag ggcagctgga gcctcagtgg 
240 

aagatgttgc agtgccatcc tcacctggtg gcttgaaatc ggccaaggtg ggagcattta 
300 

caccgcagaa atgacaccgc acgccagcgc cccgcggccg 
340 

<210> 5738 

<211> 99 

<212> PRT 

<213> Homo sapiens 
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<400> 5738 

Met Leu Pro Pro Trp Pro He Ser Ser His Gin Val Arg Met Ala Leu 

15 10 15 

Gin His Leu Pro Leu Arg Leu Gin Leu Pro Ser Gin Val His Gin Glu 

20 25 30 

Thr Thr Gly His His Trp Gin Trp Arg Gly Asp Met Glu His Gly Leu 

35 40 45 

Gly Ser Arg Leu Leu Ala Pro Asp Val Gin Pro Gin Thr Pro Pro Val 

50 55 60 

Met Gly Glu val Trp Arg Pro Val Gin Leu Ser Gin Gly His Ala His 
65 70 75 80 

Leu Ser Leu Gly Ser Val Gly Lys Ala Tyr Pro Lys Ser His He Gin 

85 90 95 

Gly Gly Xaa 



<210> 5739 

<211> 780 

<212> DNA 

<213> Homo sapiens 

<400> 5739 

actttcataa ttgtaacatt gaaatcttta atctggaata tgtactggca taaagagtga 
60 

ggcacataca tggctttact attttccaga gggccaactg cttttactga ataatccatt 
120 

ttactcgtta attggaaaca cctctagcct gtactaaatt tccatattta tttggcccgt 
180 

ttcaaagtcc tctattctct gctcatctgt ccacatctaa gtgctttaac tattgtggct 
240 

ttataaaata ttccaatatc ccataggacc ttatccttag tacttcctat tttaaagttt 
300 

tccttgcaga caggtacttt aaataccatc tcacagcacc catcatgtcc tatcttcagg 
360 

aaataaaatc tctgggtatt tccaagggaa gtgaaggact gacaccatga ttagaaagca 
420 

gagccagcac catggcccgt ccctgagcat gtccagcaaa ccctgccagg ctctgcagct 
480 

cctgagcacc ctgccttcgg gtctgccagt gtgtgggggc cagaagagaa aaacaaccca 
540 

gggggaatgc ctccttcccc cagcaggaaa gcagcttggt catcatctgt ctgaaagcag 
600 

gtgctgcagc agctggcaac aaagccactc tgaaaggagc tgtgtgcact gcctgtctgg 
660 

aaggccatgc cagagtccat cgttgcctcc accctacctg tgcaggaaac ctggacatca 
720 

ccacttcaag gccctacctt cctttctggg cagagcccaa ccacaataaa caggacgcgt 
760 

<210> 5740 

<211> 120 

<212> PRT 

<213> Homo sapiens 
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<400> 5740 



Met 


He 


Arg 


Lys 


Gin Ser Gin His 


His 


Gly 


Pro 


Ser 


Leu 


Ser Met 


Ser 


I 








5 




10 








15 




Ser 


Lys 


Pro 


Cys 


Gin Ala Leu Gin 


Leu 


Leu 


Ser 


Thr 


Leu 


Pro Ser 


Gly 








20 




25 










30 




Leu 


Pro 


Val 


Cys 


Gly Gly Gin Lys 


Arg 


Lys 


Thr 


Thr 


Gin 


Gly Glu 


Cys 






35 




40 










45 






Leu 


Leu 


Pro 


Pro 


Ala Gly Lys Gin 


Leu 


Gly 


His 


His 


Leu 


Ser Glu 


Ser 




50 






55 








60 








Arg Cys 


Cys 


Ser 


Ser Trp Gin Gin 


Ser 


His 


Ser 


Glu 


Arg 


Ser Cys 


Val 


65 








70 






75 








80 


His 


Cys 


Leu 


Ser 


Gly Arg Pro Cys 


Gin 


Ser 


Pro 


Ser 


Leu 


Pro Pro 


Pro 










85 




90 








95 




Tyr 


Leu 


Cys 


Arg 


Lys Pro Gly His 


His 


His 


Phe 


Lys 


Ala 


Leu Pro 


Ser 








100 




105 










110 




Phe 


Leu 


Gly 


Arg 


Ala Gin Pro Gin 

















115 120 



<210> 5741 
<211> 2444 
<212> DNA 

<213> Homo sapiens 
<400> 5741 

ggcggctgct gctccgggcc tgggcacagc aagcggcgac gtcaagctcc cggggttggc 

60 

gcggttggcg ggggcagtcc cgagcgtgag gaggtcggcg caggctacaa cagtgaggac 
120 

gagtatgagg cggctgcagc acgcatcgag gctatggacc ctgccactgt cgagcagcag 
180 

gagcattggt ttgaaaaggc cctacgagac aagaagggct tcatcatcaa gcagatgaag 
240 

gaggatggcg cctgtctctt ccgggctgta gctgaccagg tgtatggaga ccaggacatg 
300 

catgaggttg tgcgaaagca ttgcatggac tatctgatga agaatgccga ctacttctcc 
360 

aactatgtca cagaggactt taccacctac attaacagga agcggaaaaa caattgccat 
420 

ggcaaccaca ttgagatgca ggccatggca gagatgtaca accgtcctgt ggaggtgtac 
480 

cagtacagca cagaacccat caacacattc catgggatac atcaaaacga ggacgaaccc 
540 

attcgtgtta gctaccatcg gaatatccac tataattcag tggtgaatcc taacaaggcc 
600 

accattggtg tggggctggg cctgccatca ttcaaaccag ggtttgcaga gcagtctctg 
660 

atgaagaatg ccataaaaac atcggaggag tcatggattg aacagcagat gctagaagac 
720 

aagaaacggg ccacagactg ggaggccaca aatgaagcca tcgaggagca ggtggctcgg 
780 

gaatcctacc tgcagtggtt gcgggatcag gagaaacagg ctcgccaggt ccgaggcccc 
840 

agccagcccc ggaaagccag cgccacatgc agttcggcca cagcagcagc ctccagtggc 
900 
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cCggaggagt ggactagccg gtccccgcgg 

960 

cctgagctgc atgctgaatt gggcatgaag 
1020 

gccaaacctc cttcgccctg tgcgccaggt 
1080 

cgggcaactt cqccccttgt gtccctctac 
1140 

cagatgtccG cctctgcctt tggtctgaat 
1200 

gtgctggcag tgtcccaaca ggaataccta 
1260 

gacccgcccc cagacaagag ttgatggaga 
1320 

agtactcctg ctctccggtg ccacctcacc 
1380 

tgttctttcc gctctcccct cttttccctc 
1440 

tgcactctct ctcattgccg ctgccactat 
1500 

gttgcccccc accccatccc gcacagaacc 
1560 

gggtgccgaa gatagacaag aggcacacag 
1620 

agaggagaga gacattcaga cagaggaaag 
1660 

gaaaaacttg ccgccacccc ccgacactga 
1740 

atttccctcc ccagtacccc caagaacgtc 
1800 

taaaactact tttatcttat aaaatcaact 
1B60 

ctctgtgaag gtggcatctt tctgggcagg 
1920 

gatatgggtt gctgtcttct ggcctccagc 
1980 

tgcactgggc aagggcaggg cggcaggtgt 
2040 

ttgctgcatt ccttttgctt ccaccaccac 
2100 

atctttgggg attatggctg ccacccggga 
2160 

ggcagatggg gcacccgtgc cctgcaggtg 
2220 

ggcacaataa aaccaaatgt cagtttccct 
2280 

tgggcgggcc tctgggcaga ggatgcaatg 
2340 

gaatgctctic cagcagggtc tgtctggggg 
2400 

caaacctcct Cctggaccta ttgccacCgg 
2444 

<210> 5742 



cagcggagtc cagcctcgtc acctgagcac 
cccccttccc caggcactgt cctagctctt 
acaagcagtc agttctcggc aggggccgac 
cctgctttgg agtgccgggc cctcattcag 
gactgggatg atgatgagat cctagcttcg 
gacagtatga agaaaaacaa agtgcacaga 
cccagggatt ggacaccatc tcccaacccc 
ttctttggct tcttccctct tgcctccttc 
ctcctcactt ccctctggct agcccacccc 
cacctgtcCc tccgccagcc gatgtgccct 
atccctgcat tccacagggg actcgggcaa 
agacagacca accggcagcc aggcagcccc 
tctccctgcc cctcattcct tccaagatga 
tgccagggag gtgggaggaa gaagtgggaa 
tgagccttca atgttgaatt ttttctttac 
aatcaaaaat gacatagacg acagcactgg 
caggccatgg ggcatggagg agggtgcaaa 
tgcatggagg ccggcccagg gtctagggtg 
caggccggct tggacaatga aaccctgacc 
tagcttcttt ggaatcttgg ggtgggggtc 
tttgagtgta gggagtgtgg gagcagcctt 
ttgacaagat ccgccatctg taatgtcctt 
gagcgactct gttctgtgtg gggcaggggt 
gcacggacct tggcttgacc tcagaggtgt 
cctggagttt gtatttgatt tgctgcttat 
aaaaaaaaaa aaaa 
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<211> 427 
<212> PRT 

<213> Homo sapiens 



<400> 5742 



Gly Gly 


Cys 


Cys 


Ser Gly Pro Gly His 


Ser Lys Arg Arg Arg Gin Ala 


X 






5 






10 


IS 


Pro Gly 


val 


Gly 


Ala Val Gly Gly Gly 


Ser Pro Glu Arg Glu Glu Val 






20 






25 




30 


Gly Ala 


Gly 


Tyr 


Asn Ser Glu Asp Glu 


Tyr Glu Ala Ala Ala Ala Arg 




35 






40 






45 


lie Glu 


Ala 


Met 


Asp Pro Ala 


Thr 


Val 


Glu Gin Gin 


Glu His Trp Phe 


SO 






55 






60 




Glu Lys 


Ala 


Leu 


Arg Asp Lys Lys Gly 


Phe He He 


Lys Gin Met Lys 


65 






70 






75 


80 


Glu Asp 


Gly 


Ala 


Cys Leu Phe Arg Ala 


Val Ala Asp 


Gin Val Tyr Gly 








85 






90 


95 


Asp Gin 


Asp 


Met 


His Glu Val 


Val 


Arg 


Lys His Cys 


Met Asp Tyr Leu 






100 






105 




110 


Met Lys 


Asn 


Ala 


Asp Tyr Phe 


Ser 


Asn 


Tyr Val Thr Glu Asp Phe Thr 




115 

4B> itm *m 






120 






125 


Thr Tyr 


He 


Asn 


Arg Lys Arg 


Lys 


Asn 


Asn Cys His Gly Asn His He 


130 

A V V 






135 






140 




Glu Met 


Gin 


Ala 


Met Ala Glu 


Met 


Tyr 


Asn Arg Pro 


Val Glu Val Tyr 


145 






150 






155 


160 


Gin Tyr 


Ser 


Thr 


Glu Pro He 


Asn 


Thr 


Phe His Gly 


He His Gin Asn 






165 






170 


175 


Glu Asp 


Glu 


Pro 


He Arg Val 


Ser 


Tyr 


His Arg Asn 


He His Tyr Asn 






180 






185 




190 


Ser Val 


Val 


Asn 


Pro Asn Lys 


Ala 


Thr 


He Gly Val 


Gly Leu Gly Leu 




195 






200 






205 


Pro Ser 


Phe 


Lys 

• 


Pro Gly Phe 


Ala 


Glu 


Gin Ser Leu 


Met Lys Asn Ala 


210 






215 






220 




lie Lys 


Thr 


Ser 


Glu Glu Ser 


Trp 


He 


Glu Gin Gin 


Met Leu Glu Asp 


225 






230 






235 


240 


Lys Lys 

• • 


Arg 


Ala 


Thr Asp Trp 


Glu 


Ala 


Thr Asn Glu 


Ala He Glu Glu 








245 






250 


255 


Gin val 


Ala 


Arg 


Glu Ser Tyr 


Leu 


Gin 


Trp Leu Arg 


Asp Gin Glu Lys 






260 






265 




270 


Gin Ala 


Arg 


Gin 


Val Arg Gly Pro Ser 


Gin Pro Arg 


Lys Ala Ser Ala 




275 






280 






285 


Thr Cys 


Ser 


Ser 


Ala Thr Ala 


Ala 


Ala 


Ser Ser Gly Leu Glu Glu Trp 


290 






295 






300 




Thr Ser 


Arg 


Ser 


Pro Arg Gin Arg 


Ser 


Ser Ala Ser 


Ser Pro Glu His 


305 






310 






315 


320 


Pro Glu 


Leu 


His 


Ala Glu Leu Gly Met 


Lys Pro Pro 


Ser Pro Gly Thr 








325 






330 


335 


Val Leu 


Ala 


Leu 


Ala Lys Pro 


Pro 


Ser 


Pro Cys Ala 


Pro Gly Thr Ser 






340 






345 




350 


Ser Gin 


Phe 


Ser 


Ala Gly Ala Asp Arg 


Ala Thr Ser 


Pro Leu Val Ser 




355 






360 






365 


Leu Tyr 


Pro 


Ala 


Leu Glu Cys 


Arg 


Ala 


Leu He Gin 


Gin Met Ser Pro 


370 






375 






380 




Ser Ala 


Phe 


Gly 


Leu Asn Asp 


Trp Asp 


Asp Asp Glu 


He Leu Ala Ser 
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385 390 
Val Leu Ala Val Ser Gin Gin Glu 

405 

Lys Val His Arg Asp Pro Pro Pro 
420 



395 400 
Tyr Leu Asp Ser Met Lys Lys Asn 

410 415 
Asp Lys Ser 
425 



<210> 5743 

<211> 550 

<212> DNA 

<213> Homo .sapiens 



<400> 5743 

nngcgccaga ctcatttgcc ccgcaggtag 
60 

ttcctttagc cccgccttca gccagacgcg 
120 

gcgtctcagg cgtccctcct ggaccttccc 
180 

gcggtggagc cacatgtcct gcggtcccgg 
240 

tgagccagct ctccaggggg ccgacggaca 

300 

ccagctgggc ccccttgcga gggagagagg 
360 

tgtaaagggg cccgcagacc cggctgccca 
420 

ccgaaaggtc ccagaacggg gaggccggcc 
460 

cgttgcctgg cgcccnngga ccctctcggc 
540 

ggcgccctca 
550 

<210> 5744 

<211> 95 

<212> PRT 

<213> Homo sapiens 



atcttggggg tctgccagcc cttcgggggc 
cctcaggtct ttctcgaact tgatctgctc 
ctatctggct gggcggacac tggtaggaCt 
tatccagtct gggcaggaag cagcgggccg 
tcttcctggg gaccagcatc tcctccagct 
ccgccctacc tgggccggcc ggcgatgtgc 
actccagaga cgggccaagg cgggcggccg 
ccctccccgg gttcaccccc gcgcgaatcg 
tggaccccgg gcccgcctgc cgcagcgccc 



<400> 5744 
Arg Thr Ser Ser 
1 

Pro Cys Glu Gly 
20 

Cys Lys Gly Ala 
35 

Gly Gly Arg Pro 
50 

Pro Gly Ser Pro 
65 

Leu Gly Trp Thr 



Trp Gly Pro Ala 
5 

Glu Arg Pro Pro 

Arg Arg Pro Gly 
40 

Pro Lys Gly Pro 
55 

Pro Arg Glu Ser 
70 

Pro Gly Pro Pro 
85 



Ser Pro Pro Ala 
10 

Tyr Leu Gly Arg 
25 

Cys Pro Thr Pro 

Arg Thr Gly Arg 

60 

Arg Cys Leu Ala 
75 

Ala Ala Ala Pro 
90 



Pro Ala Gly Pro 
15 

Pro Ala Met Cys 
30 

Glu Thr Gly Gin 
45 

Pro Ala Pro Ser 

Pro Xaa Asp Pro 
80 

Gly Ala Leu 
95 



<210> 5745 
<211> 849 
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<212> DNA 

<213> Homo sapiens 

<400> 5745 

aaagtttttt tttttttctg cttcaggcac acggggaacc acgcgtttta atcaacgtat 
60 

cgataaaaaa caccagggca cggacactcc aggggaaatg cttattgagt aaagtatccg 
120 

aggaagtgat: gcagggcagg taaacagctg gtgctcagca gcgagaggac gcgtcactct 
180 

gccgttctgc agggtgacgc cctccccgta cctcgctgag agccacctgc agacacagca 
240 

ggccacagca gaatgcacag gtcactgttg taggggaaca aaticgtaatg cccagagaaa 
300 

acctgatagt gaaatgtaaa cagacaggac agggtggttc caggtggcca ccaccgccag 
360 

gcccttcccg tgattgatct gagagcttca cagccggcgg cactgggacc catttccaga 

420 

aacactggaa caccaggtct ctcagatgcc cgcgggaggg gccccaggga ggcctttctc 
480 

agcatcagct tttgggtgac aaaccccata cagcaaaact gtacaaatac acacaacgga 
540 

cccccagctg acagtgagac caggacccta ggaaggtcag gtggtggtga agtcatcccc 
600 

tctccaaccg agcagagcct ggggttgggc Cctgatgacc tcccgggcaa agtgtccagg 
660 

tggaggaagc aaactcccaa atggggcaca aaggtaataa aaagcagcCg agagattgcg 
720 

ggatggggtc ggggccactt ggccgacacc ttctgcctcg cctggccggg ccgggccagc 
780 

ctctcgccac aggatggagg gtgactgtgc accctgctcc atgtacagga cgggttgagg 

840 

gtcccatgg 
849 

<210> 5746 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 5746 



Met Thr 


Ser 


Pro 


Pro 


Pro 


Asp 


Leu 


Pro 


Arg 


Val 


Leu 


Val 


Ser 


Leu 


Ser 


1 






5 










10 










IS 




Ala Gly 


Gly 


Pro 


Leu 


Cys 


Val 


Phe 


Val 


Gin 


Phe Cys 


Cys 


Met 


Gly 


Phe 






20 










25 










30 






Val Thr 


Gin 


Lys 


Leu 


Net 


Leu 


Arg 


Lys 


Ala 


Ser 


Leu 


Gly 


Pro 


Leu 


Pro 




35 










40 










45 








Arg Ala 


Ser 


GlU 


Arg 


Pro 


Gly 


Val 


Pro 


Val 


Phe 


Leu 


Glu 


Met 


Gly 


Pro 


50 










55 










60 










Ser Ala 


Ala 


Gly 


Cys 


Glu 


Ala 


Leu 


Arg 


Ser 


He 


Thr 


Gly 


Arg 


Ala 


Trp 


65 








70 










75 










80 


Arg Trp 


Trp 


Pro 


Pro 


Gly 


Thr 


Thr 


Leu 


Ser 


Cys 


Leu 


Phe 


Thr 


Phe 


His 








85 










90 










95 




Tyr Gin 


Val 


Phe 


Ser 


Gly 


His 


Tyr 


Asp 


Leu 


Phe 


Pro 


Tyr 


Asn 


Ser 


Asp 
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100 105 110 

Leu Cys lie Leu Leu Trp Pro Ala Val Ser Ala Gly Gly Ser Gin Arg 

115 120 125 

Gly Thr Gly Arg Ala Ser Pro Cys Arg Thr Ala Glu 
130 135 140 

<210> 5747 
<211> 1999 
<212> DNA 

<213> Homo sapiens 
<400> 5747 

nccatggccc agtccggcgg ggaggctcgg cccgggccca agacggcggt gcagatccgc 
60 

gtcgccatcc aggaggccga ggacgtggac gagttggagg acgaggagga gggggcggag 

120 

actcggggcg ccggggaccc ggcccggtac ctcagccccg gctggggcag cgcgagcgag 
180 

gaggagccga gccgcgggca cagtggcacc actgcaagtg gaggtgagaa cgagcgtgag 
240 

gacctggagc aggagCggaa gcccccggat gaggagttga tcaagaaacC ggtggatcag 
300 

atcgaattct acttttctga tgaaaacctg gagaaggacg cctttttgct aaaacacgtg 
360 

aggaggaaca agctgggata tgtgagcgtt aagctactca catcctccaa aaaggtgaaa 
420 

catcttacac gggactggag aaccacagca catgctttga agtattcagt ggtccttgag 
480 

ttgaatgagg accaccggaa ggtgaggagg accacccccg tcccactgtt ccccaacgag 
540 

aacctcccca gcaagatgct cctggtctat gatctctact tgtctcctaa gctgtgggct 
600 

ctggccaccc cccagaagaa tggaagggtg caagagaagg tgatggaaca cctgctcaag 
660 

cctttcggga cttttggagt catctcatca gtgcggatcc tcaaacctgg gagagagctg 
720 

ccccctgaca tccggaggat cagcagccgc tacagccaag tggggaccca ggagtgtgcc 
780 

atcgtggagt tcgaggaggt ggaagcagcc atcaaagccc atgagttcat gatcacagaa 
640 

tcccagggca aagagaacat gaaagctgtc ccgattggta tgaagccacc caaaaagaaa 
900 

cctgccaaag acaaaaatca tgacgaggag cccactgcga gcatccacct gaacaagtcc 
960 

ctgaacaaga gagtcgagga gcttcagtac atgggtgatg agtcttctgc caacagctcc 
1020 

tctgaccccg agagcaaccc cacatcccct atggcgggcc gacggcacgc ggccaccaac 
1080 

aagctcagcc cgtctggcca ccagaatctc tttctgagtc caaatgcctc cccgtgcaca 
1140 

agtccttgga gcagcccctt ggcccaacgc aaaggcgctt ccagaaagtc cccactggcg 
1200 

gaggaaggta gactgaactg cagcaccagc cctgagatct tccgcaagtg tatggattat 
1260 
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tcctctgaca 
1320 

gagatgggga 
1380 

actgcagatg 
1440 

ggatttcatg 
1500 

agctccactg 
1560 

ggaattcgtt 
1620 

taatatacat 
1680 

tcttcccagc 
1740 

agggctgtag 
1800 

cttctttggt 
1860 

ggcttcctga 
1920 

tggtgtcttg 
1980 

aaaaaaaaaa 
1999 



gcagcgtcac 
cccaggagaa 
ggctacccgt 
gccatgagag 
aaaaccacct 
cccctttgag 
aaatcggtac 
atggccacta 
gacggaggtt 
atggaatttt 
gagttcagga 
taggaccaaa 
aaaaaaaaa 



tccctctggc 
aagccccggt 
a9999t:gctg 
gagcagggcc 
tcgttttcaa 
agacttttta 
gccatggttt 
ttttgatgat 
ccctggggga 
tccctccagt 
aagttctctt 
tcgatgttac 



agcccctggg 
acgagtcccc 
aggttgccca 
tgtgtataaa 
ggttctgaca 
ttcatgtaga 
gaagaccacc 
ggctgatgtg 
agtctgt:tct 
gactgagctg 
gtgcaacagc 
ctgtcaagta 



tccggaggcg 
tgctctcccg 
ggggtcctga 
tacctCctat 
aacacctggc 
cctcttaatt 
ttctagttca 
tgtgagtgtg 
ttggtatgga 
tcctcgatag 
aagtagctaa 
aataaataaC 



tcgccaagcc 
gaagatgcag 
caacaccaga 
ttttaataca 
atgacagaat 
tatctatctg 
ggactcctgt 
atggccctga 
atccttctct 
gccatgcaag 
gcctatagca 
aaaacaccca 



<210> 5748 
<211> 492 
<212> PRT 

<213> Homo sapiens 



<400> 5748 

Xaa Met Ala Gin 
1 

Val Gin lie Arg 
20 

Glu Asp Glu Glu 
35 

Arg Tyr Leu Ser 
SO 

Arg Gly His Ser 
65 

Asp Leu Glu Gin 

Leu Val Asp Gin 
100 

Asp Ala Phe Leu 
115 

Ser Val Lys Leu 
130 

Asp Trp Arg Thr 
145 

Leu Asn Glu Asp 



Ser Gly Gly Glu 
5 

Val Ala lie Gin 

Glu Gly Ala Glu 
40 

Pro Gly Trp Gly 
55 

Gly Thr Thr Ala 
70 

Glu Trp Lys Pro 
65 

He Glu Phe Tyr 

Leu Lys His Val 
120 

Leu Thr Ser Phe 
135 

Thr Ala His Ala 
150 

His Arg Lys Val 



Ala Arg Pro Gly 

10 

Glu Ala Glu Asp 
25 

Thr Arg Gly Ala 

Ser Ala Ser Olu 

60 

Ser Gly Gly Glu 
75 

Pro Asp Glu Glu 
90 

Phe Ser Asp Glu 
105 

Arg Arg Asn Lys 

Lys Lys Val Lys 

140 

Leu Lys Tyr Ser 
155 

Arg Arg Thr Thr 



Pro Lys Thr Ala 
15 

Val Asp Glu Leu 
30 

Gly Asp Pro Ala 
45 

Glu Glu Pro Ser 

Asn Glu Arg Glu 
80 

Leu He Lys Lys 
95 

Asn Leu Glu Lys 
110 

Leu Gly Tyr Val 
125 

His Leu Thr Arg 

Val Val Leu Glu 
160 

Pro Val Pro Leu 
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165 










170 










175 




Phe Pro 


Asn 


Glu 


Asn 


Leu Pro Ser l^ys Met 


Leu 


Leu 


Val 


Tyr 


Asp 


Leu 






leo 










185 










190 






Tyr Leu 


Ser 


Pro 


Lys 


Leu Trp Ala Leu 


Ala 


Thr 


Pro 


Gin 


Lys 


Asn 


Gly 




195 










200 










205 








Arg Val 


Gin 


Glu 


Lys 


Val 


Met 


Glu 


His 


Leu 


Leu 


Lys 


Leu 


Phe 


Gly 


Thr 


210 










215 










220 










Phe Gly 


Val 


He 


Ser 


Ser 


Val 


Arg 


He 


Leu 


Lys 


Pro 


Gly 


Arg 


Glu 


Leu 


225 








230 










235 










240 


Pro Pro 


Asp 


He 


Arg 


Arg 


He 


Ser 


Ser 


Arg 


Tyr 


Ser 


Gin 


Val 


Gly 


Thr 








245 










250 










255 




Gin Glu 


Cys 


Ala 


He 


Val 


Glu 


Phe 


Glu 


Glu 


Val 


Glu 


Ala 


Ala 


He 


Lys 






260 










265 










270 






Ala Ki8 


Glu 


Phe 


Met 


He 


Thr 


Glu 


Ser 


Gin 


Gly 


Lys 


Glu 


Asn 


Met 


Lys 




275 










280 










285 








Ala Val 


Leu 


He 


Gly 


Met 


Lys 


Pro 


Pro 


Lys 


Lys 


Lys 


Pro 


Ala 


Lys 


Asp 


290 










295 










300 










Lys Asn 


His Asp 


Glu 


Glu 


Pro 


Thr 


Ala 


Ser 


He 


His 


Leu 


Asn 


Lys 


Ser 


305 








310 










315 










320 


Leu Asn 


Lys 


Arg 


Val 


Glu 


Glu 


Leu 


Gin 


Tyr 


Met 


Gly 


Asp 


Glu 


Ser 


Ser 








325 










330 










335 




Ala Asn 


Ser 


Ser 


Ser 


Asp 


Pro 


Glu 


Ser 


Asn 


Pro 


Thr 


Ser 


Pro 


Met 


Ala 






340 










345 










350 






Gly Arg 


Arg 


His 


Ala 


Ala 


Thr 


Asn 


Lys 


Leu 


Ser 


Pro 


Ser 


Gly 


His 


Gin 




355 










360 










365 








Asn Leu 


Phe 


Leu 


Ser 


Pro 


Asn 


Ala 


Ser 


Pro 


Cys 


Thr 


Ser 


Pro 


Trp 


Ser 


370 










375 










380 










Ser Pro 


Leu 


Ala 


Gin 


Arg 


Lys 


Gly Val 


Ser 


Arg 


Lys 


Ser 


Pro 


Leu 


Ala 


3B5 








390 










395 










400 


Glu Glu 


Gly Arg 


Leu 


Asn 


Cys 


Ser 


Thr 


Ser 


Pro 


Glu 


He 


Phe 


Arg 


Lys 








405 










410 










415 




Cys Met 


Asp 


Tyr 


Ser 


Ser Asp 


Ser 


Ser 


Val 


Thr 


Pro 


Ser 


Gly 


Ser 


Pro 






420 










425 










430 






Trp Val 


Arg Arg 


Arg 


Arg 


Gin 


Ala 


Glu 


Met 


Gly 


Thr 


Gin 


Glu 


Lys 


Ser 




435 










440 










445 








Pro Gly 


Thr 


Ser 


Pro 


Leu 


Leu 


Ser 


Arg 


Lys 


Met 


Gin 


Thr 


Ala 


Asp 


Gly 


450 










455 










460 










Leu Pro 


Val Gly 


Val 


Leu Arg 


Leu 


Pro 


Arg 


Gly 


Pro 


Asp 


Asn 


Thr 


Arg 


465 








470 










475 










480 


Gly Phe 


His Gly 


His 


Glu Arg Ser Arg 


Ala 


Cys 


Val 











485 490 

<210> 5749 
<211> 2849 
<212> DNA 

<213> Homo sapiens 
<400> 5749 

gggtgagacg gtgggttgta tggagagaat gtgactgtac atttttataa gcaggactaa 
60 

cccaggaaag aggaaaaaat acatttaaca gtgaagaggc aacacagagc tccctattgt 
120 

gaaataaaac ccatttcaaa agttattgga aagaaagtaa ggtatggctc ttatgggtta 
180 
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accagtggta 


gtcagtttct 


240 




cactggtggg 


aggctgagcc 


300 




atgtcgttac 


gtgtacacac 


360 




aaggagctgc 


tgtgtttgct 


420 




tgccccaccg 


cttgcatctg 


480 




aacTQtQcctg 


ggaacctttt 


540 






attctgagtg 


600 




cgtcataaca 


acatcaccag 


660 




tgccttgact 


tatcgtccaa 


720 






aagtgcttct 


780 






CctcccagCt 


840 




ccQatQQatt 


tqtatqttcxcr 


900 




tataaccqaa 


ttccttccac 

W w w w 


960 




aaacicrcatict 


acc^tcaCQQ 


1020 




Qtcttttqat 


atcqCaqqca 


1080 




CQCctQtqqt 


ctgactccag 


1140 




aattgctctg 


acagcatcat 


1200 




caggtcgggg 


aaagactgat 


1260 




ttcatctggg 


tgggtccaga 


1320 




tacgtgtttc 


acaatggaag 


1360 




tattcttata 




1440 




aatgtgagca 


atttcactgt 


1500 




accactcttg 


ctgcttgcgt 


1560 




ccatgcccct 


gcaagtgtaa 


1620 




cattcatcga 


ttctcagtcc 


1680 




ggtgcaggta 


aaagagCggt 


1740 




gggaaagtca 


ggctctttcc 


1800 





gctttctact ccctctgaat 
ggtggaaaag acaccgggaa 
tctgcccacc ctgctcggag 
gatgatcaca gtgactgtgg 
tgccactgac atcgtcagct 
cagactgatt aagagactgg 
gattccagta tcgtttgcaa 
catttccacg ggcagttttt 
taagctgaag acggtgaaaa 
gctttacaac aatcacatat 
gcagaaactc tacttaagtg 
aaggttcaag cCggcagaac 
gccaatgcac cacataaatc 
aaacccat&t, gtctgtgact 
ctttagctca gtgatggatt 
gcactcgcgt caggtacttc 
caatggttcc tttcgtgcgc 
ggtccactgt gacagcaaga 
taacagactg ctagagccgg 
tctggttaca gaaagccctc 
taagcaacgc ctgttaaatg 
aagcagatcc cacgctcatg 
ggccagtatc gttttggtac 
aaccaagaga cagaaaaata 
tggccccgct agtgatgcct 
gtttttggaa cccctgaagg 
cagcgaggca gtgatagctg 



tattaattgt ttgccaggtt 
gagactcaga ggcgaccata 
ccgtcgtcag accgggctgc 
gccctggtgc ctctggggtg 
gcaccaacaa aaacctgtcc 
acctgagtta taacagaatt 
agctgaacac cctaattctc 
ccacaactcc aaatttgaag 
atgctgtatt ccaagagttg 
cctatctcga tccttcagcg 
gaaattttcc cacacagttt 
tgatgctctt agatgtttct 
tagtgccagg aaaacagctg 
gttccctgta ctccttgctg 
ttaagaacga ttacacctgt 
tgctccagga tagctttatg 
ttggctttat tcatgaggct 
caggtaatgc aaatacggat 
ataaagagat ggaaaacttt 
gttttgagga tgctggagtg 
aaactgtgga cgtcacaata 
aggcatttaa cacagcCttt 
ttttgtacct ctatctgact 
tgctacacca aagcaaCgcc 
ccgctgatga acggaaggca 
atactgcagc agggcagaac 
agggcatccC aaagtccacg 
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agggggaaat ccgacccaga 
1860 

Cccacttaat ttgtgcctat 
1920 

tcgtgtgtgg tctgcaaaat 
19B0 

tacaaccaaa ttctcttaaa 
2040 

atgtgccata gaaagatggg 
2100 

gcttttagca ctattggtaa 
2160 

cttcattcag gatattgaaa 
2220 

actctgctaa cttactagta 
2280 

tttctaaaag atgtagaaag 
2340 

ttagatttgg gggctattca 
2400 

tgataaaatg tactggataa 
2460 

agtacatttg tttgcctgtc 
2520 

aaaagatctc attgaaaatt 
2580 

aataccaaaa tgtctgagta 
2640 

tgtgcttgtg catatgtaaa 
2700 

gtgctttgga catttgaatt 
2760 

atttggctat ttaaaaacat 
2820 

tataaagcac cacCgatagc 
2849 



ttcagtcaat tcagtgcttt 
atttgtatga tgtcataaCt 
aaacagcagg acagaaattg 
atgattggta ggaaatgagg 
gttgttttcc aaagCttaag 
tttcagagca ggcccaaagg 
gaaaaaataa actttatgta 
ccagagttat tttaaagaaa 
aagaatcaag catcaattaa 
gccaaaacta ccgttttaga 
tgccacatcc tatatggtgc 
ttttcatttt gtacattctt 
taaagtcatc ataatttgtt 
acctcctaaa tccctgttct 
tctcaaatta tgtgaactat 
aatgtaaata tatgtaatct 
aaatctaaaa tgtcttaCgt 
aaaaaaaaa 



ctgacacacc ttttgtggcg 
taatctgctc atatttaact 
tgttgttttg ttctttgaaa 
taaagtactt cagttcctca 
ttctagatca caatatctta 
tgatatgact cccattgtcc 
ctagtgtcct ttaaaaacag 
aacactagtg tccaatttca 
ttataaagcc taaagcaaag 
ccagaatgaa tagactacac 
tatagaaata gtgcaaggaa 
cccattctgt attcttgtac 
gccataaata tgtaagtgtc 
agcaaactaa tattggttca 
taaatagacc ctactgtact 
gtgacttgat attttgtttt 
tatcagatta tgctattttg 



<210> 5750 
<211> 522 
<212> PRT 

<213> Homo sapiens 



<400> 5750 

MeC Ser Leu Arg Val His Thr Leu 

1 5 
Arg Pro Gly Cys Arg Glu Leu Leu 
20 

Val Gly Pro Gly Ala Ser Gly Val 

35 40 
Thr Asp He Val Ser Cys Thr Asn 

50 55 
Asn Leu Fhe Arg Leu lie Lys Arg 
65 70 
Gly Leu Leu Asp Ser Glu Trp lie 



Pro Thr Leu Leu Gly Ala Val Val 

10 15 
Cys Leu Leu Met lie Thr Val Thr 
25 30 
Cys Pro Thr Ala Cys lie Cys Ala 

45 

Lys Asn Leu Ser Lys Val Pro Gly 
60 

Leu Asp Leu Ser Tyr Asn Arg lie 

75 80 
Pro Val Ser Phe Ala Lys Leu Asn 
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85 




90 






95 


Thr Leu 


lie Leu Arg His Asn 


Asn He 


Thr Ser 


He 


Ser Thr Gly Ser 




100 


105 








110 


Phe Ser 


Thr Thr Pro Asn Leu Lys Cys 


Leu Asp 


Leu 


Ser 


Ser Asn Lys 




115 


120 






125 




Leu Lys 


Thr Val Lys Asn Ala 


Val Phe 


Gin Glu 


Leu 


Lys 


Val Leu Glu 


130 


135 






140 






Val Leu 


Leu Leu Tyr Asn Asn 


His He 


Ser Tyr 


Leu 


Asp 


Pro Ser Ala 


145 


150 




155 






160 


Phe Gly 


Gly Leu Ser Gin Leu Gin Lys Leu Tyr 


Leu 


Ser Gly Asn Phe 




165 




170 






175 


Leu Thr 


Gin Phe Pro Met Asp Leu Tyr Val Gly Arg 


Phe 


Lys Leu Ala 




160 


185 








190 


Glu Leu 


Met Phe Leu Asp Val 


Ser Tyr Asn Arg 


He 


Pro 


Ser Met Pro 




195 


200 






205 




Met His 


His lie Asn Leu val 


Pro Gly Lys Gin 


Leu 


Arg Gly He Tyr 


210 


215 






220 






Leu His 


Gly Asn Pro Phe Val 


Cys Asp 


Cys Ser 


Leu 


Tyr 


Ser Leu Leu 


225 


230 




235 






240 


Val Phe 


Trp Tyr Arg Arg His 


Phe Ser 


Ser Val 


Met 


Asp 


Phe Lys Asn 




245 




250 






255 


Asp Tyr 


Thr Cys Arg Leu Trp 


Ser Asp 


Ser Arg 


His 


Ser 


Arg Gin Val 




260 


265 








270 


Leu Leu 


Leu Gin Asp Ser Phe 


Met Asn 


Cys Ser Asp 


Ser 


He He Asn 




275 


280 






285 




Gly Ser 


Phe Arg Ala Leu Gly 


Phe He 


His Glu 


Ala 


Gin Val Gly Glu 


290 


295 






300 






Arg Leu 


Met Val His Cys Asp 


Ser Lys 


Thr Gly Asn 


Ala 


Asn Thr Asp 


305 


310 




315 






320 


Phe lie 


Trp Val Gly Pro Asp 


Asn Arg 


Leu Leu 


Glu 


Pro 


Asp Lys Glu 




325 




330 






335 


Met Glu 


Asn Phe Tyr Val Phe 


His Asn Gly Ser 


Leu 


Val 


He Glu Ser 




340 


345 








350 


Pro Arg 


Phe Glu Asp Ala Gly Val Tyr 


Ser Cys 


He 


Ala 


Met Asn Lys 




355 


360 






365 




Gin Arg 


Leu Leu Asn Glu Thr 


Val Asp 


Val Thr 


He 


Asn 


Val Ser Asn 


370 


375 






380 






Phe Thr 


Val Ser Arg Ser His 


Ala His 


Glu Ala 


Phe 


Asn 


Thr Ala Phe 


385 


390 




395 






400 


Thr Thr 


Leu Ala Ala Cys Val 


Ala Ser 


He Val 


Leu 


Val 


Leu Leu Tyr 




405 




410 






415 


Leu Tyr 


Leu Thr Pro Cys Pro Cys Lys 


Cys Lys 


Thr 


Lys 


Arg Gin Lys 




420 


425 








430 


Asn Met 


Leu His Gin Ser Asn 


Ala His 


Ser Ser 


He 


Leu Ser Pro Gly 




435 


440 






445 




Pro Ala 


Ser Asp Ala Ser Ala Asp Glu Arg Lys Ala 


Gly Ala Gly Lys 


450 


455 






460 






Arg Val 


Val Phe Leu Glu Pro Leu Lys Asp Thr Ala 


Ala Gly Gin Asn 


465 


470 




475 






480 


Gly Lys 


Val Arg Leu Phe Pro 


Ser Glu 


Ala Val 


He 


Ala Glu Gly He 




485 




490 






495 


Leu Lys 


Ser Thr Arg Gly Lys Ser Asp Ser Asp 


Ser 


Val 


Asn Ser Val 




500 


505 








510 


Phe Ser 


Asp Thr Pro Phe Val 


Ala Ser 


Thr 
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515 520 

<210> 5751 

<211> 926 

<212> DNA 

<213> Homo sapiens 

c400> 5751 

ngcgggcatg gccaggcggg gtggcctcgg gccggggcag aggcctggct ccgccgcctg 
60 

acctggaaca gtctctgcct ctctccaagc ctcggtttcc ccagctggac ggtgatgggg 
120 

gtgagggcta gctgagggct ctcctgccct tcgtgcattc gctggtcact aatcgggcac 
180 

cttgtgggtg ctgtgctccg catgggggac ccagtggtga cagagacgcc caccctcctg 
240 

gggctcccag agcagaggcg cgcagcagtt agacacgtga acaagggcgc aggcatcctg 
300 

gagatccgct ccgtacacgt gggcgtcgtg gtcatcaaag cagtgtcctc aggcttctac 
360 

gtggccacga accgccgggg ccgcctctac gggtcgcgac tcCacaccgt ggactgcagg 
420 

ttccgggagc gcatcgaaga gaacggccac aacacctacg cctcacagcg ccggcgccgc 
480 

cgcggccagc ccatgttcct ggcgctggac aggagggggg ggccccggcc aggcggccgg 

540 

acgcggcggt accacctgtc cgcccacttc ctgcccgtcc tggtctcccg aggccctgag 
600 

aggccggcgg ctccccaagg tgcctgggct ggtggcgagg ggcccggcca cgcttgttcc 
660 

tccccctgcg ggctctgtaa gcgctgagtg cccaccgtgt gcgggcgctg tggacacagc 
720 

ccaggagccc tccagggggg tcccagcctg agggggtggt ggccaccaag caggttcaat 
780 

cctgagttgg ggacctcgag gacccaacag ggcgcctctc gggctgaagg acgcagacgt 
840 

cgaaaggtcg agggggacgt cccaggcagg gcccggcaga ggcaggggct cggggggggg 
900 

agcacgttgg gagtgggggc aggagc 
926 



<210> 5752 

<211> 129 

<212> PRT 

<213> Homo sapiens 

c400> 5752 

Met Gly Asp Pro Val Val Thr Glu 

1 5 
Glu Gin Arg Arg Ala Ala Val Arg 
20 

Leu Glu lie Arg Ser Val His Val 

35 40 
Ser Ser Gly Phe Tyr Val Ala Met 



Thr Pro Thr Leu Leu Gly Leu Pro 

10 IS 
His Val Asn Lys Gly Ala Gly lie 
25 30 
Gly Val Val Val He Lys Ala Val 

45 

Asn Arg Arg Gly Arg Leu Tyr Gly 
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SO 55 
Ser Arg Leu Tyr Thr Val Asp Cys 
65 70 
Asn Gly His Asn Thr Tyr Ala Ser 

85 

Pro Met Phe Leu Ala Leu Asp Arg 
100 

Arg Thr Arg Arg Tyr His Leu Ser 
115 120 

Ser 



60 

Arg Phe Arg Glu Arg He Glu Glu 

75 80 
Gin Arg Trp Arg Arg Arg Gly Gin 

90 95 
Arg Gly Gly Pro Arg Pro Gly Gly 
105 110 
Ala His Phe Leu Pro Val Leu Val 

125 



<210> 5753 

<211> 5668 

<212> DNA 

<213> Homo sapiens 



<400> 5753 
nnaccggtac 
60 

aaatgagcag 
120 

acttgcttgg 
180 

ttttgtacct 
240 

catcggccat 
300 

ccagatttgc 
360 

ggcatggccc 
420 

cagaagagaa 
480 

ttccaaacag 
540 

gaacctgcaa 
600 

ttttttgatg 
660 

attttctata 
720 

tccagaactg 
780 

gtgggcagac 
840 

gatgatggtg 
900 

attttcaatg 
960 

gtggttcctt 
1020 

gatagtgatt 
1080 



tttgtcttgg 
aatgattttt 
gcacaacagc 
gaacctcgcc 
ttccCgaaga 
acgaaatagt 
agcagattgc 
gttttcctga 
cccgcctttt 
atagtcgtct 
acattgggta 
tgaagccagg 
ttcagccaca 
accctggttg 
aaggatctca 
gacagaagaa 
ctcctgtgga 
caaatatgga 



ataacagtgt 
tcccccctgt 
tttgtctttt 
cagttcctaa 
ggtggacaag 
cactgaagaa 
ttatgaaata 
cccagttacg 
tctctcacac 
acctcctcac 
tctggatctc 
tcagaaaacg 
tttcctagaa 
gactgggcat 
acaagaagaa 
ggtgctgcat 
gtccttaact 
tcttatgcca 



catcctggca 
cactgtgctg 
acccagagga 
aatgacgttg 
attccttttg 
ttagaagaga 
caccttgagc 
gattgcaagc 
tttggatttt 
cttattgcac 
ttgccatgtc 
aaccaagaga 
tttttgcttt 
gtttctacca 
gtgatttcct 
tatgctgatg 
gattcattgg 
ggaattctga 



atgctggaac 
gtccggggaa 
gcaaaagcaa 
gatttaaata 
tgaaagcaga 
gacacgaaaa 
aacagagtga 
ccccgcctcc 
tgtccttaga 
ttgattccac 
gtccttttga 
ttttaaagaa 
cccttggctg 
gttggtctat 
ctgaagatat 
cccttacaga 
aaagtaacat 
aacagccatc 



aacctcttgg 
tgtctggaag 
atcagaagct 
tcctgtgaaa 
tctcagcatt 
attaaggagt 
ggaggaattg 
tgcccaggaa 
agcactgaag 
gatacctgga 
cacagttttt 
tgtggagtct 
gtcagtagat 
taattgttgt 
tggagctagc 
aattgctttt 
ctcggaccaa 
cctgacactt 
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gagcttttcc ccaatcatac agacaatctt aattcctcac agaggctcag tcccagttcc 
1140 

agaatgagga agctgcctca gggtcgccct gttcctcccc ttggacctga gacaagagtt 
1200 

tctgtagtct gggtggaacg ctatgatgat atagaaaact ttcccctctc agagctgatg 
1260 

acagagatca gtactggcgt ggaaactact gcaaatagta gcacttcact gagatctaca 
1320 

actcttgaaa aagaagttcc tgtcatcttc atccaccctt taaacactgg attattccgg 
1380 

ataaaaattc aaggagccac tggaaaattt aatatggtca tccctcttgt ggatgggatg 
1440 

attgtcagca ggcgagctct tggctttctg gtgaggcaga ctgtaattaa catttgtaga 
1500 

agaaagagac tggaaagcga ctcctacagt cccccccatg tccgccggaa acagaaaatc 
1560 

accgacattg tcaacaagta ccggaacaag cagctggagc cagagtttta tacttcactt 
1620 

ttccaggagg ttggactcaa gaactgcagt tcttagacca ctgaatttct aagactgttg 
1680 

aactccagtt tgggaactat aacacagcag aacagtttga taggtgatca ctgtaaaaat 
1740 

aaaaacaaat cactcccaag agcttactgt ttaatcacca gaatagaaga aacacattat 
1800 

aacccatttg atagaagacc ttgggctatc tagtgaaatg ggctcccaga cacaatcata 
1860 

ctcctgctga taatgatgat atacatttta gccataaacc ttcttttaaa agtgacaatt 
1920 

ttagttaaac ataagccttt tgaggagaaa ggcttctatg catctcagtt aaacacgtgc 
1980 

attggtagta tcaacaaatt tgcaatatag aagttgaaga tagtttttta cctcactttt 
2040 

taggaggttg tattcaaaat taaaatctca gaatcttaca ggacatttaa agactcatgt 
2100 

tgatagcatg gaggagaagg aaagaagtca cagccttcta ctcagttgta ggtcttcttg 
2160 

tcatccagct gtcacactga caaaaagaaa agatgataca tgttttttgc tcagataaga 
2220 

agcctgacat taaaagatgt catatttttt tctccacatt tcaaaaagtt gtccttctca 
2280 

tcactgcaca gatctgtctg aaagcctcag tttctgagtg acccaggaac agatcagaaa 
2340 

cggagcatgg ccttgtcctt taatggggat gcaaataaag tttgtggggt taaaagCtat 
2400 

aagacagcag tgatacccca ctctctccat tattgtccag cggggtgaca taatgacagg 
2460 

ttaaatattt gtgattcatt gatcaaatat tatctaaaga aatgtaaatt cacaataagg 
2520 

gttgaaaatt atttggtttc atccattgtc tcttatttca ggaccaagca gcaaactgca 
2580 

gtagtttgtg aaggattcta ataCggggtt caggaatagc ctctcaacgc tactaattca 
2640 

gatctctccc agagaactac tggatttcct cataattgac aaacatgagt gaccacctct 
2700 
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ttgggtggct actgttagaa atggctgttg 
2760 

atccctgcca ggttttggaa atactcctat 
2820 

aacttttgag gtggccagac ccagaacatc 
2880 

cactgctcat ttatcctatt ctcatgtgct 
2940 

taagtgatat ttaaagtcca aagaggaatg 
3000 

ttgaactctg atgtcagtcg actgtgggtc 
3060 

tttggtggtt tacttacgga gtggggatag 
3120 

cttattccag aaatgtgcat tttgtcatct 
3180 

tggttcaaag tttgccataa cctgttcatg 
3240 

ctctttctat gactccagtt tccactcagg 
3300 

tttaagctgg gcaataaatt gatgtttcca 
3360 

aaagatgagc aaattctacc ctaaaaatgt 
3420 

taataacttt caaggtaatt ctagattgac 
3460 

gttgaagtga gcagagaagg ctataaatta 
3540 

aaataactga tgcagatgta cttcttcagt 

3600 

gcatagttaa tttcagaaaa atgtgctgta 

3660 

atccttcagt tagctctaaa ttccggcaac 
3720 

aacaatcatg ttgaatgcat ttgtgatctg 

3780 

gatgtgcagc ccctgaaggc atgaaactcc 
3840 

tacccatacc ttaccaggcg ctggttcctt 
3900 

agtgggaaga acgcttagct ctttcactag 
3960 

acccacctgc ctttgttaaa aatcactttg 
4020 

cacctaatat taatatttag tagtccattg 
4080 

ggggggaaac caggaccact tttgtctgtg 
4140 

ggtatgccgg gggtggatga gtgtggcatt 
4200 

cccttctact gccttcttaa gttgcaggag 
4260 

cactgaggac agtgaggagg gcttttacct 
4320 



tcatgttttc tggactttgc cagccaacag 
tacctcgctg ctacttttct gcagggataa 
caaggattcc tgttacagtg ctacagtata 
ttcttcttta gtaagattat tttaagaaaa 
accacagttg tataaggggc gttttcccac 
agagctacaa ccatcCgttt ggtttgatgt 
tgtgagacct aattccctgt gcaaatgtct 
ataagcaaga aatatgggca tagcagctct 
cttgttttaa gctcaggtaa agataacccc 
ttatagtatt attcaatagt tgattctctt 
gatggtaaca tgggagaggg catataggat 
Cctagtagtt cacaggaaga agatgaggct 
attttgaggg gaaaatgggc tcttgtccta 
atatgtaact tacagcattc cagaggttaa 
gtgattcttc agatcaaact ttcacttttg 
tgtgtgtgtg tatgagggtt ggtcttgctg 
tccttgtaat tccaatgtat ttgatacatg 
ggagacttcc tcgtcttcca gggaaggaag 
cagtgtgtac ggagccagtg gaatatggga 
ctgctcacaa taacatctgc ccaaagaggg 
tatggatttg agttcatggt cactattttt 
agtagaatag cactggagga acatatttag 
ataaatttgc cagcatatgt tctagcctct 
gcttaaacag ttcagttgct atatctgttg 
ccgtgaagag gaaggtggta agtaaggttt 
ggagcttttc tcctcccctc tggttgggag 
tgttaacccc ttccttattt agctagcttt 
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cctttttgtc tagggctccc tcttgagacc ctcttccatc cattgggcct ttgaaaggac 
4380 

taatcagaca cacacacaca cacacacaca cacacacaca cacactcgca tactcatgca 

4440 

cattttcctt catttccaga tcctttattt cagagcagcc cattttcctc tggattcatt 
4500 

gatgaataca agtacccaca cctttggcca gtaatgtcag ttacctgctg caggttctgt 
4560 

gtatgaggcc ttcatgaacg gttaccttct ccatacacta gggaagcatt tgtcagactc 
4620 

tgcagactgg gttctagaga ggcagagtct ttaagagtat tcatttcttc tggaaggtgg 
4680 

agctttaccc aaagtggaag ttagccttgc tcaaagatgt gttttgcggt aggtggtaaa 

4740 

aataaataaa taaataaata ataaaaaaag aaacatgtat tggaggtaat ttgacactgc 
4800 

tgctggcagt agttctctat tcaccatttt aaagcccatt caggttctct cttcctgaaa 
4860 

agaactgatt gctgtgttta catgaaatga cattggagtc agatggtctg ttttaaagat 
4920 

ttccatgaca gcctcttttc ctgagttgga gagattggag gtggtctatc cgtacgatgt 
4980 

ggaatcaaac ggtgggtttc ttagtagcta aagaagccat gtacttctag tgtgtttctc 
5040 

agaatatcaa ctcatgttct tcagatgctt ttcttttttt aatggtgagg gaaaaggtat 
5100 

aatttgggat tccacagtgc ctcgcatata gtaggcgccc agtaaatact tgttgaagca 
5160 

aaccaagttt cccaagtcct catctcttat agtgaccaag acatctttct cctctgaagg 
5220 

gcttggcagt tgtggctaaa aaataagcag tatcattatt tgcttgaaat catatataca 
5280 

gtttgtatga atttcagtat gttgccaaga catgattttt tcttattgta ttttctgtaa 
5340 

atatttctgg cactgaactg taaagtaaag gcaaagtgta aatatgaagg cgtgcccgtg 
5400 

ccccttgcct cctgtgtttc atcttcgtcg gttagggaag aaggtccaga ggtttgtttg 
5460 

tatttatgcc gatcctttgt ccagaagaag cccatggaat attgaatgta atacatctag 
5520 

tcaattaaat tttaaggaga ttcttatcta ataactttgt gtgtgctttt ggatacaggc 
55B0 

tgaggcttta ctcctacact ggtgctgtta attttaccct ttcaggggat gtctgctcgg 
5640 

ctttggctgc cctttataat ttagatct 
5668 

<210> 5754 
<211> 221 
<212> PRT 

<213> Homo sapiens 
<400> 5754 

Asp Ser Leu 6lu Ser Asn He Ser Asp Gin Asp Ser Asp Ser Asn Met 
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15 10 15 

Asp Leu Met Pro Gly lie Leu Lys Gin Pro Ser Leu Thr Leu Glu Leu 

20 25 30 

Phe Pro Asn His Thr Asp Asn Leu Asn Ser Ser Gin Arg Leu Ser Pro 

35 40 45 

Ser Ser Arg Met Arg Lys Leu Pro Gin Gly Arg Pro Val Pro Pro Leu 

50 55 60 

Gly Pro Glu Thr Arg Val Ser Val Val Trp Val Glu Arg Tyr Asp Asp 
65 70 75 80 

He Glu Asn Phe Pro Leu Ser Glu Leu Met Thr Glu He Ser Thr Gly 

85 90 95 

Val Glu Thr Thr Ala Asn Ser Ser Thr Ser Leu Arg Ser Thr Thr Leu 

100 105 110 

Glu Lys Glu Val Pro Val lie Phe lie His Pro Leu Asn Thr Gly Leu 

115 120 125 

Phe Arg He Lys He Gin Gly Ala Thr Gly Lys Phe Asn Met Val He 

130 135 140 

Pro Leu Val Asp Gly Met He Val Ser Arg Arg Ala Leu Gly Phe Leu 
145 150 155 160 

Val Arg Gin Thr Val He Asn He Cys Arg Arg Lys Arg Leu Glu Ser 

165 170 175 

Asp Ser Tyr Ser Pro Pro His Val Arg Arg Lys Gin Lys He Thr Asp 

180 185 190 

He Val Asn Lys Tyr Arg Asn Lys Gin Leu Glu Pro Glu Phe Tyr Thr 

195 200 205 

Ser Leu Phe Gin Glu Val Gly Leu Lys Asn Cys Ser Ser 
210 215 220 

<210> 5755 
<211> 1513 
<212> DNA 

<213> Homo sapiens 
<400> 5755 

nnacgcgtga agg^gaacct gtactgcgag gtgtgccccg aggaccggcc cctcatcgtg 
60 

cagttctgtg ccaatgaccc ggaggtgttt gttcaggcgg ctctcctggc tcaggattac 
120 

tgtgacgcca ttgacctgaa cttgggctgc ccacagatga tagccaagag aggtcactat 
180 

ggcgcctttc tgcaggacga gtgggacctg ctccaaagaa tgattttgct ggcccacgag 
240 

aaactctctg ttcctgtcac gtgcaaaatc cgtgtcttcc cggagattga caagaccgtg 
300 

aggtacgccc agatgctgga gaaggccggc tgccagttgc tgacggtgca cggacgcacc 
360 

aaggagcaga aggggcccct gtcgggtgca gcgtcctggg agcatatcaa ggctgtgcgg 
420 

aaggctgtgg ccatccctgt gtttgctaac gggaacatcc agtgcctgca ggacgtggag 
480 

cgctgcctcc gggacacggg tgtgcagggc gtcatgagcg cagagggcaa cctgcacaac 
540 

cccgccctgt tcgagggccg gagccctgcc gtgtgggagc tggccgagga gtatctggac 
600 
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atcgtgcggg agcacccctg ccccctgtcc tacgtccggg cccacctctt caagctgcgg 
660 

caccacacgc tgcaggtgca ccaggagctg cgagaggagc tggccaaggt gaagaccctg 

720 

gagggcatcg ctgctgtgag ccaggagctg aagctgcggt gtcaggagga gatatccagg 
780 

caggagggag cgaagcccac cggcgacttg cccttccact ggatctgcca gcccCacatc 
840 

cggccggggc ccagggaggg gagcaaggag aaggcaggtg cgcgcagcaa gcgggccctg 
900 

gaggaagagg agggtggcac ggaggtcctg tccaagaaca agcaaaagaa gcagctgagg 
960 

aacccccaca agaccttcga cccctctctg aagccaaaat atgcaaagtg tgaccagtgt 
1020 

ggaaacccaa agggcaacag atgtgtgttc agcctgtgcc gcggctgctg caagaagcga 
1080 

gcctccaaag agactgcaga ctgcccaggt cacggattgc tttttaaaac caaattggag 
1140 

aagtctctgg cctggaaaga ggcccagcct gagctgcagg agcctcagcc agcagcacct 
1200 

ggaacaccag gtggcttctc cgaagccatg ggcagtgccc tggcctgaag gcccacaacc 
1260 

cccaccccca ggactgctgc tggagcctgg acacgtccta cttaagaaaa tgccttttac 
1320 

tcagggaatc tcctgctact taatgtggaa agacacgccc atgtccccct tcggcccact 
1380 

ctgggggcct ggaaatgctg cagtggggag caggccccag gctggacctg ccctgtcctc 

1440 

agcacgcgtg tgcaaaagcg aacaatiaaat catttcaaag atgaaaaaaa aaaaaaaaaa 
1500 

aaaaagtcga cgc 
1513 

<210> 5756 
<211> 415 
<212> PRT 

c213> Homo sapiens 



<400> 5756 



Xaa Arg 


Val 


Lys 


Gly 


Asn 


Leu 


Tyr 


Cys 


Glu 


val 


Cys 


Pro 


Glu 


Asp 


Arg 


1 






5 










10 










15 




Pro Leu 


lie 


Val 
20 


Gin 


Phe 


Cys 


Ala 


Asn 
25 


Asp 


Pro 


Glu 


val 


Phe 
30 


val 


Gin 


Ala Ala 


Leu 
35 


Leu 


Ala 


Gin 


Asp 


Tyr 
40 


Cys 


Asp 


Ala 


He 


Asp 
45 


Leu 


Asn 


Leu 


Qly Cys 


Pro 


Gin 


Met 


lie 


Ala 


Lys 


Arg 


Gly 


His 


Tyr 


Gly 


Ala 


Phe 


Leu 


50 










55 










60 










Gin Asp 


Glu 


Trp 


Asp 


Leu 


Leu 


Gin 


Arg 


Met 


He 


Leu 


Leu 


Ala 


His 


Glu 


65 








70 










75 










80 


Lys Leu 


Ser 


Val 


Pro 


Val 


Thr 


Cys 


Lys 


He 


Arg Val 


Phe 


Pro 


Glu 


He 






85 










90 










95 




Asp Lys 


Thr 


Val 


Arg 


Tyr 


Ala 


Gin 


Met 


Leu 


Glu Lys 


Ala 


Gly 


Cys 


Gin 






100 










105 










110 






Leu Leu 


Thr 


Val 


His 


Gly 


Arg 


Thr 


Lys 


Glu 


Gin 


Lys 


Gly 


Pro 


Leu 


Ser 
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115 




120 






125 








Gly Ala 


Ala 


Ser 


Trp Glu His lie 


Lys 


Ala Val 


Arg Lys Ala Val 


Ala 


130 






135 






140 








lie Pro 


Val 


Phe 


Ala Asn Gly Asn 


He 


Glh Cys 


Leu Gin Asp Val 


Glu 


145 






150 




155 








160 


Arg Cys 


Leu 


Arg 


Asp Thr Gly Val 


Gin Gly Val 


Met Ser 


Ala 


Glu 


Gly 








165 




170 






175 




Asn Leu 


His 


Asn 


Pro Ala Leu Phe 


Glu Gly Arg 


Ser Pro 


Ala 


Val 


Trp 






180 




185 






190 






Glu Leu 


Ala 


Glu 


Glu Tyr Leu Asp 


He 


Val Arg 


Glu His 


Pro 


Cys 


Pro 




195 




200 






205 








Leu Ser 


Tyr 


Val 


Arg Ala His Ijeu 


Phe 


Lys Leu 


Trp His 


His 


Thr 


Leu 


210 






215 






220 








Gin val 


His 


Gin 


Glu Leu Arg Glu 


Glu 


Leu Ala 


Lys val 


Lys 


Thr 


Leu 


225 






230 




235 








240 


Glu Gly 


lie 


Ala 


Ala Val Ser Gin 


Glu 


Leu Lys 


Leu Arg Cys 


Gin 


Glu 








245 




250 






255 




Glu lie 


Ser 


Arg 


Gin Glu Gly Ala 


Lys 


Pro Thr 


Gly Asp 


Leu 


Pro 


Phe 






260 




265 






270 






His Trp 


lie 


Cys 


Gin Pro Tyr He 


Arg 


Pro Gly 


Pro Arg Glu Gly 


Ser 




275 




280 






285 








Lys Glu 


Lys 


Ala 


Gly Ala Arg Ser 


Lys Arg Ala 


Leu Glu 


Glu 


Glu 


Glu 


290 






295 






300 








Glv Gly 


Thr 


Glu 


Val Leu Ser Lys 


Asn 


Lys Gin 


Lys Lys 


Gin 


Leu 


Arg 


305 






310 




315 








320 


Asn Pro 


His 


Lys 


Thr Phe Asp Pro 


Ser 


Leu Lys 


Pro Lys 


Tyr 


Ala 


Lys 








325 




330 






335 




Cys Asp 


Gin 


Cys 


Gly Asn Pro Lys 


Gly Asn Arg 


Cys Val 


Phe 


Ser 


Leu 






340 




345 






350 






Cys Arg 


Gly 


Cys 


Cys Lys Lys Arg 


Ala 


Ser Lys 


Glu Thr 


Ala 


Asp 


Cys 




355 




360 






365 








Pro Gly 


His 


Gly 


Leu Leu Phe Lys 


Thr Lys Leu 


Glu Lys 


Ser 


Leu 


Ala 


370 






375 






380 








Trp Lys 


Glu 


Ala 


Gin Pro Glu Leu 


Gin 


Glu Pro 


Gin Pro 


Ala 


Ala 


Pro 


385 






390 




395 








400 


Gly Thr 


Pro 


Gly 


Gly Phe Ser Glu 


Val Met Gly 


Ser Ala 


Leu 


Ala 










405 




410 






415 





<210> 5757 

<211> 2362 

<212> DNA 

<213> Homo sapiens 

<400> 5757 

cagatcacca gcgtttgtag acagtagtgt ggcgcttgga gtttacctga gggccagtgg 
60 

agctccaggg acctatcagg acggggacct gtggggactg ggaaggcctg tggggctgcg 
120 

tggagcccgg tactggaggc cgacgggggt gacggggacg ctgaggacac agagcggagg 
180 

ggcatgatgg ctgctgggcg tggaggtgtc gagagtgact gtgctggggc tgctccatcg 

240 

ttgtctgagc ctcccggtgc tgccgctgtg gccgtttctt tgatgaggct ctcagaggcc 
300 
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gagtcattca ctgccagcct gaagctgccc atgcgcatat tcgggctgga gcctctgagg 
360 

ccacacaaac gccggctggg gaggcgaagt gtggggctga gcaccagaac tccaggagcg 
420 

tctgggctgg agacagaact gggtgggcag gtggggaggg cctgcagatc tgagtgggca 
460 

gccgaggagg aacccagaag acgccagcga tggagctctg ccggggcgga atgtggccag 
540 

gaggggcggg agcagtgacg gcctgtccgg cgctagaact agggaccgtg ctctcaggac 
600 

ctctggatgt tcccgagtat cctgatgttc cacccagaag ccgccagggc catcctggag 
660 

taccgcatcc gcacgctgga cggggccctg gagaacgccc agaacctggg ctaccaggga 

720 

gccaagtttg cctgggagag tgcagactcc ggcctagagg tttgccctga ggacatttac 
780 

ggagcccagg aggtccacgt caacggggcc gtggtgttgg ccttcgagct gtactaccat 
840 

accacccagg acctgcagct atttcgagag ggtggtgggt gggaggtggt tagggctgtg 
900 

gcgaagtttt ggtgcagtcg tgttgagtgg agccccaggg aggaaaagta ccacctgagg 
960 

ggagtcatgt cccccgacga gtaccattca ggggtcaaca actctgtgta caccaacgtc 
1020 

ctggtccaga acagcctgcg ctttgctgct gccctggccc aggacctggg tcttcccatc 
1080 

cccagccagt ggctggcggt ggctgacaag atcaaggtac cctttgacgt ggagcagaac 
1140 

ttccacccgg agttcgatgg gtatgagcct ggagaggtgg tgaagcaggc agacgtcgtg 
1200 

ctcctgggat acccagtccc cttctccctg agtcctgatg ttcgcaggaa aaatctggag 
1260 

atttacgagg ctgtgacgtc cccccagggc cccgccatga cctggagcat gtttgctgtg 
1320 

ggctggatgg agctgaagga cgcagtgcgg gcccggggcc tcctggacag gagctttgcc 
1380 

aacatggctg aacccttcaa ggtgtggacg gagaatgcag acgggtcagg cgctgtgaac 
1440 

ttcctgacag gcatgggggg cttcctgcag gcggtggtct tcgggtgcac ggggttcagg 
1500 

gtcacccgag cgggtgtgac ctttgaccct gtgtgtctgt cggggatctc cagagtgagc 
1560 

gtctccggca tcttctacca ggggaacaag ctcaacctct ctttttccga ggactccgtg 
1620 

accgtggagg tcacagctcg agcagggccc tgggctcctc acctggaggc tgagctgCgg 
1680 

ccatcccagt cccggctctc cctgttgcca ggacacaagg tctcctttcc ccgctcggct 
1740 

ggccggatac aaatgtcacc cccgaagctg cctggaagtt ccagctccga gttccctggg 
1800 

aggacttttt cagatgttag ggacccgctc cagagccccc tctgggtcac cctgggttcc 
1860 

tccagcccca ccgagtcact cactgtggac cctgcctctg aataatcagg aacggtggct 
1920 
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tcagagacgt ctcttgggcc ttccctctgg ccacgtctgc acccacccct cctgggcacc 
1960 

ctcctagcct gccatccctc acctgcagcc aggctctcag ggaaggtcca tgctgcttgg 
2040 

cctgagctca aggctttctg cctgtagcct ggactcccgt ggacccccgt gggcaggtgg 
2100 

cttccccgtg gcatctccac accgcctctg cctgcccctg tggactgatg ctatcgcgca 
2160 

cggtcccacg accccacccc gagctcctga agccggggtc tgagcctgca tcacctctgg 
2220 

cctctcatcc cccactctcc tgagagcagt ggtcacagcg gccggccgct ctgctgagaa 
2280 

ggcagagagg caggctcagg cctcagcgcg gacagcaggg ataaggggca cgaaggacgg 
2340 

ggactcggcc ccttcagaat tc 
2362 

<210> 5758 

<211> 440 

<212> PRT 

<213> Homo sapiens 



<400> 5758 



Gly 


Pro 


Cys 


Ser 


Gin Asp Leu Trp Met 


Phe 


Pro 


Ser 


He 


Leu 


Met 


Phe 


1 








5 


10 










15 




His 


Pro 


Glu 


Ala 


Ala Arg Ala lie Leu 


Glu 


Tyr 


Arg 


He 


Arg 


Thr 


Leu 








20 


25 










30 






Asp 


Gly 


Ala 


Leu 


Glu Asn Ala Gin Asn 


Leu 


Gly 


Tyr 


Gin 


Gly 


Ala 


Lys 






35 




40 








45 








Phe 


Ala 


Trp 


Glu 


Ser Ala Asp Ser Gly 


Leu 


Glu 


Val 


Cys 


Pro 


Glu 


Asp 




50 






55 






60 










He 


Tyr 


Gly 


Val 


Gin Glu Val His Val 


Asn 


Gly 


Ala 


Val 


Val 


Leu 


Ala 


65 








70 




75 










80 


Phe 


Glu 


Leu 


Tyr 


Tyr His Thr Thr Gin 


Asp 


Leu 


Gin 


Leu 


Phe 


Arg 


Glu 










85 


90 










95 




Gly 


Gly 


Gly 


Trp 


Glu Val Val Arg Ala 


Val 


Ala 


Lys 


Phe 


Trp 


Cys 


Ser 








100 


105 










110 






Arg 


Val 


Glu 


Trp 


Ser Pro Arg Glu Glu 


Lys 


Tyr 


His 


Leu 


Arg 


Gly 


Val 






lis 




120 








125 








Met 


Ser 


Pro 


Asp 


Glu Tyr His Ser Gly 


val 


Asn 


Asn 


Ser 


Val 


Tyr 


Thr 




130 






135 






140 










Asn 


Val 


Leu 


Val 


Gin Asn Ser Leu Arg 


Phe 


Ala 


Ala 


Ala 


Leu 


Ala 


Gin 


145 








150 




155 










160 


Asp 


Leu 


Gly 


Leu 


Pro He Pro Ser Gin 


Trp 


Leu 


Ala 


Val 


Ala 


Asp 


Lys 










165 


170 










175 




He 


Lys 


Val 


Pro 


Phe Asp Val Glu Gin 


Asn 


Phe 


His 


Pro 


Glu 


Phe 


Asp 


* 






180 


185 










190 






Gly 


Tyr 


Glu 


Pro 


Gly Glu Val Val Lys 


Gin 


Ala 


Asp 


Val 


Val 


Leu 


Leu 






195 




200 








205 








Gly 


Tyr 


Pro 


Val 


Pro Phe Ser Leu Ser 


Pro 


Asp 


Val 


Arg 


Arg 


Lys 


Asn 




210 






215 






220 










Leu 


Glu 


lie 


Tyr 


Glu Ala Val Thr Ser 


Pro 


Gin 


Gly 


Pro 


Ala 


Met 


Thr 


225 








230 




235 










240 


Trp 


Ser 


Met 


Phe 


Ala Val Gly Trp Met 


Glu 


Leu 


Lys 


Asp 


Ala 


Val 


Arg 
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245 


250 








255 




Ala Arg 


Gly 


Leu 


Leu Asp Arg 


Ser Phe Ala 


Asn 


Met 


Ala Glu 


Pro 


Phe 






260 




265 






270 






Lys Val 


Trp 


Thr 


Glu Asn Ala 


Asp Gly Ser 


Gly Ala Val Asn 


Phe 


Leu 


275 






260 






2B5 






Thr Gly Met 


Gly 


Gly Phe Leu 


Gin Ala val 


Val 


Phe Gly Cys 


Thr 


Gly 


290 






295 






300 








Phe Arg 


Val 


Thr 


Arg Ala Gly 


Val Thr Phe 


Asp 


Pro 


Val Cys 


Leu 


Ser 


305 






310 




315 








320 


Gly lie 


Ser 


Arg 


Val Ser Val 


Ser Gly lie 


Phe Tyr Gin Gly 


Asn 


Lys 






325 


330 








335 




Leu Asn 


Phe 


Ser 


Phe Ser Glu 


Asp Ser Val 


Thr 


Val 


Glu Val 


Thr 


Ala 






340 




345 






350 






Arg Ala 


Gly 


Pro 


Trp Ala Pro 


His Leu Glu 


Ala 


Glu 


Leu Trp 


Pro 


Ser 




355 






360 






365 






Gin Ser 


Arg 


Leu 


Ser Leu Leu 


Pro Gly His 


Lys 


Val 


Ser Phe 


Pro 


Arg 


370 






375 






380 








Ser Ala Gly 


Arg 


lie Gin Met 


Ser Pro Pro 


Lys 


Leu 


Pro Gly 


Ser 


Ser 


38S 






390 




395 








400 


Ser Ser 


Glu 


Phe 


Pro Gly Arg 


Thr Phe Ser 


Asp 


Val 


Arg Asp 


Pro 


Leu 








405 


410 








415 




Gin Ser 


Pro 


Leu 


Trp Val Thr 


Leu Gly Ser 


Ser 


Ser 


Pro Thr 


Glu 


Ser 






420 




425 






430 






Leu Thr 


Val 


Asp 


Pro Ala Ser 


Glu 













435 440 



<210> 5759 
<211> 1333 
<212> DNA 

<213> Homo sapiens 
<400> 5759 

cgcacgggcg cgcgcagtgt tgacgcgctt cttagctggt gcgcgccgga gcccaaattc 
60 

caagtggaaa ctgcaggcgc acgagggagg aacgcgtgga gcatgaaaag gcagggggcc 
120 

tcctctgagc gaaaacgagc gcggataccg tccgggaagg ccggagcagc aaatggattt 
180 

ctcatggaag tttgtgttga ttcagtggaa tcagctgtga atgcagaaag aggaggtgct 
240 

gatcggattg aattatgttc tggtttatca gaggggggaa ctacacccag catgggtgtc 
300 

cttcaagtag tgaagcagag tgttcagatc ccagttttcg tgatgattcg gccacgggga 
360 

ggtgattttt tgtattcaga tcgtgaaatt gaggtgatga aggctgacat tcgtcttgcc 
420 

aagctttatg gtgctgatgg tttggttttt ggggcattga ctgaagatgg acacattgac 
480 

aaagagctgt gtatgtccct tatggctatt tgccgccctc tgccagtcac tttccaccga 
540 

gcctttgaca tggttcatga tccaatggca gctctggaga ccctcttaac cttgggattt 
600 

gaacgcgtgt tgaccagtgg atgtgacagt tcagcattag aagggctacc cctaataaag 
660 
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cgactcattg agcaggcaaa aggcaggatt gtggtaatgc caggaggtgg tataacagac 
720 

agaaatctac aaaggatcct tgagggttca ggtgctacag aattccactg ttctgctcgg 
760 

tctactagag actcgggaat gaagtttcga aattcatctg ttgccatggg agcctcactt 
840 

tcttgctcag aatattccct aaaggtaaca gatgtgacca aagtaaggac tttgaatgct 
900 

atcgcaaaga acatcctggt gtagccagac ctctctgaga gacatggata tcacaggatg 
960 

aaggtagaac tataatctgc aattctctat gacacagctt taaccttcct ctctggccag 
1020 

gacagtcgca atctttgttt taagtttcac atggccatgg agaatgtgcc caagaagaaa 
1080 

aagaatttga aacagagata cagtcacttc ctttgcttag tcttaccagt gattgtcatc 
1140 

atggttaaag ctggtctgtg cttcttccat agacagaagc ttagcctgtt ttcagtggaa 
1200 

ttaattgatg aactgggaaa attttaactg catggtatga attcagagtg tgacttaagg 
1260 

gtcaattcaa agcagtattt tgacttttca tttgtaaaat aaaaatttcc actattaaaa 
1320 

aaaaaaaaaa aaa 
1333 

<210> 5760 
<211> 273 
<212> PRT 

<213> Homo sapiens 



<400> 5760 



Met 


Lys 


Arg 


Gin 


Gly 


Ala 


Ser 


Ser 


Glu 


Arg Lys 


Arg Ala Arg He Pro 


1 








5 










10 


IS 


Ser 


Gly 


Lys 


Ala 


Gly 


Ala 


Ala 


Asn 


Gly 


Phe Leu 


Met Glu Val Cys Val 








20 










25 




30 


Asp 


Ser 


Val 


Glu 


Ser 


Ala 


val 


Asn 


Ala 


Glu Arg 


Gly Gly Ala Asp Arg 






35 










40 






45 


He 


Glu 


Leu 


Cys 


Ser 


Gly 


Leu 


Ser 


Glu 


Gly Gly 


Thr Thr Pro Ser Met 




50 










55 








60 


Gly 


Val 


Leu 


Gin 


Val 


Val 


Lys 


Gin 


Ser 


Val Gin 


He Pro Val Phe Val 


65 










70 








75 


80 


Met 


He 


Arg 


Pro 


Arg 


Gly 


Gly 


Asp 


Phe 


Leu Tyr 


Ser Asp Arg Glu He 










85 










90 


95 


Glu 


Val 


Met 


Lys 


Ala 


Asp 


He 


Arg 


Leu 


Ala Lys 


Leu Tyr Gly Ala Asp 








100 










105 




110 


Gly 


Leu 


Val 


Phe 


Gly 


Ala 


Leu 


Thr 


Glu 


Asp Gly 


His He Asp Lys Glu 






lis 










120 






125 


Leu 


Cys 


Met 


Ser 


Leu 


Met 


Ala 


He 


Cys 


Arg Pro 


Leu Pro Val Thr Phe 




130 










135 








140 


His 


Arg 


Ala 


Phe 


Asp 


Met 


Val 


His 


Asp 


Pro Met 


Ala Ala Leu Glu Thr 


145 










150 








155 


160 


Leu 


Leu 


Thr 


Leu 


Gly 


Phe 


Glu 


Arg 


Val 


Leu Thr 


Ser Gly Cys Asp Ser 










165 










170 


175 


Ser 


Ala 


Leu 


Glu 


Gly 


Leu 


Pro 


Leu 


He 


Lys Arg 


Leu He Glu Gin Ala 
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180 


185 




190 






Lys Gly 


Arg 


lie 


Val Val Met Pro Gly Gly Gly 


He 


Thr Asp Arg 


Asn 




195 




200 




205 






Leu Gin 


Arg 


lie 


Leu Glu Gly Ser Gly Ala Thr 


Glu 


Phe His 


Cys 


Ser 


210 






215 


220 








Ala Arg 


Ser 


Thr 


Arg Asp Ser Gly Met Lys Phe 


Arg 


Asn Ser 


Ser 


Val 


225 






230 235 








240 


Ala Met 


Gly 


Ala 


Ser Leu Ser Cys Ser Glu Tyr 


Ser 


Leu Lys 


Val 


Thr 








245 250 






255 




Asp Val 


Thr 


Lys 


Val Arg Thr Leu Asn Ala He 


Ala 


Lys Asn 


He 


Leu 






260 


265 




270 







Val 



<210> 5761 
<211> 1452 
<212> DNA 

<213> Homo sapiens 
<400> 5761 

nnaccatctt aaggacagaa aagctacagg actctaggag gccaccgtcc tgatttggga 
60 

agtccaactt actttggcca gacagcagct aagctggttc atcccatcag cctggattgg 
120 

tgaaactgaa tcacaggaga tatttccagg tttgctggga tgggaaacct gctcaaagtc 
180 

cttaccaggg aaattgaaaa ctatccacac tttttcctgg attttgaaaa tgctcagccc 
240 

acagaaggag agagagaaat ctggaaccag atcagcgccg tccttcagga ttctgagagc 
300 

atccttgcag acctgcaggc ttacaaaggc gcaggcccag agatccgaga tgcaattcaa 
360 

aatcccaatg acattcagct tcaagaaaaa gcttggaatg cggtgtgccc tcttgttgtg 
420 

aggctaaaga gattttacga gttttccatt agactagaaa aagctcttca gagtttattg 
480 

gaatctctga cttgtccacc ctacacacca acccaacacc tggaaaggga acaggccctg 
540 

gcaaaggagt ttgccgaaat tttacatttt acccttcgat tcgatgagct gaagatgagg 
600 

aacccggcta ttcagaatga cttcagctac tacagaagaa caatcagtcg caaccgcatc 
660 

aacaacatgc acctagacat tgagaatgaa gtcaataatg agatggccaa tcgaatgtcc 
720 

ctcttctatg cagaagccac gccaatgctg aaaaccctta gcaatgccac aatgcacttt 
7B0 

gtctctgaaa acaaaactct gccaatagag aacaccacag actgcctcag cacaatgaca 
640 

agtgtctgta aagtcatgct ggaaactccg gagtacagaa gtaggtttac gagtgaagag 
900 

accctgatgt tctgcatgag ggtgatggtg ggagtcatca tcctctatga ccatgtccac 
960 

cctgtgggag ctttctgcaa gacatccaag atcgatatga aaggctgcat aaaagttttg 
1020 
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aaggagcagg ccccagacag tgcggagggg 
1080 

cacttgaacg atgaatcaac ttccaaacag 

1140 

caaagaagag gacctatgtg ctgacctcag 
1200 

gattgatgtt aatacttgtg tatttacata 
1260 

gaccttaatt tgtatcctga ctgactcaac 
1320 

tacctttgat gtctgaaatg aaaccccctt 
1380 

tttgcCactg gagtccttta acaacaccta 
1440 

tagtaaaaaa aa 
1452 



ctgccaaatg ccctcaggtt cactacaaag 
attcgagcaa tgcttcagCa gagctctgct 
aagatgtaca tgtttacaCa atttaataca 
accgtttcct tcttgtcact gaaatatatg 
ccagcagagc ataaattgac ttgagagcct 
ctccaaaggc aaaattcgga gactttgatc 
taacgataaa aaattcctaa ttgtttgtgg 



<210> 5762 

<211> 333 

<212> PRT 

<213> Homo sapiens 



<400> 5762 

lie Thr Gly Asp lie Ser Arg Phe Ala Oly Met Gly Asn Leu Leu Lys 

15 10 15 

Val Leu Thr Arg Glu lie Glu Asn Tyr Pro His Phe Phe Leu Asp Phe 

20 25 30 

Glu Asn Ala Gin Pro Thr Glu Gly Glu Arg Glu lie Trp Asn Gin lie 

35 40 45 

Ser Ala Val Leu Gin Asp Ser Glu Ser lie Leu Ala Asp Leu Gin Ala 

SO 55 60 

Tyr Lys Gly Ala Gly Pro Glu lie Arg Asp Ala lie Gin Asn Pro Asn 
65 70 75 80 

Asp lie Gin Leu Gin Glu Lys Ala Trp Asn Ala Val Cys Pro Leu Val 

85 90 95 

Val Arg Leu Lys Arg Phe Tyr Glu Phe Ser lie Arg Leu Glu Lys Ala 

100 105 110 

Leu Gin Ser Leu Leu Glu Ser Leu Thr Cys Pro Pro Tyr Thr Pro Thr 

115 120 125 

Gin His Leu Glu Arg Glu Gin Ala Leu Ala Lys Glu Phe Ala Glu He 

130 135 140 

Leu His Phe Thr Leu Arg Phe Asp Glu Leu Lys Met Arg Asn Pro Ala 
145 150 155 160 

He Gin Asn Asp Phe Ser Tyr Tyr Arg Arg Thr He Ser Arg Asn Arg 

165 170 175 

lie Asn Asn Met His Leu Asp He Glu Asn Glu Val Asn Asn Glu Met 

180 185 190 

Ala Asn Arg Met Ser Leu Phe Tyr Ala Glu Ala Thr Pro Met Leu Lys 

195 200 205 

Thr Leu Ser Asn Ala Thr Met His Phe Val Ser Glu Asn Lys Thr Leu 

210 215 220 

Pro He Glu Asn Thr Thr Asp Cys Leu Ser Thr Met Thr Ser Val Cys 
225 230 235 240 

Lys Val Met Leu Glu Thr Pro Glu Tyr Arg Ser Arg Phe Thr Ser Glu 
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245 


250 






255 




Glu Thr Leu Met 


Phe 


Cys Met Arg Val Met Val Gly 


Val 


lie 


lie 


Leu 


260 




265 




270 






Tyr Asp His Val 


His 


Pro Val Gly Ala Phe Cys Lys 


Thr 


Ser 


Lys 


He 


275 




280 


285 








Asp Met Lys Gly 


Cys 


lie Lys Val Leu Lys Glu Gin 


Ala 


Pro Asp 


Ser 


290 




295 300 










Val Glu Gly Leu 


Leu 


Asn Ala Leu Arg Phe Thr Thr 


Lys 


His 


Leu 


Asn 


305 




310 315 








320 


Asp Glu Ser Thr 


Ser 


Lys Gin lie Arg Ala Met Leu Gin 










325 


330 











<210> 5763 

<211> 3840 

<212> DNA 

<213> Homo sapiens 

<400> 5763 

nctcctcccc tccccaagat ggcgtccttg ctgcagtcgg accgggttct ctatctagtc 
60 

cagggagaaa agaaggttcg ggccccgctc tcgcaactct acttctgccg ctattgtagc 

120 

gaactgcggt cgctggaatg tgtgtctcac gaggtggact cccattattg tcccagttgt 
180 

ttagaaaata tgccatcggc tgaagccaaa ctaaaaaaga atagatgtgc caattgtttt 
240 

gactgtcctg gctgcatgca caccctctct actcgggcca cgagcatctc cacacagctt 
300 

ccagatgacc cagccaagac caccatgaag aaagcctatt acctggcatg tggattttgt 
360 

cgctggacgt ctagagatgt gggcatggca gacaaatctg tagctagtgg cggttggcag 
420 

gaacctgaaa atcctcacac acaacggatg aacaaattga ttgaatatta ccagcagctt 
480 

gctcagaaag agaaggttga gcgagatcgc aagaaactgg cacgacgtag aaactatatg 
540 

cctctggctt tttcggacaa atatggtctt ggaaccaggc ttcagcgacc acgagctggt 
600 

gcatccatca gtacccttgc cggactttcc cttaaagaag gagaggatca gaaagaggta 
660 

aagattgagc cagctcaggc tgtggatgaa gtggaacctc tacctgaaga ctattataca 
720 

agaccagtaa atttaacaga ggtaacaacc cttcagcagc gtctgttaca gcctgacttc 
780 

cagccagtct gtgcttcaca gctctatcct cgccacaaac atcttctgat caaacggtcc 
840 

ctgcgctgcc gtaaatgtga acataatttg agcaagccag aatttaaccc aacgtcaatc 
900 

aaattcaaaa tccagctggt cgctgtcaat tatattccag aagtgagaat catgtcaatt 
960 

cccaaccttc gctacatgaa ggagagccag gtcctcctga ctcttacaaa tccagttgag 
1020 

aacctcaccc atgtgactct cttcgagtgt gaggaggggg accctgatga tatcaacagc 
1080 
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accgctaagg tggtggtgcc 
1140 

gagtacgatg agttggcaga 
1200 

agaaaggcca acaaagtggg 
1260 

gtgaccgtgt gcttcaagat 
1320 

attgaagaaa gtgaccaggg 
1380 

ttgggcccac ttccccctta 
1440 

ccgtaaacct gcgctaaaat 
1500 

cacccatgca ctacggaatt 
1560 

acacagggCa gctgctgttg 
1620 

tccctcactg aaccctgcac 
1680 

tgggtgttcc ccggaatggc 
1740 

tctgatctca ctaaggatca 
1800 

acctgctgtt aatgatccag 
1860 

aatatcatcc aacagtctaa 
1920 

tagatttcca tataactgaa 
1980 

gaaaaacctg cgaagttgtt 
2040 

gacacg&att agttgttctt 
2100 

ttgagaagca aacaattaca 
2160 

attgccacaa tacccaggga 
2220 

tcctacccct cccctgttct 
22B0 

aaaagaaccc aaagaaaacc 
2340 

aaaggctaga tttttagaat 
2400 

ttaactatta taatctcttg 
2460 

tttaagactt ttgtcatgtg 
2520 

agttcagcaa gtagcccaca 
2580 

cctggagttg ggttgctaac 
2640 

gtagaccacc agctgcaccg 
2700 



tcccaaagag ctcgttttag 
acctcaagac tttcaggacg 
tattttcacc aaagttacac 
gaagcatgat tttaaaaacc 
aacagaagtc atctggctca 
aaaggttcca ctggagggca 
gtggaagctg ctgcttcaCt 
ctatCgctaa gaaagCggga 
cccttgctct cacccctgct 
gttgagcaac agcagcataa 
attgtattta ccacctgaga 
caatgtcaca gatgaaactt 
cattggtcac aatgtaccaa 
aacataCccc ttcattgcca 
aaactgaatt: gtcactttat 
aaggcactct catttgccct 
aatctttttc ccagtaaaat 
tgtcatgtca agggggtagc 
tcaatgctgc cacagggggg 
gcctctttaa ctcagttaag 
tgagtggaca ggttcatttc 
attctcaact agcattcttt 
aatccaaaac tggatattaa 
gtgagtcaaa taagaccatt 
gctctggcct aacagcagac 
cttaatttct atgatgtttt 
tgttttctgt aaaagtattg 



ctggcaagga tgcagcagca 
atcctgacat tatagccttc 
cacagcgtga ggagggcgaa 
tggcagcccc cattcgcccc 
cccagcatgt ggaacttagc 
gatcccaaag gacagtatca 
aggccttgtt tataacgatg 
gcataggcaa ggcattggga 
gacaccagta agtccgCgtc 
ttccatccta ggaaagggga 
aactctgtac tgtctcttga 
aaatgataac ccaaaggtag 
ctgctttctg cattccgtta 
taatggctgc cattttgcca 
ctttagtatc atgatgattg 
ctttttctaa gtgaatacag 
atggatcttt taagaagaat 
agattccatt cgctttcaat 
caatctttat ttgtcttact 
ttgttctgtt tgggacctgg 
tggaatgcag aaaacatttt 
ccattgattt: gaaggggaaa 
gaactttccc ccttactaag 
ttgattgtaa accataaaat 
ttgctgtttt cacttggtat 
ctaaaatgaa acttgataaa 
ttagtaagtg gccaagagac 
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ttgaggaaaa tacagatttt ttgtttaccc 
2760 

gataacatta taatgtagaa tacagatggg 
2820 

gttttaaata tttaggaagc ttttaaaaga 
2860 

tgtactaatt gtacaaaggt caagccaatt 
2940 

tgatgcagtg taagaaggaa aatactcatc 
3000 

ttaggagttg gagcaggggg atgggtaatt 
3060 

tttttttgtg accccacaga gtctcaaatt 
3120 

gaaatcactg ctccatattt gccagCggag 
3180 

tatgtttaca cgtttgcata gactacacac 
3240 

tttattcccc aaagtaataa tgttgaagca 
3300 

caaaacactt tgatcataaa cttttttctt 
3360 

agccactggt ttaatgtttc ctcaagatag 
3420 

cgtagaaatg attcaatacc tgcagctggt 
3480 

atattagatg aggtgcaaaa attttaatgc 
3540 

gatcccatta gcacttgaaa ccacagcttt 
3600 

ttacttgatt cacctactga ccttttcttt 
3660 

aagtgtcatg catattCgtg aagaaacacc 
3720 

ctccttgatc tttatgaatg acaggttact 
3780 

gaaataaagc agacaaagct tgaaaaaaaa 
3840 



tggtcttgtt 


ttaagtccta 


aaaaa t Caaa 


acatagtcct 


tgCaagcttc 


cctitgaaaat 


cactaaattg 


tactctaaaa 


gacactaaat 


ttatgaaaca 


gtcctacaga 


gcaatatatg 


tctaacatta 


tggtaataac 


atttagcctc 


acagatttgc 


agactataga 


aagagtttca 


tttatttcac 


tacctgctag 


agcctactgt 


gaaatgggca 


tagagtagag 


aatagcttca 


atgtcatgcg 


tttatggcag 


gtagctggta 


tgggtctcat 


cattcccata 


cacagaaaca 


cagaagccaa 


actaacttgc 


agaataatag 


gttttagtgt 


aagctagtac 


tctgtgtgtt 


gaattaggaa 


ttgtatttgt 


tgcctttttt 


tagtcagtat 


gcaccaccac 


aggaaagtta 


ggaaacttag 


gctaagttaa 


tttggatttg 


tgtttgaagt 


gcttatcagc 


ataatgagct 


ctttttggtc 


ccttttggga 


cagagaggta 


gttttgcctt 


attgcttaac 


ttaatgtagt 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 



<210> 5764 

<211> 466 

<212> PRT 

<213> Homo sapiens 



<400> 5764 

Xaa Pro Pro Leu Pro Lys Met Ala 

1 5 
Leu Tyr Leu Val Gin Gly GIu Lys 
20 

Leu Tyr Phe Cys Arg Tyr Cys Ser 

35 40 
Ser His Glu VaX TVsp Ser His Tyr 

50 55 
Pro Ser Ala Glu Ala Lys Leu Lys 



Ser Leu Leu Gin Ser Asp Arg Val 

10 15 
Lys Val Arg Ala Pro Leu Ser Gin 
25 30 
Glu Leu Arg Ser Leu Glu Cys Val 

45 

Cys Pro Ser Cys Leu Glu Asn Met 
60 

Lys Asn Arg Cys Ala Asn Cys Phe 
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65 










70 






Asp 


Cys 


Pro Gly 


Cys 


Met His 


Thr 


Leu 










85 








Ser 


Thr 


Gin 


Leu 


Pro Asp Asp 


Pro 


Ala 








100 








105 


Tyr 


Tyr 


Leu 


Ala 


Cys Gly Phe Cys Arg 






115 








120 




Met 


Ala 


Asp 


Lys 


Ser 


Val Ala 


Ser Gly 




130 








135 






Pro 


His 


Thr 


Gin 


Arg Met Asn Lys 


Leu 


145 










150 






Ala 


Gin 


Lys 


Glu 


Lys Val Glu Arg Asp 










165 








Arg Asn 


Tyr 


Met 


Pro 


Leu Ala 


Phe 


Ser 








180 








185 


Arg 


Leu 


Gin Arg 


Pro Arg Ala Gly Ala 






195 








200 




Leu 


Ser 


Leu Lys 


Glu Gly Glu Asp Gin 




210 








215 






Ala 


Gin 


Ala 


val 


Asp 


Glu Val 


Glu 


Pro 


225 










230 






Arg 


Pro 


Val 


Asn 


Leu 


Thr Glu 


Val 


Thr 










245 








Gin 


Pro 


Asp 


Phe 


Gin 


Pro Val 


Cys 


Ala 








260 








265 


Lys 


His 


Leu 


Leu 


He 


Lys Arg 


Ser 


Leu 






275 








280 




Asn 


Leu 


Ser 


Lys 


Pro 


Glu Phe 


Asn 


Pro 




290 








295 






Gin 


Leu 


Val 


Ala 


Val 


Asn Tyr 


He 


Pro 


305 










310 






Pro 


Asn 


Leu Arg 


Tyr 


Met Lys 


Glu 


Ser 










325 








Asn 


Pro 


Val 


Glu 


Asn 


Leu Thr 


Kis 


Val 








340 








345 


Gly Asp 


Pro Asp 


Asp 


He Asn 


Ser 


Thr 






355 








360 




Lys 


Glu 


Leu 


Val 


Leu Ala Gly Lys 


Asp 




370 








375 






Leu 


Ala 


Glu 


Pro 


Gin Asp Phe Gin Asp 


385 










390 






Arg 


Lys 


Ala 


Asn 


Lys Val Gly He 


Phe 










405 








Glu 


Glu 


Gly Glu 


val 


Thr Val 


Cys 


Phe 








420 








425 


Asn 


Leu 


Ala 


Ala 


Pro He Arg Pro 


He 






435 








440 




Glu 


val 


He Trp 


Leu 


Thr Gin 


His 


Val 




450 








455 






Leu 


Pro 















465 
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75 


80 


Ser 


Thr 


Arg Ala Thr Ser He 


90 




95 


Lys 


Thr 


Thr Met Lys Lys Ala 






110 


Trp 


Thr 


Ser Arg Asp Val Gly 






125 


Gly Trp 


Gin Glu Pro Glu Asn 






140 


He 


Glu 


Tyr Tyr Gin Gin Leu 




155 


160 


Arg 


Lys 


Lys Leu Ala Arg Arg 


170 




175 


Asp 


Lys 


Tyr Gly Leu Gly Thr 






190 


Ser 


He 


Ser Thr Leu Ala Gly 






205 


Lys 


Glu 


Val Lys He Glu Pro 






220 


Leu 


Pro 


Glu Asp Tyr Tyr Thr 




235 


240 


Thr 


Leu 


Gin Gin Arg Leu Leu 


250 




255 


Ser 


Gin 


Leu Tyr Pro Arg His 






270 


Arg 


Cys 


Arg Lys Cys Glu His 






285 


Thr 


Ser 


He Lys Phe Lys He 






300 


Glu 


val 


Arg He Met Ser He 




315 


320 


Gin 


Val 


Leu Leu Thr Ijeu Thr 


330 




335 


Thr 


Leu 


Phe Glu Cys Glu Glu 






350 


Ala Lys 


Val Val Val Pro Pro 






365 


Ala 


Ala 


Ala Glu Tyr Asp Glu 






380 


Asp 


Pro 


Asp He He Ala Phe 




395 


400 


He 


Lys 


Val Thr Pro Gin Arg 


410 




415 


Lys 


Met 


Lys His Asp Phe Lys 






430 


Glu 


Glu 


Ser Asp Gin Gly Thr 






445 


Glu 


Leu 


Ser Leu Gly Pro Leu 



460 
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<212> DNA 

<213> Homo sapiens 



<400> S765 




cacgaggccc 


cacgcctcag 


60 




gaggcgctag 


ggaagatcgc 


120 




gagctggtga 


ctgccctcat 


IBO 




ttggcctacg 


tctgtgagtg 


240 




ctggcctgcg 


cctggtcctg 


300 




gaccaggacc 


tgacccgcat 


360 




tcgatcccct 


cagagcacca 


420 




egg c tec eg C 


cagcagatgc 


480 




qctaatagct 


gggagagctc 


540 




tcctQQCCgc 

^3 ^3 ^^^^ 


acaatggtgt 


600 




ttcggggaga 


agctctcccg 


660 




cccatqgaag 


gctggatcgc 


720 




cccagcgggc 


aggtgctgac 


780 




ctggccgaca 


tcgccttcac 


840 




agcgcgtcgc 


ccgtgcagtt 


900 




atcgacacgg 


agatcctgcc 


960 




gacaagtttc 


ccgccatcac 


1020 




cttttgtgcg 


cgtccagcca 


1080 




ggactccccg 


tgaacaacat 


1140 




acaattctca 


aatggcggat 


1200 




gcgctgccca 


agctgcccat 


1260 




cagttctacc 


ctggcctcgg 


1320 




caccggctct 


cactgcagac 


1380 




gatgagccgg 


ccatgaagcg 


1440 




cagctatcgt 


ggacgtcact 


1500 





gcaactggtt gttaccgagg 
accgcggacg cccgctgagc 
gtgtgatttg cggcggccag 
ggagaaatgg tccaagagca 
ccgaaatctc atcgccttca 
gatccacatc ctggacacgg 
cgaggccatc acctgcctgg 
cgacgggcag atcaagtgct 
agtgggcagc ctagtggagg 
gaaactggcc ctgcacgtgg 
agtcaagttc tcaccgtcgc 
ggtgacggtc agcggcctgg 
gtccaccgag agcctgtgcc 
cggcggcggc aacatcgtgg 
ctacaaggtg tgcgtgagcg 
ctccctgttc atgcgctgca 
ccacctcaag ttcctggccc 
gaccagcagc atcgCggagt 
cttccagcag atctcccccg 
Gctatcggcc accaacgatc 
ttcgctcacc aacaccgacc 
gctggccctg gccttccacg 
catggcggtc tcctacagct 
cccccgcacc gcgggccccg 
ggccctggtg gggattgaca 

4929 



aagatggcgg cgccagaccc 
ttggcgcacg ggccgaccag 
cggcaggtgg gatgatggac 
cccactgccc atcggtgccc 
ccatggacct gcgcagcgat 
agcacccctg ggacctgcac 
agtgggacca gtcaggctcc 
ggagcatggc ggaccacctg 
gggaccccat tgtggccccg 
agaagtcggg cgcctccagc 
tcacgccgtt cggcggcaag 
tcaccgtgtc cctgctgaag 
ggctgcgcgg ccgcgtggcc 
tggccacggc ggacggcagc 
tggtgagcga gaagtgccgt 
ccaccgacct caaccgcaag 
gggacatgtc ggagcaggtg 
gctggtccct gcgcaaggag 
tggttggcga caaacagccc 
tggaccgtgt gtcggccgtg 
tcaaggtggc cagcgacaca 
acggcagcgt ccacatcgtg 
ccgcggcccc gaggcctgtg 
ccgtccactt aaaggctatg 
gccacgggaa gctgagcgtg 
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ctccgcctct caccttccat 
1560 

ctcttcctgc tggagtactg 
1620 

gtgcagccca gtatggtaca 
1680 

accgctgccc tgcagcaggt 

1740 

aagctgtcgc cctgcacggt 
1800 

gccatcagct ccaccctgaa 
1860 

agccccggcg accggctgac 
1920 

gtcatgatca acctcaagac 
1980 

agcagctctt gcagtgggtg 

2040 

agccctgccc cacctcggag 
2100 

cccccacctc ggagccctcc 
2160 

cacagcttcc tgcgggacgg 
2220 

cgcatctggg gccctctgaa 
2280 

caggacagca tgtccctgct 
2340 

gagggcccag cgagcgagcc 
2400 

cagctgctta tccccagcct 
2460 

cagcccaagc agccccttcg 
2520 

gccaccctgc agctcgacgg 
2580 

cggaggctgc accttggcgo 
2640 

tgtgtcacca tgctcaagtc 
2700 

tggatcaaga actgcctgcg 
2760 

gcccagctgc ccctcagcta 
2820 

gcaagagcca ccgctcgccc 
2880 

gggctgttga aggccgtggg 
2940 

ctgcctttgt ccagctgggc 
3000 

ggaccatctg catccagagg 
3060 

gacccggccc gggcgtctcc 
3120 



gggccacccg ctggaggtgg 
catggtgacc ggctacgact 
gagcctggtg gagaagctgc 
cctctccacc cggatcctgg 
gacccgcgtg tgcgactacc 
gtcgctgctg cgcccccact 
cgagatctgc accaagatca 
ggaggaattt gtgctggaca 
ggcgacttcg tgctgtacct 
ccctgcccca cctcggagcc 
tctccatgaa gcctctgctg 
cacctcgctg ggcatgcttc 
gcccagctgc ctgcccgtgt 
cttccgcctg ctcaccaagc 
ggatgaggcg ccggtggatg 
ggactggctg ccagccagcg 
tctgcagttt ggccgggcgc 
cctcgccagg gccccaggcc 
ttgccccacg gaggaacgca 
gcccaacaga accacggcgg 
cggtgggctc tggtggcggg 
ctcctcagct acccctcagc 
tggactctcc tcggcgcggt 
ccggacgcct gcgtgaccag 
ccgcagtcca cacaccactc 
accgtccgtg acggccgggg 
tcggtttcct tgcctcaccc 
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ggctggcgct gcggcacctg 
ggtgggacat cctgctgcac 
acgaggagta cacgcgccag 
ccatgaaggc ctcgctctgc 
acaccaagct cttcctcatc 
ttctcaacac gcctgacaag 
ccgacgtcga caCtgacaag 
tgacacactg caggcgctgc 
gctggccagc ctacccaacc 
ctcccccacc tcggagccct 
gtcccctgct gaggccgggc 
gggaattgat ggtggtcatc 
atacggccac ctcggatacc 
tctggatctg ctgtcgcgat 
aatgctgcct gctgcccagc 
acggcctggt tagccgcctg 
ccacgctgcc tggcagtgct 
agcccaagat cgaccacctg 
aggcctgcac caggCgcggc 
tgaagcagtg ggagcagcgc 
tgcccctcag ctacccctga 
tgccccCgag cccggctgct 
taacctcagc ccgccccgca 
cagagcttct gaggaagccc 
Ccccaggacc ccagatccct 
gtccaggcgg accttgtggt 
gcggagagcg ctgaacctgg 
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acaagcagcg gctgggaagg acaggtccaa taaacgccct ctgcgcccca aaaaaaaaaa 
3180 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
3220 

<210> 5766 
<211> 873 
<212> PRT 

<213> Homo sapiens 



<400> 5766 



Met Cys 


Asp 


Leu 


Arg 


Arg 


Pro 


Ala 


Ala 


Gly 


Gly Met 


Met 


Asp 


Leu 


Ala 


1 






5 










10 








15 




Tyr Val 


Cys 


Glu 
20 


Trp 


Glu 


Lys 


Trp 


Ser 
25 


Lys 

* 


Ser Thr 


His 


Cys 
30 


Pro 


Ser 


Val Pro 


Leu 


Ala 


Cvs 


Ala 


Trp 


Ser Cys 


Arg 


Asn Leu 


He 


Ala 


Phe 


Thr 




35 










40 








45 








Met AsD 


Leu Arg 


Ser 


Asp 


Asp 


Gin Asp 


Leu 


Thr Arg 


Met 


He 


His 


He 












55 








60 










Leu Asp 


Thr 


Glu 


His 


Pro 


Trp 


Asp 


Leu 


His 


Ser He 


Pro 


Ser 


Glu 


His 


65 








70 










75 








80 


His Glu 


Ala 


He 


Thr 


Cys 


Leu 


Glu Trp 


Asp 


Gin Ser 


Gly 


Ser 


Arg 


Leu 








85 










90 








95 




Leu Ser 


Ala 


Asp 


Ala 


Asp 


Gly 


Gin 


He 


Lys 


Cys Trp 


Ser 


Met 


Ala Asp 






100 










105 








110 






His Leu 


Ala 


Asn 


Ser 


Trp 


Glu 


Ser 


Ser 


Val 


Gly Ser 


Leu 


Val 


Glu Gly 




115 










120 








125 








Asp Pro 


He 


Val 


Ala 


Leu 


Ser 


Trp 


Leu 


His 


Asn Gly 


Val 


Lys 


Leu 


Ala 


130 










135 








140 










Leu His 


val 


Glu 


Lys 


Ser 


Gly 


Ala 


Ser 


Ser 


Phe Gly 


Glu 


Lys 


Phe 


Ser 


145 








150 










155 








160 


Arg Val 


Lys 


Phe 


Ser 
165 


Pro 


Ser 


Leu 


Thr 


Leu 
170 


Phe Gly 


Gly 


Lys 


Pro 
175 


Net 


Glu Gly 


Trp 


He 
180 


Ala 


Val 


Thr 


Val 


Ser 
185 


Gly 


Leu Val 


Thr 


Val 
190 


Ser 


Leu 


Leu Lys 


Pro 


Ser 


Gly 


Gin 


Val 


Leu 


Thr 


Ser 


Thr Glu 


Ser 


Leu 


Cys Arg 




195 










200 








205 








Leu Arg 


Gly Arg 


Val 


Ala 


Leu 


Ala 


Asp 


He 


Ala Phe 


Thr 


Gly 


Gly Gly 


210 










215 








220 










Asn He 


Val 


Val 


Ala 


Thr 


Ala 


Asp Gly 


Ser 


Ser Ala 


Ser 


Pro 


Val 


Gin 


225 








230 










235 








240 


Phe Tyr 


Lys Val 


Cys 


Val 


Ser 


Val 


Val 


Ser 


Glu Lys 


Cys 


Arg 


He 


Asp 








245 










250 








255 




Thr Glu 


He 


Leu 
260 


Pro 


Ser 


Leu 


Phe 


Met 
265 


Arg 


Cys Thr 


Thr 


Asp 
270 


Leu 


Asn 


Arg Lys 


Asp Lys 


Phe 


Pro 


Ala 


He 


Thr 


His 


Leu Lys 


Phe 


Leu 


Ala Arg 




275 










280 








285 








Asp Met 


Ser 


Glu 


Gin 


Val 


Leu 


Leu Cys 


Ala 


Ser Ser 


Gin 


Thr 


Ser 


Ser 


290 










295 








300 










He val 


Glu Cys 


Trp 


Ser 


Leu 


Arg 


Lys 


Glu 


Gly Leu 


Pro 


Val 


Asn 


Asn 


305 








310 










315 








320 


He Phe 


Gin 


Gin 


He 

325 


Ser 


Pro 


val 


Val 


Gly 
330 


Asp Lys 


Gin 


Pro 


Thr 
335 


He 


Leu Lys 


Trp Arg 


He 


Leu 


Ser 


Ala 


Thr 


Asn 


Asp Leu 


Asp 


Arg 


Val 


Ser 
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340 345 350 

Ala Val Ala Leu Pro Lys Leu Pro lie Ser Leu Thr Asn Thr Asp Leu 

355 360 365 

Lys Val Ala Ser Asp Thr Gin Phe Tyr Pro Gly Leu Gly Leu Ala Leu 

370 375 380 

Ala Phe His Asp Gly Ser Val His He Val His Arg Leu Ser Leu Gin 
385 390 395 400 

Thr Met Ala Val Phe Tyr Ser Ser Ala Ala Pro Arg Pro Val Asp Glu 

405 - 410 415 

Pro Ala Met Lys Arg Pro Arg Thr Ala Gly Pro Ala Val His Leu Lys 

420 425 430 

Ala Met Gin Leu Ser Trp Thr Ser Leu Ala Leu Val Gly He Asp Ser 

435 440 445 

His Gly Lys Leu Ser Val Leu Arg Leu Ser Pro Ser Met Gly His Pro 

450 455 460 

Leu Glu Val Gly Leu Ala Leu Arg His Leu Leu Phe Leu Leu Glu Tyr 
465 470 475 480 

Cys Met Val Thr Gly Tyr Asp Trp Trp Asp He Leu Leu His Val Gin 

485 490 495 

Pro Ser Met Val Gin Ser Leu Val Glu Lys Leu His Glu Glu Tyr Thr 

500 505 510 

Arg Gin Thr Ala Ala Leu Gin Gin Val Leu Ser Thr Arg He Leu Ala 

515 520 525 

Met Lys Ala Ser Leu Cys Lys Leu Ser Pro Cys Thr Val Thr Arg Val 

530 535 540 

Cys Asp Tyr His Thr Lys Leu Phe Leu He Ala He Ser Ser Thr Leu 
545 550 555 560 

Lys Ser Leu Leu Arg Pro His Phe Leu Asn Thr Pro Asp Lys Ser Pro 

565 570 575 

Gly Asp Arg Leu Thr Glu He Cys Thr Lys He Thr Asp Val Asp He 

580 585 590 

Asp Lys Val Met He Asn Leu Lys Thr Glu Glu Phe Val Leu Asp Met 

595 600 605 

Thr His Cys Arg Arg Cys Ser Ser Ser Cys Ser Gly Trp Ala Thr Ser 

610 615 620 

Cys Cys Thr Cys Trp Pro Ala Tyr Pro Thr Ser Pro Ala Pro Pro Arg 
625 630 635 640 

Ser Pro Ala Pro Pro Arg Ser Pro Pro Pro Pro Arg Ser Pro Pro Pro 

645 650 655 

Pro Arg Ser Pro Pro Leu His Glu Ala Ser Ala Gly Ser Leu Leu Arg 

660 665 670 

Pro Gly His Ser Phe Leu Arg Asp Gly Thr Ser Leu Gly Met Leu Arg 

675 680 685 

Glu Leu Met Val Val He Arg He Trp Gly Leu Leu Lys Pro Ser Cys 

690 695 700 

Leu Pro Val Tyr Thr Ala Thr Ser Asp Thr Gin Asp Ser Met Ser Leu 
705 710 715 720 

Leu Phe Arg Leu Leu Thr Lys Leu Trp He Cys Cys Arg Asp Glu Gly 

725 730 735 

Pro Ala Ser Glu Pro Asp Glu Ala Leu Val Asp Glu Cys Cys Leu Leu 

740 745 750 

Pro Ser Gin Leu Leu He Pro Ser Leu Asp Trp Leu Pro Ala Ser Asp 

755 760 765 

Gly Leu Val Ser Arg Leu Gin Pro Lys Gin Pro Leu Arg Leu Gin Phe 
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770 775 
Gly Arg Ala Pro Thr Leu Pro Gly 
785 790 
Gly Leu Ala Arg Ala Pro Gly Gin 

805 

Leu His Leu Gly Ala Cys Pro Thr 
820 

Cys Gly Cys Val Thr Met Leu Lys 
835 840 
Lys Gin Trp Glu Gin Arg Trp lie 

850 855 
Trp Trp Arg Val Pro Leu Ser Tyr 
865 870 



780 

Ser Ala Ala Thr Leu Gin Leu Asp 
795 800 
Pro Lys lie Asp His Leu Arg Arg 

810 815 
Glu Glu Cys Lys Ala Cys Thr Arg 
825 830 
Ser Pro Asn Arg Thr Thr Ala Val 

845 

Lys Asn Cys Leu Cys Gly Gly Leu 
860 

Pro 



<210> 5767 

<211> 1910 

<212> DNA 

<213> Homo sapiens 



<400> 5767 
ggtagaaaaa 
60 

tttacatggg 
120 

tcagtatcgt 
180 

gccaggagag 
240 

caatcctctc 
300 

gtgtgtgtgt 
360 

ttttcatgtt 
420 

acaacctcat 
480 

aaataagtga 
540 

ctagaaaaga 
600 

gtaaaacaat 
660 

cttgaccctt 
720 

aacctaaaag 
780 

cttggtaacc 
840 

gatgccggtt 
900 

gcagaggctc 
960 

agaaactggt 
1020 



tacacccatt 
caagacgata 
gggttttgct 
accctgaggg 
tcacactgcg 
gtgtgtgtgt 
accttagcct 
tgctatggaa 
aaaggcattg 
ctgtgaaaat 
tactttaaaa 
cctcacttcc 
ccatgaaaaa 
tgaattctct 
caaaaacgtc 
gctggtgtgg 
gcaagccgtc 



aacaacatta 
tcctctctgt 
gctattctga 
ctgcctcacc 
gtgctctgtc 
gtgtgaataa 
caattttaaa 
caaaaaagac 
agagattgct 
atatatctca 
gctgactaaC 
tccctccgac 
gtgctggtat 
ctctgatcaa 
atcatcatct 
ggatgacaca 
gtcactgtca 



gtaaacacca 
gagacccaca 
agggatcccc 
acagcaggaa 
cctatggaaa 
tatatggaat 
cttacattgt 
tgtgaggaaa 
aagatttgtt 
aaagagaaca 
aaaaagggta 
tctaccagtc 
ttttcaggat 
ggcagctgat 
tctgctcctt 
tgaagagagg 
ctggagctgg 



gaaaccatct 
agtttggttt 
catcacgctg 
cgcccttctc 
cagcctctgt 
aaagtttgag 
ttgttaaaat 
aagaatcata 
aagttaaaac 
aggcatagtc 
agtgaaagaa 
tggatgcact 
ctcttcaaga 
ggactttcaa 
cttctatcgg 
acatgctgga 
ctatactgtt 



aaaaggaatc 
gagttactcc 
gcagctgtgt 
agtcccagcc 
atgtgtgtgt 
attccctgct 
tatcaaatgg 
acttggaaaa 
aataatatat 
agaaggctca 
ctcttccatc 
aaagcagaat 
caccttccgt 
tgtatttgga 
tttcatcttg 
ggtactccga 
cctcatttcc 
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aacatggaga tctgtgtgca gaggctgagc tgatgttcca gctttttggc tttcttatca 
1080 

tttaaggtgg gatcattcaa tgagtagagc ttatttgtga tgtcttttcc aataagatac 
1140 

ccaaagattt catacaagaa aggttctgat tccagaaagt atgttaatct ttctcttgac 
1200 

cagcataaaa atctgcagtt atcatctgca ataatggtga cctggaattt ttcacctttg 
1260 

tgcatctgag ttgatctaaa ttcaggagaa tcCataaagg cacaggggta aatgttatgc 
1320 

agaaaatgtc ctcgatagga gaccttcatt tttcccttca agagaatact cagacggtca 
1380 

tcaactgagg ttttatcctc tgcagcataa gtttggccct ttttcaaggt ctggatcatg 
1440 

caaaactgtc cagttagtct tctgaacaaa tctggaggca cacggagtgg ttcaaacaat 
1500 

cgccggtaca tgccactgag ctccttttca atctctaccg gtctcttctt gtataaaaga 
1560 

tacgacagat gcaaaatgtt gacacccaag aacacagagt tccagatcat tatatccaag 
1620 

gcacatcggt agagagtggc ccagacgata taaagggtac atcctagagt taacattccc 
1680 

ctaagaaata tcatatgaag gtgaagagta gttggaataa ccaacccaac tgcaaaacaa 
1740 

atatttgcta catgaaaaac cagatgatgt atctctctcc agttttcaca agtggtctta 
1800 

ttggaaggca caggcatgat actttctaac tcaggtgtaa aacctatggc agttgattct 
1860 

ctcaatgggc tggaccctgt ataattcatt ttgaaaatcc cggctggtcc 
1910 

<210> 5768 

<211> 360 

<212> PRT 

<213> Homo sapiens 



<400> 5768 



Met 


Asn 


Tyr 


Thr 


Glu Ser Ser 


Pro 


Leu 


Arg 


Glu 


Ser 


Thr 


Ala 


He 


Gly 


1 








5 






10 










15 




Phe 


Thr 


Pro 


Glu 


Leu Glu Ser 


He 


He 


Pro 


Val 


Pro 


Ser 


Asn 


Lys 


Thr 








20 






25 










30 






Thr 


Cys 


Glu 


Asn 


Trp Arg Glu 


He 


His 


His 


Leu 


Val 


Phe 


His 


Val 


Ala 






35 






40 










45 








Asn 


He 


Cys 


Phe 


Ala Val Gly 


Leu 


Val 


He 


Pro 


Thr 


Thr 


Leu 


His 


Leu 




50 






55 










60 










His 


Met 


He 


Phe 


Leu Arg Gly 


Met 


Leu 


Thr 


Leu 


Gly 


Cys 


Thr 


Leu 


Tyr 


65 








70 








75 










80 


lie 


val 


Trp 


Ala 


Thr Leu Tyr 


Arg 


Cys 


Ala 


Leu 


Asp 


He 


Met 


He 


Trp 










85 






90 










95 




As XI 


Ser 


Val 


Phe 


Leu Gly Val 


Asn 


He 


Leu 


His 


Leu 


Ser 


Tyr 


Leu 


Leu 








100 






105 










110 






Tyr 


Lys 


Lys 


Arg 


Pro Val Lys 


He 


Glu 


Lys 


Glu 


Leu 


Ser 


Gly 


Met 


Tyr 






115 






120 










125 








Arg 


Arg 


Leu 


Phe 


Glu Pro Leu 


Arg 


Val 


Pro 


Pro 


Asp 


Leu 


Phe 


Arg 


Arg 
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130 135 140 

Leu Thr Gly Gin Phe Cys Met lie Gin Thr Leu Lys Lys Gly Gin Thr 
145 ISO 155 160 

Tyr Ala Ala Glu Asp Lys Thr Ser Val Asp Asp Arg Leu Ser He Leu 

165 170 175 

Leu Lys Gly Lys Met Lys Val Ser Tyr Arg Gly His Phe Leu His Asn 

180 185 190 

He Tyr Pro Cys Ala Phe He Asp Ser Pro Glu Phe Arg Ser Thr Gin 

195 200 205 

Met His Lys Gly Glu Lys Phe Gin Val Thr He He Ala Asp Asp Asn 

210 215 220 

Cys Arg Phe Leu Cys Trp Ser Arg Glu Arg Leu Thr Tyr Phe Leu Glu 
225 230 235 240 

Ser Glu Pro Phe Leu Tyr Glu He Phe Arg Tyr Leu He Gly Lys Asp 

245 250 255 

He Thr Asn Lys Leu Tyr Ser Leu Asn Asp Pro Thr Leu Asn Asp Lys 

260 265 270 

Lys Ala Lys Lys Leu Glu His Gin Leu Ser Leu Cys Thr Gin He Ser 

275 280 285 

Met Leu Glu Met Arg Asn Ser He Ala Ser Ser Ser Asp Ser Asp Asp 

290 295 300 

Gly Leu His Gin Phe Leu Arg Ser Thr Ser Ser Met Ser Ser Leu His 
305 310 315 320 

Val Ser Ser Pro His Gin Arg Ala Ser Ala Lys Met Lys Pro He Glu 

325 330 335 

Glu Gly Ala Glu Asp Asp Asp Asp Val Phe Glu Pro Ala Ser Pro Asn 

340 345 350 

Thr Leu Lys Val His Gin Leu Pro 
355 360 

<210> 5769 

<211> 427 

c212> DNA 

<213> Homo sapiens 

<400> 5769 

gctagcagtg gggttgctag tgacaccata gcatttggag agcatcacct ccctcctgtg 
60 

agtatggcat ccactgtacc tcactccctt cgtcaggcga gagataacac aatcatggat 
120 

ctgcagacac agctgaagga agtattaaga gaaaatgatc tcttgcggaa ggatgtggaa 
180 

gtaaaggaga gcaaattgag ttcttcaatg aatagcatca agatcttctg gggcccagag 
240 

ctgaagaagg aacgagccct gagaaaggat gaagcttcca aaatccccat ttggaaggaa 
300 

cagtacagag ttgtacaaga ggaaaaccag gtaagttcta cgtgtgttta cctttattgg 
360 

ctgaattcat gtatataaat gaaatagcct tttttttccc ctttcctaga tttttccctt 
420 

cacgcgt 
427 

<210> 5770 
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<211> 85 

<212> PRT 

<213> Homo sapiens 

<400> 5770 

Leu Gin Thr Gin Leu Lys Glu Val Leu Arg Glu Asn Asp Leu Leu Arg 

15 10 15 

Lys Asp Val Glu Val Lys Glu Ser Lys Leu Ser Ser Ser Met Asn Ser 

20 25 30 

lie Lys lie Phe Trp Gly Pro Glu Leu Lys Lys Glu Arg Ala Leu Arg 

35 40 45 

Lys Asp Glu Ala Ser Lys He Pro. He Trp Lys Glu Gin Tyr Arg Val 

50 55 60 

Val Gin Glu Glu Asn Gin Val Ser Ser Thr Cys Val Tyr Leu Tyr Trp 
65 70 75 80 

Leu Asn Ser Cys He 

85 



<210> 5771 

<211> 2539 

<212> DNA 

<213> Homo sapiens 

<400> 5771 

gtacacattc caaaaagaga ttgatacact 
60 

aggagtcggg cttgtcttgc caacggaagt 
120 

gtcagatgtg ccaccccgcc acaactggcc 
180 

ttcatgaagg aagtaacatt: ccactgtcat 
240 

cacctgtcag tcagaggcaa ctgggatgca 
300 

ggacctcctg aagatcctgc ccatggtttc 
360 

catatacagt atcagtgctt tcctggttat 
420 

ctctccaatg gctcctggag tggcagctca 
480 

ccagtaattg aatatggaac tgtcaatggg 
540 

attcagtgct tcaaaggctt caagctccta 
600 

ggccagtgga gctctgggtt cccccactgt 
660 

ataccaaatg cgttcatcag tgagaccagc 
720 

tgcaggtctg gatatgtcat acaaggcagt 
780 

tggaaccagc cttatccagt ctgtgagccc 
840 

aatgcagtgg caactggaga ggcacacacc 
900 



tgcaatgaag ggttcttgct tgagggagcc 
tggagtggag ccactcccga ctgtgtgcct 
aatggggtga cggaaggcct ggactatggc 
gggctacatc ttgcacggtg ctccaaaact 
gagattcctc tctgtaaacc agtcaactgt 
cctaatggtt tttcctttat tcatgggggc 
aagctccatg gaaattcatc aagaaggtgc 
ccttcctgcc tgccttgcag atgttccaca 
acagattttg actgtggaaa ggcagcccgg 
ggactttctg aaaccacctg tgaagccgat 
gaacacactt cttgtggttc tcttccaatg 
tcttggaagg aaaatgtgat aacttacagc 
tcagatctga tttgtacaga gaaaggggta 
ttgtcctgtg ggtccccacc gtctgtcgcc 
tatgaaagtg aagtgaaact cagatgtctg 
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gaaggttata cgatggatac 
960 

ttccctgaga gaatctcctg 
1020 

atacttgtac atggggacga 
1080 

gggtatacct ttgagggagt 
1140 

ccattctccg atgaatcttg 

1200 

ggatttgtgg ttggcagtaa 
1260 

ggctatgaac tagaggggaa 
1320 

ggggtggcaa tatgcaaaga 
1380 

gctgacattg aaaacaggac 
1440 

agtcttgaag ggccatctga 
1500 

ccCctctgca aaccaaatcc 

1560 

tctgaaaagg agtttcatgt 
1620 

ctgcagggcc acggcatcat 
1680 

aaatgtgaaa aaatctcatg 
1740 

gtacattatc aatatggaga 
1800 

ggtttcctga ggagtgtttg 
1860 

gctgtctgtc gatttccatg 
1920 

ctgtccagag ggctggatgg 
1980 

gaacggaggt cgctgtgtgg 
2040 

tcgctgtcat acagctgttt 
2100 

aaaccgatgt cactgtcttt 
2160 

tgggttttaa ccactgcacg 
2220 

tagtgcctgg gcatcctgga 
2280 

tagtaaactt gttacttggg 
2340 

tgacatactt tcttacatgt 
2400 

atattaaata gatgcCgctc 
2460 

agttcctggt acacattttt 
2520 



agatacagat acaatcaccc 
cagtcctaaa aaatgccctc 
tttcagtgcg aacaggcaag 
taacatatca gcatgtcagc 
cagtccagtt tcttgtggga 
atacaccttt gaaagcacaa 
cagggaacgt gtctgccagg 
gaccaggtgt gaaactccac 
gactggaccc aacgtggtat 
ggcacactgc acagaaaatg 
atgccctgtt ccCtttgtga 
tgatcagaat gtgtccatca 
tacctgcaac cccgacgaga 
tggtccacca gctcacgtag 
catgatcacc Cactcatgtt 
tttagaaaat ggaacatgga 
tcagaatggg gggcatctgc 
ggcgcctccg tgaagaacca 
ccccttacca gtgtgactgc 
gccagtctcc ctgcttaaat 
cttcttggac gggacataac 
accatctggc tctcccaaaa 
acttatgcaa agaaagtcca 
gttacttttt ttattttgtg 
ttccattttt aaatatgcct 
taccctcaca aaatgtacat 
attcagttac ttaaaatgat 



gtcagaaaga tggtcgctgg 
tcccggaaaa cataacacat 
tttccgtgtc atgtgcagaa 
ttgatggaac ccgggagcca 
aacctgaaag tccagaacat 
ttatttatca gtgtgagcct 
agaacagaca gtggagtgga 
ttgaatttct caatgggaaa 
attcctgcaa cagaggcCac 
gaacctggag ccacccagtc 
ttcccgagaa tgctctgctg 
aatgtaggga aggttttctg 
cgtggacaca gacaagcgcc 
aaaatgcaat tgctcgaggc 
acagtggata catgttggag 
catcacctcc tatttgcaga 
caacgcccaa atgcttgctc 
atctgcattc ttccctgtct 
ccgcctggct ggacggggtc 
ggtggaaaat gtgtaagacc 
tgttccagga aaaggaggac 
gcaggatcat ctctcctcgg 
acatggtgct gggtcttgtt 
atatactttg ttattccttg 
gtatttccta tataaaaatt 
attctgctgt ctattgggaa 
ttttccatta aagtatattt 
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tgctactaaa 
2539 

<210> 5772 
<211> 642 
<212> PRT 
<213> Homo 



taaaaaaaa 



sapiens 



<400> 5772 

Tyr Thr Cys Asn Glu Gly Phe Leu Leu Glu Gly Ala Arg Ser Arg Val 

15 10 15 

Cys Leu Ala Asn Gly Ser Trp Ser Gly Ala Thr Pro Asp Cys Val Pro 

20 25 30 

Val Arg Cys Ala Thr Pro Pro Gin Leu Ala Asn Gly Val Thr Glu Gly 

35 40 45 

Leu Asp Tyr Gly Phe Met Lys Glu Val Thr Phe His Cys His Gly Leu 

50 55 60 

His Leu Ala Arg Cys Ser Lys Thr His Leu Ser Val Arg Gly Asn Trp 
65 70 75 80 

Asp Ala Glu He Pro Leu Cys Lys Pro Val Asn Cys Gly Pro Pro Glu 

85 90 96 

Asp Leu Ala His Gly Phe Pro Asn Gly Phe Ser Phe He His Gly Gly 

100 105 110 

His He Gin Tyr Gin Cys Phe Pro Gly Tyr Lys Leu His Gly Asn Ser 

115 120 125 

Ser Arg Arg Cys Leu Ser Asn Gly Ser Trp Ser Gly Ser Ser Pro Ser 

130 135 140 

Cys Leu Pro Cys Arg Cys Ser Thr Pro Val He Glu Tyr Gly Thr Val 
145 150 155 160 

Asn Gly Thr Asp Phe Asp Cys Gly Lys Ala Ala Arg He Gin Cys Phe 

165 170 175 

Lys Gly Phe Lys Leu Leu Gly Leu Ser Glu He Thr Cys Glu Ala Asp 

180 185 190 

Gly Gin Trp Ser Ser Gly Phe Pro His Cys Glu His Thr Ser Cys Gly 

195 200 205 

Ser Leu Pro Met He Pro Asn Ala Phe He Ser Glu Thr Ser Ser Trp 

210 215 220 

Lys Glu Asn Val He Thr Tyr Ser Cys Arg Ser Gly Tyr Val He Gin 
225 230 235 240 

Gly Ser Ser Asp Leu He Cys Thr Glu Lys Gly Val Trp Asn Gin Pro 

245 250 255 

Tyr Pro Val Cys Glu Pro Leu Ser Cys Gly Ser Pro Pro Ser Val Ala 

260 265 270 

Asn Ala Val Ala Thr Gly Glu Ala His Thr Tyr Glu Ser Glu Val Lys 

275 280 285 

Leu Arg Cys Leu Glu Gly Tyr Thr Met Asp Thr Asp Thr Asp Thr He 

290 295 300 

Thr Cys Gin Lys Asp Gly Arg Trp Phe Pro Glu Arg He Ser Cys Ser 
305 310 315 320 

Pro Lys Lys Cys Pro Leu Pro Glu Asn He Thr His He Leu Val His 

325 330 335 

Gly Asp Asp Phe Ser Val Asn Arg Gin Val Ser Val Ser Cys Ala Glu 

340 345 350 

Gly Tyr Thr Phe Glu Gly Val Asn He Ser Val Cys Gin Leu Asp Gly 
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355 






360 


365 








Thr 


Trp 


Glu 


Pro 


Pro 


Phe Ser Asp Glu Ser 


Cys Ser Pro 


Val 


Ser 


Cys 




370 








375 


380 








GLy 


Lys 


Pro 


Glu 


Ser 


Pro Glu His Gly Phe 


Val Val Gly 


Ser 


Lys 


Tyr 


385 










390 


395 






400 


Thr 


Phe 


Glu 


Ser 


Thr 


He He Tyr Gin Cys 


Glu Pro Gly 


Tyr 


Glu 


Leu 










405 


410 






415 




Glu 


Gly 


Asn 


Arg Glu 


Arg Val Cys Gin Glu 


Asn Arg Gin 


Trp Ser Gly 








420 




425 




430 






Gly 


val 


Ala 


lie 


Cys 


Lys Glu Thr Arg Cys 


Glu Thr Pro 


Leu 


Glu 


Phe 






435 






440 


445 








Leu 


Asn 


Gly 


Lys 


Ala 


Asp He Glu Asn Arg 


Thr Thr Gly 


Pro 


Asn 


val 




450 








455 


460 








Val 


Tyr 


Ser 


Cys 


Asn 


Arg Gly Tyr Ser Leu 


Glu Gly Pro 


Ser 


Glu 


Ala 


465 










470 


475 






480 


His 


Cys 


Thr 


Glu 


Asn 


Gly Thr Trp Ser His 


Pro Val Pro 


Leu 


Cys 


Lys 










485 


490 






495 




Pro 


Asn 


Pro 


Cys 


Pro 


Val Pro Phe Val He 


Pro Glu Asn 


Ala 


Leu 


Leu 








500 




505 




510 






Ser 


Glu 


Lys 


Glu 


Phe 


Tyr Val Asp Gin Asn 


Val Ser He 


Lys 


Cys 


Arg 






515 






520 


525 








Glu 


Gly 


Phe 


Leu 


Leu 


Gin Gly His Gly He 


He Thr Cys 


Asn 


Pro 


Asp 




^ ^ V 








535 


540 








Glu 


Thr 


Trp 


Thr 


Gin 


Thr Ser Ala Lys Cys 


Glu Lys He 


Ser 


Cys 


Gly 


545 










550 


555 






560 


Pro 


Pro 


Ala 


His 


Val 


Glu Asn Ala He Ala 


Arg Gly Val 


His 


Tyr Gin 










565 


570 






575 




Tyr 


Gly 


Asp 


Met 


He 


Thr Tyr Ser Cys Tyr 


Ser Gly Tyr 


Met 


Leu 


Glu 








580 




585 




590 






Gly 


Phe 


Leu 


Arg 


Ser 


Val Cys Leu Glu Asn 


Gly Thr Trp 


Thr 


Ser 


Pro 






595 






60.0 


605 








Pro 


He 


Cys 


Arg Ala 


Val Cys Arg Phe Pro 


Cys Gin Asn 


Gly Gly His 




610 








615 


620 








Leu 


Pro 


Thr 


Pro 


Lys 


Cys Leu Phe Leu Ser 


Arg Gly Leu 


Asp Gly Ala 


625 










630 


635 






640 


Pro 


Leu 



















<210> 5773 

<211> 579 

<212> DNA 

<2I3> Homo sapiens 

<400> 5773 

nnacgcgtga ggggcctgag gcgagcggtt agagcgtctc ccggaaggat gggccggtct 
60 

cggagccgga gctcgtcccg ctccaagcac accaagagca gcaagcacaa caagaagcgc 
120 

agccggtccc ggtcgcgatc ccgggacaag gagcgcgtgc ggaagcgttc caaatctcgg 
180 

gaaagtaaac ggaaccggcg gcgggagtcg cggtcccgtt cgcgctccac caacacggcc 
240 

gtgtcccggc gcgagcggga ccgggagcgc cctcgtcccc gcccgaccgc atcgacatct 
300 
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tcgggcgcac ggtgagcaag cgcagcagcc tggacgagaa gcagaagcga gaggaggagg 
360 

agaagaaagc ggagttcgag cggcagcgaa aaattcgaca gcaagaaata gaagaaaaac 
420 

tcatcgagga agaaacagca cgaagagtag aagaattggt agcaanaaag ggtggaggaa 
480 

gaactggaga aaaggaagga tgaaattgaa cgagaagttc tccgaagggt ggaggaagcc 
540 

aaacgcatca tggaaaagca gttgctcgaa gaactcgag 
579 

<210> 5774 
<211> 104 
<212> PRT 

<213> Hotno sapiens 
<400> 5774 



Xaa Arg val 


Arg 


Gly Leu Arg Arg 


Ala 


Val 


Arg 


Ala 


Ser 


Pro Gly Arg 


1 




5 




10 










15 




Met Gly Arg 


Ser 
20 


Arg Ser Arg Ser 


Ser 
25 


Ser 


Arg 


Ser 


Lys 


His 
30 


Thr 


Lys 


Ser Ser Lys 


His 


Asn Lys Lys Arg 


Ser 


Arg 


Ser 


Arg 


Ser 


Arg 


Ser 


Arg 


35 




40 










45 








Asp Lys Glu 


Arg 


Val Arg Lys Arg 


Ser 


Lys 


Ser 


Arg 


Glu 


ser 


Lys 


Arg 


50 




55 








60 










Asn Arg Arg 


Arg 


Glu Ser Arg Ser 


Arg 


Ser Arg 


Ser 


Thr 


Asn 


Thr 


Ala 


65 




70 






75 










80 


Val Ser Arg 


Arg 


Glu Arg Asp Arg 


Glu 


Arg 


Pro Arg 


Pro 


Arg 


Pro 


Thr 






85 




90 










95 




Ala Ser Thr 


Ser 
100 


Ser Gly Ala Arg 



















<210> 5775 
<211> 1441 
<212> DNA 

<213> Homo sapiens 
<400> 5775 

cgtcctcctc ccgctcggaa ggtcccaagg tgagacacct tcagcaggtc tcagggaaga 
60 

tggcagccct aggggacatt caggagtccc cttctgtccc gtcccctgtc agtctctcat 

120 

caccggggac acctggaacc cagcaccacg agcctcagct tcacctccat gggcatcaac 
180 

atgcctaagg tgctctccca gccgtccgac ctggatctcc aagacgtaga ggaagtggag 
240 

atcggcagag acaccttctg gcccgactcc gagcccaagc cggagcaggc tccacgctct 
300 

cctggctctc aggcccctga cgagggggcg ggcggggcgc tgcgcacctc cgtgaggagc 
360 

cttccccgca gggcccggtg cagcgccggc ttcgggcctg aatccagcgc ggagcggccg 
420 

gcgggccagc cgcctggggc cgtcccttgc gcccagccgc ggggcgcctg gcgcgtgacg 
480 
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ctcgtgcagc aagcagcggc cgggcccgag ggtgcgcccg agcgggctgc cgagctggga 
540 

gtcaacttcg gtcggagccg gcagggcagc gcgcggggga ccaagccgca caggtgcgag 
600 

gcctgcggca agagtttcaa gtataactcg ctgctcctga agcaccagcg catccacacg 
660 

ggcgagaagc cctacgcctg ccacgagtgc ggcaagcgtc tcgccgcagc ttcgcgcttc 
720 

atccagcacc agcgcatcca cagcggcgag aagccctacg cctgccccga gtgcagcaag 
7B0 

accttcacgc gcagctccaa cctcatcaag caccaggtca tccacagcgg cgagcggccc 
840 

ttcgcctgcg gcgactgcgg caaactgttc cgccgcagct tcgcgctcct ggagcacgcg 
900 

cgcgtgcaca gcggcgagaa gccctacgag tgctccgact gcggcaagtg cttccgcggc 
960 

cgctcgcact tcttccggca caaccgcaca cacacgggcg agaagcccta ccactgcctc 
1020 

gactgcggca agagcttcag ccacagctcg cacctcatca agcaccagcg cacccaccgt 
108O 

ggcgtgcggc cctacgcctg cccgttgtgt ggcaagagct tcagccggcg ctccaacctg 
1140 

caccggcacg agaagatcca caccaccggg cccaaggccc tggccatgct gatgctgggg 
1200 

gcggcggcgg cgggggctct ggccacaccc ccacccgctc ccacctagga ggccaggaaa 
1260 

99999^9^99 ggcgcccagg gccactggaa cagccccact ggagtcaagg ctccgaggga 
1320 

ggagagaggg gctcgggaag ggagctgggg cggtgagggc atggggtgag gcatggcgat 
1380 

99999^999^ gagggcgaga aagggcaggc actctgcgaa ttaaaggcct tggacttgaa 

1440 

a 

1441 

<210> 5776 

<211> 359 

<212> PRT 

<213> Homo sapiens 



<400> 5776 



Met Gly 


lie 


Asn 


Met 


Pro Lys Val Leu Ser 


Gin Pro Ser Asp Leu Asp 


1 








5 


10 


15 


Leu 


Gin 


Asp 


Val 


Glu 


Glu Val Glu He Gly 


Arg Asp Thr Phe Trp Pro 








20 




25 


30 


Asp 


Ser 


Glu 


Pro 


Lys 


Pro Glu Gin Ala Pro 


Arg Ser Pro Gly Ser Gin 






35 






40 


45 


Ala 


Pro 


Asp 


Glu 


Gly 


Ala Gly Gly Ala Leu 


Arg Thr Ser Val Arg Ser 




50 








55 


60 


Leu 


Pro 


Arg 


Arg 


Ala 


Arg Cys Ser Ala Gly 


Phe Gly Pro Glu Ser Ser 


65 










70 


75 80 


Ala 


Glu 


Arg 


Pro 


Ala 


Gly Gin Pro Pro Gly 


Ala Val Pro Cys Ala Gin 










85 


90 


95 


Pro 


Arg 


Gly 


Ala 


Trp 


Arg Val Thr Leu Val 


Gin Gin Ala Ala Ala Gly 
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100 105 


110 






Pro 


Glu 


Glv 


Ala Pro Glu Ara Ala Ala Glu 


Leu Glv Val Asn 


Phe 


Gly 






lis 


120 


125 






Arg 


Ser 


Arcf 


Gin Glv Ser Ala Arci Glv Thr 


Lvs Pro His Arcr 


Cvs 


Glu 




130 




135 


140 






Ala Cys 


Glv 


Lvs Ser Phe Lvs Tvr Asn Ser 


Leu Leu Leu Lvs 


His 


Gin 


145 






150 


155 




160 


Arg 


lie 


His 


Thr Glv Glu Lvs Pro Tvr Ala 


Cvs His Glu Cvs 


Glv 


Lvs 








165 170 




175 




Cys 


Phe 


Ala 


Ala Ala Ser Ara Phe lie Gin 


His Gin Ara He 


His 


Ser 








180 185 


190 






Gly Glu 


4J y 9 


Piro Tvi? AIa Pva Pto Clti fvs 


Ser Lva Thr Phe 


Thr 

A AAA 








195 


200 


205 






Ser 


Ser 


Asn 


Leu lie Lva Hia Gin Val Tie 

iJJfmr nMO 


His Ser Glv Glu 

wAlf 




Piro 




210 




215 


220 

M W 






Phe 


Ala 




rzl V &Qn Cvo. Glv Tj\/a Ti^u Ph^ 
vjxj^ nBfj ^ys» wAj^ AJjrBi wcu 


Arrr Ai^ci S^if Ph@ 


Ala 


Leu 


225 






230 


235 

M ^ 




240 


Leu 


Glu 


His 


Ala Ara Val His Ser Glv Glu 


IjVS Piro Tvr Glu 

*JJr9 WA«» 


Cvs 


Sep 












O C C 




Asp Cys 


Gly 


Lys Cys Phe Arg Gly Arg Ser 


His Phe Phe Arg 


His 


Asn 








260 265 


270 






Arg 


Thr 


His 


Thr Gly Glu Lys Pro Tyr His 


Cys Leu Asp Cys 


Gly 


Lys 






275 


280 


285 






Ser 


Phe 


Ser 


His Ser Ser His Leu lie Lys 


His Gin Arg Thr 


His 


Arg 




290 




295 


300 






Gly Val 


Arg 


Pro Tyr Ala Cys Pro Leu Cys 


Gly Lys Ser Phe 


Ser 


Arg 


305 






310 


315 




320 


Arg 


Ser 


Asn 


Leu His Arg His Glu Lys He 


His Thr Thr Gly 


Pro 


Lys 








325 330 




335 




Ala 


Leu 


Ala 


Met Leu Met Leu Gly Ala Ala 


Ala Ala Gly Ala 


Leu 


Ala 








340 345 


350 






Thr 


Pro 


Pro 


Pro Ala Pro Thr 









355 

<210> 5777 
<211> 1431 
c212> DNA 

<213> Homo sapiens 
<400> 5777 

ggaaggctcg cctgggagct catacctggc tggggccgag gattggctgt tccggggcta 
60 

gggagcgctt tctcccggga accgcggctg tgacccaagt ggcccggacc agtttggggc 
120 

tgcgtgcggc ctgcctcaag caaccaggta cgtaggtcgg cggcccagct cggcgctgcg 
180 

gtgggagccg gagggcgaca gtcagagccg gggtgccagc gggacgcgac cgccagatcc 
240 

acttaggacc ccgtcgttct gcgaagcggc cacgtctgag tcccggggcc tcctcgtgct 
300 

gcagatgtcg ccttaggacc tcggccagga taccctctgc catgctcttg tgctgcccgt 
360 

gatcaccgac tggcccttgt aagcaccttc gcagcaggaa gcccagagct gcgcctgccc 
420 
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tttctgaagg ctgtggaaga ggttggagtg 
480 

gaggtctgtc ggagctgccc ttcagtgtga 
540 

gtcagtgagc cacccccttg gcaggccccg 
600 

gccaacatct tccaggacgc cgagccgctg 
660 

gaccagctgg ccgaggaacg ggcacagatc 
720 

gctgaggccc tcaagaggct gcgcaggaag 
780 

ctcgctacac cactgcagcc gcctcagaat 
840 

acagagtgcc acagagacag cctccagtga 
900 

caggatccgc cggaactgga ggaagtcagg 
960 

ctgatccagg gaaagagcca ggaatggcag 
1020 

ggtgaaggaa gagagacttt aggcaagcag 
1080 

ctgccactga cctgctccat tcagaacaag 
1140 

gtgggaccca ttcctcacca aaatgaggag 
1200 

ccagtctaac actattcctg ggctgcatga 

1260 

tagatgcagc atttcaccac tcatgctact 
1320 

ggttccagca gcctgtccca cacccccaca 
1380 

taagtggcaa ataaaaacat ttgcatcaaa 
1431 

<210> 5778 

<211> 164 

<212> PRT 

c213> Homo sapiens 

<400> 5778 

Met Leu Thr Leu Lys Gly Ser Ser 

1 5 
Gin Ala Lys Met Arg Pro Leu Gin 

20 

Ala Gly Ala Ala Leu Gly Phe Leu 

35 40 
Val Gly Asp His Gly Gin His Lys 

SO 55 
Glu Val Leu Arg Arg His Leu Gin 
65 70 
Arg Gly Arg Phe Ala GXu Arg Arg 

85 

Arg Pro Ala Gly Thr Pro Ala Leu 



ggcgcatctt agcttgcccc atccccattt 
gcatccacaa tgggtacccc agcctcggtg 
attgaggccc ggggccgcaa gcaggcctcg 
cagatccaag ccctgtttca acgcagcggg 
atctgggaat gtgcagggga ccaccgtgtg 
aggcccccaa ggcagaaacc ccctgggcca 
cctggagccc cactctgcac cggccaaccc 
gcagtatctg cactctagga agaaaagtgc 
ccccacaagc tacctccacc agatcagaca 
tgtcttccct cttgccaaaa ggcctgggga 
cccaaagggg taaatgaaag caagaggctg 
actggatgct tctgttgagc tctccattat 
agacagtgac tgttcctgcc acagtccttc 
tattcccctg ggagcaaagt gacaggcact 
aatcatctac ctgctactac tgtaaaccat 
ccatcaggat agcacaggga aactgtagtt 
aaaaaaaaaa aaaaaaaaaa a 



Asp 


Arg 


Pro 


Gin 


Met 


Gly 


Met 


Gly 




10 










15 




Pro 


Leu 


Pro 


Gin 


Pro 


Ser 


Glu 


Arg 


25 










30 






Leu 


Arg 


Arg 


Cys 


Leu 


Gin 


Gly 


Pro 










45 








Ser 


Met 


Ala 


Glu 


Gly 


He 


Leu 


Ala 








60 










His 


Glu 


Glu 


Ala 


Pro 


Gly 


Leu 


Arg 






75 










80 


Gly 


Pro 


Lys 


Trp 


lie 


Trp 


Arg 


Ser 




90 










95 




Thr 


Val 


Ala 


Leu 


Arg 


Leu 


Pro 


Pro 
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100 105 110 

Gin Arg Arg Ala Gly Pro Pro Thr Tyr Val Pro Gly Cys Leu Arg Gin 

115 120 125 

Ala Ala Arg Ser Pro Lys Leu Val Arg Ala Thr Trp Val Thr Ala Ala 

130 135 140 

Val Pro Gly Arg Lys Arg Ser Leu Ala Pro Glu Gin Pro lie Leu Gly 
145 150 155 160 

Pro Ser Gin Val 



<210> 5779 

<211> 371 

<212> DNA 

<213> Homo sapiens 

<400> 5779 

ctcttgagac gtgtggaggg aaggaaggga agaacccatg atctacccca gaggcatgga 
60 

cgggagagag gggtgatttc agccttgtct ggcatccctt gtgtctgcnt gagggtgcgt 
120 

gcacacggga atgtgtgcgg gtgtgtgtgc gtgcatgcag ctgtgtgtgg atgtgcantc 
180 

gtgtgtgggt gtgtaggtgt gtgtgggtgt gtgcaccagt gcaggtgtgc atgggtgtgt 
240 

acaggtgggt gtgtgtatgt gtgtgggggt gtgcccatct gtgcaggtgt gtgggtgtgc 
300 

agggtcncat gcctgtgtgt gggtgtgncc ccgtgtgtac ccctgtggag gtgtgtgggt 
360 

gtgtgcagtg t 
371 

<210> 5780 
c211> 123 
<212> PRT 

<213> Homo sapiens 
<400> 5780 



Leu Leu 


Arg 


Arg 


Val Glu Gly Arg Lys 


Gly Arg Thr His Asp Leu 


Pro 


1 






5 


10 15 




Gin Arg 


His 


Gly 


Arg Glu Arg Gly val 


lie Ser Ala Leu Ser Gly 


He 


* 




20 


25 


30 




Pro Cys 


val 


Cys 


Xaa Arg Val Cys Ala 


His Gly Asn Val Cys Gly 


Cys 




35 




40 


45 




Val Cys 


Val 


His 


Ala Ala Val Cys Gly 


Cys Ala Xaa Val Cys Gly 


Cys 


50 






55 


60 




Val Gly 


Val 


Cys 


Gly Cys Val His Gin 


Cys Arg Cys Ala Trp Val 


Cys 


65 






70 


75 


80 


Thr Gly 


Gly 


Cys 


Val Tyr Val Cys Gly 


Gly Val Pro lie Cys Ala 


Gly 








85 


90 95 




Val Trp 


Val 


Cys 


Arg Val Xaa Cys Leu 


Cys Val Gly Val Xaa Pro 


Cys 






100 


105 


110 




Val Pro 


Leu 


Trp 


Arg Cys Val Gly Val 


Cys Ser 






115 




120 
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<210> 5781 

<21X> 845 

<212> DNA 

c2l3> Homo sapiens 

<400> 5781 

ggggttccgt gccccaaaat cgagggagcc gtgggcttgg ggtccggatc gcggccgcgg 
60 

ggcgctggcg tgcggtgtca tttctgcggt gtaaatgctc ccaccttggc cgatttcaag 
120 

ccaccaggtg aggatggcac tgcaacatct tccactgagg ctccagctgc cctctcaggt 
180 

acatcagggc ctggancgtc ctctcctcca ggagggccag gactcggccc cctgccagcc 
240 

cccgaagcat tgcagccagg agtgcagcgt gggggccctg caggccatgg ccaggcccca 
300 

gcgccaccag caccaggtca ggctggaagc cataggccag gggcagcacc aagcccaaga 
360 

tgcagctcag gaaaccaccg gtcatcactg gcagtggcgt ggagacatgg aacatggata 
420 

gggcagccgc ctccttgccc ctgatgttca gccacagact cctcccgtca tgggcgaggt 
480 

ctggaggccg gtccagctgt cccagggcca cgcacagcag cctggaagaa gagctggcct 
540 

caggacaggt gttcatgctg tccagagtcc attcccagaa ctctctgtgc ttggccagcc 
600 

aggatagggg tgcccacagg tcctgccgtc agaggctcag gatggccaag tgaggcttac 
660 

ctctgggctc cgtgggacag gcctctccga acagccacat ccagggtggc tgctgcagca 
720 

gaggctggag tggctgctat accactgttc acccgtggga tgaataaaca gCggagaatg 
780 

aggcaccaac caactcccaa gccaggtaaa cagatccaca gttcccttca ttcggtgCgt 

840 

ctctg 

845 

<210> 5782 

<211> 147 

<212> PRT 

<213> Homo sapiens 

<400> 5782 

Gly Val Pro Cys Pro Lys He Glu Gly Ala Val Gly Leu Gly Ser Gly 

15 10 15 

Ser Arg Pro Arg Gly Ala Gly Val Arg Cys His Phe Cys Gly Val Asn 

20 25 30 

Ala Pro Thr Leu Ala Asp Phe Lys Pro Pro Gly Glu Asp Gly Thr Ala 

35 40 45 

Thr Ser Ser Thr Glu Ala Pro Ala Ala Leu Ser Gly Thr Ser Gly Pro 

50 55 60 

Gly Xaa Ser Ser Pro Pro Gly Gly Pro Gly Leu Gly Pro Leu Pro Ala 
65 70 75 80 

Pro Glu Ala Leu Gin Pro Gly Val Gin Arg Gly Gly Pro Ala Gly Kis 
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BS 90 95 

Gly Gin Ala Pro Ala Pro Pro Ala Pro Gly Gin Ala Gly Ser His Arg 

100 105 110 

Pro Gly Ala Ala Pro Ser Pro Arg Cys Ser Ser Gly Asn His Arg Ser 

115 120 125 

Ser Leu Ala Val Ala Trp Arg His Gly Thr Trp He Gly Gin Pro Pro 

130 135 140 

Pro Cys Pro 
145 

<210> 5783 

<211> 1839 

<212> DNA 

c213> Homo sapiens 

<400> 5783 

gtgggagcgg ccatggaccg cttcgtttgg accagcggcc tcctggagat caacgagacc 
60 

ctggtgatcc agcagcgcgg ggtgcgaatc cacgatggcg aggagaagat aaaatttgat 
120 

gctgggactc tccttcttag tacacaccga ctgatttgga gagatcagaa aaatcatgag 
180 

tgttgcatgg ccattctcct ttcccaaatt gtgttcattg aagaacaggc ggctggaatt 
240 

gggaagagtg ccaaaatagt ggttcatctt cacccagctc ctcctaacaa agaacctggc 
300 

ccattccaga gtagtaagaa ctcctacatc aaactctcct tcaaagaaca tggccagatt 
360 

gagttttaca ggcgtttatc agaggaaatg acacaaagaa gatgggagaa tatgccagtt 
420 

tcccagtcat tacaaacaaa tagaggaccc cagccaggaa gaataagggc tgtaggaatt 
480 

gtaggtattg aaaggaaact ggaagaaaaa agaaaagaaa ctgacaaaaa catttctgag 
540 

gcctttgaag acctcagcaa actaatgatc aaggctaagg aaatggtgga attatcaaaa 
600 

tcaattgcta ataaaattaa agacaaacaa ggtgacatca cagaagatga gaccatcagg 
660 

tttaaatcct acttgctgag catgggaata gcCaacccag ttaccagaga aacctacggc 
720 

ccaggcacac agtaccacat gcagctggcc aaacaactgg ctggaatatt gcaggtgcct 
780 

ttagaggaac gagggggaat aatgtcactc acggaggtgt actgcttagt aaaccgagct 
840 

cgaggaatgg aattgctctc accagaagat ttagtgaatg cgtgcaagat gctggaagca 
900 

ctgaaattac ctctcaggct ccgtgtgttt gacagtggcg tcatggtaat tgagcttcag 
960 

tctcacaagg aagaggaaat ggtggcctcg gccctggaga cagtttcaga aaagggatcc 
1020 

ctaacatcag aagagtttgc taagcttgtg ggaatgtctg tcctcctagc caaagaaagg 
1080 

ttgctgcttg cagagaagat gggccatctt tgccgtgatg actcagtgga aggcctgcgt 
1140 
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tCCtacccaa atttatttat gacacagagc 
1200 

ccatatgctt gcgtcatgta gaggttgtat 
1260 

attgagaatt tattggaact tcacagtgca 
1320 

acggtccagg aaatttattt agtatacgca 
1380 

tgaatttaaa atcatgctat agtgcagaac 
1440 

tttaacttga tcctcaaatc taatcatttt 
1500 

taaaaagaga agttgcatgt tcagacaggt 
1560 

actgattgca catgacaatg ttgggacaaa 
1620 

ccccagggct ttcagaagca gtcatagaca 
1680 

aaaaatgaaa taattttatt tgacacatta 
1740 

gtttttttta aagtgatgat ttcatggacc 
1800 

catttttggt ttttccaaat gctgtggaat 
1839 



taagggtttt gtatttaaaa tcccttttgt 
gacattgagc taagagataa accccgatca 
atgtaaatct cttttaattt ctccccaaat 
taggaaaatc cagaaaagtg aatgccaata 
cctcagagtt taacttggaa tatagtggat 
ataaagaagg gaatttagCt ttgcagagaa 
tagattatta ttttggtgta actgaaattc 
atatactgca gcatgctata tgaggctcct 
tgccttcaac ataccaaata aaataccttt 
tttatatata ttctatctag gtttctcttt 
gggcatttaa aagaaatggc aactgtggtc 
ttttggaaa 



<210> 5784 
<211> 386 
<212> PRT 

<213> Homo sapiens 



<400> 5784 

Met Asp Arg Phe Val Trp Thr Ser Gly Leu Leu Glu lie Asn Glu Thr 

15 10 15 

Leu Val lie Gin Gin Arg Gly Val Arg lie Tyr Asp Gly Glu Qlu Lys 

20 25 30 

lie Lys Phe Asp Ala Gly Thr Leu Leu Leu Ser Thr His Arg Leu lie 

35 40 45 

Trp Arg Asp Gin Lys Asn His Glu Cys Cys Met Ala He Leu Leu Ser 

50 55 60 

6ln He Val Phe He Glu Glu Gin Ala Ala Gly He Gly Lys Ser Ala 
65 70 75 80 

Lys He Val Val His Leu His Pro Ala Pro Pro Asn Lys Glu Pro Gly 

65 90 95 

Pro Phe Gin Ser Ser Lys Asn Ser Tyr He Lys Leu Ser Phe Lys Glu 

100 105 110 

His Gly Gin He Glu Phe Tyr Arg Arg Leu Ser Glu Glu Met Thr Gin 

115 120 125 

Arg Arg Trp Glu Asn Met Pro Val Ser Gin Ser Leu Gin Thr Asn Arg 

130 135 140 

Gly Pro Gin Pro Gly Arg He Arg Ala Val Gly He Val Gly He Glu 
145 ISO 155 160 

Arg Lys Leu Glu Glu Lys Arg Lys Glu Thr Asp Lys Asn He Ser Glu 

165 170^ 175 

Ala Phe Glu Asp Leu Ser Lys Leu Met He Lys Ala Lys Glu Met Val 
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160 








185 










190 






Glu 


Leu 


Ser 

V w 

195 


Lvs 


Ser 


He Ala 


Asn 
200 


Lvs 


He 


Lys 


Asp 


Lvs 
205 


Gin 


Gly 
* 


Asp 


lie 


Thr 
210 


Glu 


AsD 


Glu 


Thr He 
215 


Atq 


Phe 


Lys 


Ser 


Tyr 
220 


Leu 


Leu 


Ser 


Met 


Glv 


lie 

JU A V 


Ala 




Pro 


Val Thr 


Arc 


Glu 


Thr Tyr 


Glv 


Ser 

A 


Glv 


Thr 


Gin 


225 










230 








235 










240 




His 


Met: 


Gin 


Leu 


Ala Lva 


Gin 


Leu 


Ala Gly 


He 


Leu 


Gin 


Val 


Pro 










245 








250 










255 






Glu 


Glu 


260 


Glv 


Glv He 


Met 


265 


Leu 


Thr 


Glu 

W A \A 


Val 


270 


Cva 


Leu 


vai 


Asn 


Arg 
275 


AJia 


Arg 


v>xy new> 


uiXU 

280 


beu 


Leu 


Ser 


Fro 


uXU 

285 


ASp 


JjeU 


IF -J 1 

vax 


Asn 


Ala 
290 


Cys 


Lys 


Met 


Leu Glu 
295 


Ala 


Leu 


Lys 


Leu 


Pro 
300 


Leu 


Arg 


Leu 


Arg 


Val 


Phe 


Asp 


Ser 


Gly 


Val Met 


Val 


He 


Glu 


Leu 


Gin 


Ser 


His 


Lys 


Glu 


305 










310 








315 










320 


Glu 


Glu 


Met 


Val 


Ala 
325 


Ser Ala 


Leu 


Glu 


Thr 
330 


Val 


Ser 


Glu 


Lys 


Gly 
335 


Ser 


Leu 


Thr 


Ser 


Glu 
340 


Glu 


Phe Ala 


Lys 


Leu 
345 


Val 


Gly 


Met 


Ser 


Val 
350 


Leu 


X«eu 


Ala 


Lys 


Glu 
355 


Arg 


Leu 


Leu Leu 


Ala 
360 


Glu 


Lys 


Met 


Gly 


His 
365 


Leu 


Cys 


Arg 


Asp 


Asp 
370 


Ser 


Val 


Glu 


Gly Leu 
375 


Arg 


Phe 


Tyr 


Pro 


Asn 
380 


Leu 


Phe 


Met 


Thr 



Gin Ser 
385 



<210> 5785 

<211> 785 

<212> DNA 

<213> Homo sapiens 

<400> 5785 

tttttttttt ttttgacagt ttctccactt tattagcctg gagctcctcc ctgccagccc 
60 

caggggctgg tcgctggtcc ctgggcacag tgagcagggc tgaggtcaga cgggttcggc 
120 

ccttggccat ggcagcttgg ttgggacagc cgggccaagg gaaaaaaagg tgcaaaagtc 
180 

caaatgctgg cacttcaggt gtggccggca cccagccagg cgcagtgggt gggcagggcg 
240 

ccatgcttct ctcctggcga caggtcggcc gtgtagcagc gccccctccc agcagccact 
300 

aggaacagct ggtgattctc gccaggaact gctgcgccca ccactcgtct aggtcaatgg 
360 

gcacaaagtt ctgcagccgg gg^ittggggg tcctctccac gtactgcaca ggccttggcc 
420 

cgccctcacc ggctgggcca ccatccagct gctgttgcac ctgctgccag gcttcggaca 
480 

caaagcggac attctccttg tgggccagtg tgtaggtctc ctgggtcccc tggagggatg 
540 

gggacttgga ggggtcccgc cggcgattca cacgattgaa cacaagcctt ggccctgcac 
600 
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tcgacagggg ccagggtccc agcggctgcg cgagagctgc gcccgctggg gctgcaaggt 
660 

cggcggcgcg ggctgccggc ttttcaggag ctcctggagc cggcccttqa cctgctgctg 
720 

cgtgagacct gtgcggctgc gcgaccaatt tgctgggccc gttgatgatg gtgtacatgg 

780 

cgcgc 

785 

<210> 5786 

<211> 159 

<2I2> PRT 

<2I3> Homo sapiens 

<400> 5786 



Met Tyr 


Thr 


He 


He 


Asn 


Gly 


Pro 


Ser 


Lys 


Leu 


Val Ala Gin Pro His 


1 






5 










10 




15 


Arg Ser 


His 


Ala 


Ala 


Ala 


Gly 


Glu 


Gly 


Pro 


Ala 


Pro Gly Ala Pro Glu 






20 










25 






30 


Lys Pro 


Ala 


Ala 


Arg 


Ala 


Ala 


Asp 


Leu 


Ala 


Ala Pro Ala Gly Ala Ala 




35 










40 








45 


Leu Ala 


Gin 


Pro 


Leu 


Gly 


Pro 


Trp 


Pro 


Leu 


Ser 


Ser Ala Gly Pro Arg 


SO 










55 










60 


Leu Val 


Phe 


Asn 


Arg 


Val 


Asn 


Arg 


Arg 


Arg 


Asp 


Pro Ser Lys Ser Pro 


65 








70 










75 


80 


Ser Leu 


Gin 


Gly 


Thr 


Gin 


Glu 


Thr 


Tyr 


Thr 


Leu 


Ala His Lys Glu Asn 








85 










90 




95 


Val Arg 


Phe 


Val 


Ser 


Glu 


Ala 


Trp 


Gin 


Gin 


Val 


Gin Gin Gin Leu Asp 






100 










105 






110 


Gly Gly 


Pro 


Ala 


Gly 


Glu 


Gly 


Gly 


Pro 


Arg 


Pro Val Gin Tyr Val Glu 




115 










120 








125 


Arg Thr 


Pro 


Asn 


Pro 


Arg 


Leu 


Gin 


Asn 


Phe 


Val 


Pro He Asp Leu Asp 


130 










135 










140 


Glu Trp 


Trp 


Ala 


Gin 


Gin 


Phe 


Leu 


Ala 


Arg 


He 


Thr Ser Cys Ser 


145 








150 










155 


• 



<210> 5787 

<211> 1683 

<212> DNA 

<213> Homo sapiens 

<400> 5787 

nnngctccag tccagtcgtg cagnggngng ntctttcctc cgctcaagtc caggaacggt 
60 

tcccgggccc ccaccgtctc ggnangccca cgngcctggg ccaaagtccg cgaacggaag 
120 

ccgnggcgag gaggattctg ggagttggag gccgaggctg cgaccngcag gcgcaaacct 
180 

gcccctgggg tgagggctgt aagtggcgcg attcgcggca gcgccccgat ggaacctcct 
240 

ggtcctgtga gggggccctt gcaagattcc agctggtatg agccttctgc agagctagtg 
300 

cagactagga tggctgtatc actaacagca gctgaaactc tggcccttca gggtacacag 
360 



4949 



wo 00/58473 



PCT/USOO/08621 



ggacaagaga agatgatgat gatgggacca 
420 

accaggctac ccgggaacca ctctaccagc 
480 

ctccgctacc aggagactcc tggtccccgg 
540 

tgtgagtggc cgaggccaga gaaacacacg 
600 

gaacaattct tgaccatcct gcctgaggag 
660 

aagagtggag aggaggctgt gactgtgctg 
720 

ccgcaggtcc caggccctgc acatggacct 
780 

tctctgggag cagcccagga agcactgagc 
840 

ttcccaaaga gtgaacaggt atatttacat 
900 

gagcccaagg acaaaggatc attgccacaa 
960 

ttctcagaaa aacttgctac tgacacctct 
1020 

gaactgcagc agagaaatcc caaagcggag 

1080 

agtttcaggc agatggttgt catccataag 

1140 

tgtagtgaat gtggtaaaac cttcatttat 
1200 

catcctggag agaaacccta taagtgtagt 
1260 

aacctcggtc agcatcagag aactcataca 
1320 

gggaaggccc tcagatgggg tgctcatctt 
1380 

aagccctatg agtgtaatga gtgtgggaag 
1440 

catcggagaa ttcacagtgg agagaaacct 
1500 

ggatggtgct cagagctcat tagacatcgg 
1560 

tgaattgaag gggagaacgt ctccagacag 
1620 

ctggatccca taaaagttat aagttcctta 
1680 
aaa 
1683 

<210> 5788 
<211> 417 
<212> PRT 
<213> Homo sapiens 

<400> 5788 

Met Ala Val Ser Leu Thr Ala Ala 



aaggaagagg aacagccttg 


tgagtatgag 


caagagatct 


tccgccaacg 


cttcaggcat 


gaggccttga 


gccaactacg 


agtactccgc 


aaggagcaga 


tcctggagtt 


cctggtgctg 


ctccaatccC 


gggtgcgggg 


acatcaccct 


gaggatttag agaaaggact 


tgaaccagag 


gcacaggaag 


agccatggga 


gaagaaggaa 


atccagctcc 


agcctaagga 


gacccagcct 


tttctgtcag 


ttgttacaga 


agatggccca 


ccacccatta 


ctgaagtgga 


atcacaggtg 


acatttgaag 


ctacctctga 


gggtacctta 


agactgaggt ggtcccctgc 


Gcaggaggaa 


gaaattccca 


cagggaagaa 


agaccatgaa 


aactcacatc 


ttgttgtcca 


ccagagagtt 


gactgtggga 


aaactttcaa 


acagagctca 


ggagagaaac 


ccttcgaatg 


taatgaatgt 


gCtcagcatc 


agaggattca 


ctcaggagag 


gcctttagtc 


aaagctcata 


tctaagtcag 


tttatatgta 


aagaatgtgg 


gaaagcttat 


agagttcatg 


ccagaaaaga 


gccttcccat 


aattctacaC 


cggtctaatc 


tactCtagga 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 



6lu Thr Leu Ala Leu Oln Qly Thr 
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15 10 15 

Gin Gly Gin Glu Lys Met Met Met Met Gly Pro Lys Glu Glu Glu Gin 

20 25 30 

Ser Cys Glu Tyr Glu Thr Arg Leu Pro Gly Aan His Ser Thr Ser Gin 

35 40 45 

Glu He Phe Arg Gin Arg Phe Arg His Leu Arg Tyr Gin Glu Thr Pro 

SO 55 60 

Gly Pro Arg Glu Ala Leu Ser Gin Leu Arg Val Leu Cys Cys Glu Trp 
65 70 75 80 

Leu Arg Pro Glu Lys His Thr Lys Glu Gin He Leu Glu Phe Leu Val 

65 90 95 

Leu Glu Gin Phe Leu Thr He Leu Pro Glu Glu Leu Gin Ser Trp Val 

100 105 110 

Arg Gly His His Pro Lys Ser Gly Glu Glu Ala Val Thr Val Leu Glu 

115 120 125 

Asp Leu Glu Lys Gly Leu Glu Pro Glu Pro Gin Val Pro Gly Pro Ala 

130 135 140 

His Gly Pro Ala <3ln Glu Glu Pro Trp Glu Lys Lys Glu Ser Leu Gly 
145 150 155 160 

Ala Ala Gin Glu Ala Leu Ser He Gin Leu Gin Pro Lys Glu Thr Gin 

165 170 175 

Pro Phe Pro Lys Ser Glu Gin Val Tyr Leu His Phe Leu Ser Val Val 

180 185 190 

Thr Glu Asp Gly Pro Glu Pro Lys Asp Lys Gly Ser Leu Pro Gin Pro 

195 200 205 

Pro He Thr Glu Val Glu Ser Gin Val Phe Ser Glu Lys Leu Ala Thr 

210 215 220 

Asp Thr Ser Thr Phe Glu Ala Thr Ser Glu Gly Thr Leu Glu Leu Gin 
225 230 235 240 

Gin Arg Asn Pro Lys Ala Glu Arg Leu Arg Trp Ser Pro Ala Gin Glu 

245 250 255 

Glu Ser Phe Arg Gin Met Val Val He His Lys Glu He Pro Thr Gly 

260 265 270 

Lys Lys Asp His Glu Cys Ser Glu Cys Gly Lys Thr Phe He Tyr Asn 

275 280 285 

Ser His Leu Val Val His Gin Arg Val His Ser Gly Glu Lys Pro Tyr 

290 295 300 

Lys Cys Ser Asp Cys Gly Lys Thr Phe Lys Gin Ser Ser Asn Leu Gly 
305 310 315 320 

Gin His Gin Arg He His Thr Gly Glu Lys Pro Phe Glu Cys Asn Glu 

325 330 335 

Cys Gly Lys Ala Phe Arg Trp Gly Ala His Leu Val Gin His Gin Arg 

340 345 350 

He His Ser Gly Glu Lys Pro Tyr Glu Cys Asn Glu Cys Gly Lys Ala 

355 360 365 

Phe Ser Gin Ser Ser Tyr Leu Ser Gin His Arg Arg He His Ser Gly 

370 375 380 

Glu Lys Pro Phe He Cys Lys Glu Cys Gly Lys Ala Tyr Gly Trp Cys 
385 390 395 400 

Ser Glu Leu He Arg His Arg Arg Val His Ala Arg Lys Glu Pro Ser 

405 410 415 

His 



4 
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<210> 5789 
<211> 1201 
<212> DNA 

<213> Homo sapiens 
<400> 5789 

nngcggccgc agcctgagcc agggccccct 
60 



cgggggcagg 


tccgggcacc 


cacca^gcga 


120 






agggaggccg 


cccgggcgct 


gagcccccag 


180 






tctggatggg 


ctgccaaagg 


gaccgtgcgg 


240 






gggcatgtgt 


cagagccgga 


caggacccag 


300 






gccatggaca 


cgccgccaga 


taacaggacc 


360 






gtgtcccgtc 


tctatggccc 


cagcgagccc 


420 






gaggccaacc 


ggagccaagt 


gaagatccac 


480 






tcgagagtgg 


tcttgtcctt 


cgactccccc 


540 






atagcaactg 


gaggcttcat 


cttcatgggg 


600 






cagtatgtgg 


cgcccctgat 


ggccaacttc 


660 






gtttactttg 


acaatgggac 


agtctttgtg 


720 






tgggaagaca 


agggcagttt 


caccttccag 


780 






tttgcctaca 


aagagatccc 


tatgtctgcc 


840 






aaaaccggcc 


tatcggatgc 


cttcatgatt 


900 






cggcgaagga 


gcacctttga 


acaccaccgc 


960 






atgtcggccg 


tggagttcac 


cccattgccg 


1020 






tgcatgtcct 


cagacctgac 


cttcaactgc 


1080 






agtggctttg 


accgctatcg 


ccaggagtgg 


1140 






ggcaggatgt 


gcgaggactt 


ccaggatgag 


1200 






t 

1201 







<210> 5790 

<211> 400 

<212> PRT 

<213> Homo sapiens 



ccctcgtcag gaccggggca gcaagcaggc 
ggcgagctcc ggctcctggt gccggtgctc 
cccggagcag gtcacgatga gggcccaggc 
ggctggaacc ggagagcccg agagagccct 
ctgagccagg acctgggtgg gggcaccctg 
agggtggtgg aggacaacca cagctattat 
cacagccggg aactgtgggt agatgtggcc 
acaatactct ccaacaccca ccggcaggct 
ttctacgggc atcctctgcg gcagatcacc 
gacgtgaccc atcggatgct cacagctact 
aaccctggct actccgacaa ctccacagtt 
gttcagtggg accacgttta tctccaaggc 
gcagctctgc accatgacgg ccgcatcgcc 
ccggaaatca gctcctccca gcatcctgtc 
ctcaatccat ccccggatgt gccagaatct 
acagagctgg accccagcaa ggtcaccagc 
acctgcctgc agcataggag ctgtgacgcc 
agctggtgcc atgtcctcca gagatgcCcc 
atggactatg gctgtgcaca ggaggcagag 
gaccacgact cagcctcccc tgacacttcc 
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<400> 5790 

Xaa Arg Pro Gin Pro Glu Pro Gly Pro Pro Pro Ser Ser Gly Pro Gly 

IS 10 15 

Gin Gin Ala Gly Arg Gly Gin Val Arg Ala Pro Thr Met Arg Gly Glu 

20 25 30 

Leu Trp Leu Leu Val Leu Val Leu Arg Glu Ala Ala Arg Ala Leu Ser 

35 40 45 

Pro Gin Pro Gly Ala Gly His Asp Glu Gly Pro Gly Ser Gly Trp Ala 

50 55 60 

Ala Lys Gly Thr Val Arg Gly Trp Asn Arg Arg Ala Arg Glu Ser Pro 
65 70 75 BO 

Gly His Val Ser Glu Pro Asp Arg Thr Gin Leu Ser Gin Asp Leu Gly 

85 90 95 

Gly Gly Thr Leu Ala Met Asp Thr Leu Pro Asp Asn Arg Thr Arg Val 

100 105 110 

Val Glu Asp Asn His Ser Tyr Tyr Val Ser Arg Leu Tyr Gly Pro Ser 

115 120 125 

Glu Pro His Ser Arg Glu Leu Trp Val Asp Val Ala Glu Ala Asn Arg 

130 135 140 

Ser Gin Val Lys lie His Thr lie Leu Ser Asn Thr His Arg Gin Ala- 
145 150 155 160 

Ser Arg Val Val Leu Ser Phe Asp Phe Pro Phe Tyr Gly His Pro Leu 

165 170 175 

Arg Gin lie Thr lie Ala Thr Gly Gly Phe lie Phe Met Gly Asp Val 

180 185 190 

He His Arg Met Leu Thr Ala Thr Gin Tyr Val Ala Pro Leu Met Ala 

195 200 205 

Asn Phe Asn Pro Gly Tyr Ser Asp Asn Ser Thr Val Val Tyr Phe Asp 

210 215 220 

Asn Gly Thr Val Phe Val Val Gin Trp Asp His Val Tyr Leu Gin Gly 
225 230 235 240 

Trp Glu Asp Lys Gly Ser Phe Thr Phe Gin Ala Ala Leu His His Asp 

245 250 255 

Gly Arg He Val Phe Ala Tyr Lys Glu He Pro Met Ser Val Pro Glu 

260 265 270 

lie Ser Ser Ser Gin His Pro Val Lys Thr Gly Leu Ser Asp Ala Phe 

275 280 285 

Met He Leu Asn Pro Ser Pro Asp Val Pro Glu Ser Arg Arg Arg Ser 

290 295 300 

He Phe Glu Tyr His Arg He Glu Leu Asp Pro Ser Lys Val Thr Ser 
305 310 315 320 

Met Ser Ala Val Glu Phe Thr Pro Leu Pro Thr Cys Leu Gin His Arg 

325 330 335 

Ser Cys Asp Ala Cys Met Ser Ser Asp Leu Thr Phe Asn Cys Ser Trp 

340 345 350 

Cys His Val Leu Gin Arg Cys Ser Ser Gly Phe Asp Arg Tyr Arg Gin 

355 360 365 

Glu Trp Met Asp Tyr Gly Cys Ala Gin Glu Ala Glu Gly Arg Met Cys 

370 375 380 

Glu Asp Phe Gin Asp Glu Asp His Asp Ser Ala Ser Pro Asp Thr Phe 
385 390 395 400 



<210> 5791 
<211> 3285 
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<212> DNA 

<213> Homo sapiens 
<400> 5791 

ntgtacactg tataaactga gtagcattga actgcatttt agaagtatgt catcagaaac 
60 

aaatcacatt atggaaagga tatacaaatg ccaagtgata tgactctttt ggcatggtgg 
120 

tagcatggtc cattcagctt tcagaatctt tcggaggctc tagtttggtg cctagtacta 
180 

gttatttttg ttagaacaac ctctcaaaat ttagataatt ttccagttgt atgtctgtca 
240 

cttttaactc taaagcgtaa gaatcatggt aaccctctcc tccccccgcc gtccccgcgg 
300 

ctccatcctc cgccgccgcc cgagcagctg cggggccgcc accgccgccg ccgccgttgc 
360 

aggctgagtc atcactagag agtgggaagg gcagcagcag cagagaatcc aaaccctaaa 
420 

gctgatatca caaagtacca tttctccaag ttgggggctc agaggggagt catcatgagc 
480 

gatgttacca ttgtgaaaga aggttgggtt cagaagaggg gagaatatat aaaaaactgg 
540 

aggccaagat acttcctttt gaagacagat ggctcattca taggatataa agagaaacct 
600 

caagatgtgg atttacctta tcccctcaac aacttttcag tggcaaaatg ccagttaatg 
660 

aaaacagaac gaccaaagcc aaacacattt acaatcagat gtctccagtg gacCactgtt 
720 

atagagagaa catttcatgt agatactcca gaggaaaggg aagaatggac agaagctatc 
780 

caggctgtag cagacagact gcagaggcaa gaagaggaga gaatgaattg tagtccaact 
840 

tcacaaattg ataatatagg agaggaagag atggatgcct ctacaaccca tcataaaaga 
900 

aagacaatga atgattttga ctatttgaaa ctactaggta aaggcacttt tgggaaagtt 
960 

attttggttc gagagaaggc aagtggaaaa tactatgcta tgaagattct gaagaaagaa 
1020 

gtcattactg caaaggatga agtggcacac actctaactg aaagcagagt attaaagaac 
1080 

actagacatc cctttttaac atccttgaaa tattccttcc agacaaaaga ccgtttgtgt 
1140 

tttgtgatgg aatatgttaa tgggggcgag ctgtttttcc atttgtcgag agagcgggtg 
1200 

ttctctgagg accgcacacg tttctatggt gcagaaattg tctctgcctt ggactatcta 
1260 

cattccggaa agattgtgta ccgtgatctc aagttggaga atctaatgct ggacaaagat 
1320 

ggccacataa aaattacaga tCttggactt tgcaaagaag ggatcacaga tgcagccacc 
1380 

atgaagacat cctgtggcac tccagaatat ctggcaccag aggtgttaga agataatgac 
1440 

tatggccgag cagtagactg gtggggccta ggggttgtca tgtatgaaat gacgtgtggg 
ISOO 
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aggttacctt tctacaacca ggaccatgag 
1560 

atcaaatttc ctcgaacact ctcttcagat 
1620 

aaggatccaa ataaacgcct tggtggagga 
1680 

agtttcttct ctggagcaaa ctggcaagat 
1740 

aaacctcaag taacatctga gacagatact 
1600 

actattacaa taacaccacc tgaaaaatat 
1860 

gagaggcggc cgcatttccc tcaattttcc 
1920 

ctcattctgc tacttcactg tcatcttcaa 
1980 

ccagtcctag ctcttacaca tagcaggggc 
2040 

cctcacccct cgccaccttt caccctcatg 
2100 

tttttgtttt tgcatgaaat tgtatctcag 
2160 

cttactatta tagcaacttt aagaagtaat 
2220 

attgttcatt tgtgcaccaa ttatcatctt 
2280 

ctaaatgaga tacactgatt ctaggtacat 
2340 

tagactaaga agatttagtc tataaattca 
2400 

gcacatgtaa agcacatcag atccgtgcgt 
2460 

ggaattgatt aggaagcatt tggtagaagg 
2520 

tatataattt ttttttttta aattcctggt 
2580 

tggatgtcga gacttcacgg gcaatcatga 
2640 

aggcatatgc acagtcaagg tcacttaaag 
2700 

atctttcccc tgtgcttgga aacctttttt 
2760 

gaagaatgta gacaggtata atgatactgc 
2820 

caggtgtttg ccttatttaa ttttttactt 
2880 

atgttgaaac tttgaatgtc cttttatgat 
2940 

tagtgatgag aattgtatgt catgttagca 
3000 

tactgcagtt acctttgacc catgtgcaag 
3060 

ttctctcctc tgttaaaaaa aatgataagg 
3120 



aaaccttttg aattaatatt aatggaagac 
gcaaaatcat tgctttcagg gctcttgata 
ccagatgatg caaaagaaat tatgagacac 
gtatatgata aaaagcttgt acctcctttt 
agatattttg atgaagaatt tacagctcag 
gatgaggatg gtatggactg catggacaat 
tactctgcaa gtggacgaga ataagtctct 
tttattactg aaaatgattc ccggacatca 
accttccgac atcccagacc agccaagggt 
aaaacacaca tacacgcaaa tacactccag 
tctaaggtct catgctgttg ctgctactgt 
tttccaacct ttggaagtca tgagcccacc 
ttgatctttt agtttttccc tcagtgaagg 
tttttaactt tctagaagag aaaaactaac 
gaacaagcaa ttgtggaagg gtggtggcgt 
gaagtaggca tacatcacta agctgCggct 
actgaacaac tgttgggata tatatatata 
ggatactgta gaagaagccc atatcacatg 
gcaagtgaac actgttctac caagaactga 
ggtcttatga aacaatttga gccagagagc 
ccttcttgac atttatcacc tctgatggct 
ttttcaccaa aatttctaca ccaaggtaaa 
tcagttctac gcgaattagc tttttctcag 
tttgtttata ttgcagtagt atttattttt 
aacgcagctc caacttatat aaaatagact 
gattgtacac gttgatgaga atcatgcact 
ctctgaaatg gaatatattg gttagaattt 
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ggctttggga gaagagatgc tgccatttaa ccccttggta ctgaaaatga gaaaatcccc 
3180 

aactatgcat gccaaggggt taatgaaaca aatagctgtt gacgtttgct catttaagaa 
3240 

tttgaaacgt tatgatgacc tggcaacaaa aaaaaaaaaa aaaaa 
3285 

<210> 5792 
<211> 479 
<212> PRT 

<213> Homo sapiens 



<400> 5792 



Met Ser Asp Val 


Thr 


Tie 


Val 

V a ^ 


Lys Glu Gly Trp Val Gin Lys 


Arg Gly 


1 


5 






10 




15 




Glu Tyx lie Lys 


Asn 


irp 




Pro Arg Tyr Phe Leu Leu 


Lys 


Thr Asp 


20 








25 


30 






Gly Ser Phe lie 


Gly 






Glu Lys Pro Gin Asp Val 


Asp 


Leu 




35 








40 45 








Tyr Pro Leu Asn 


Asn 


Phe 




Val Ala Lys Cys Gin Leu 


Met 


Lva 


Thr 


50 








60 








Glu Arg Pro Lys 


Pro 


Asn 


Thr 


Phe lie lie Arg Cys Leu 


Gin 


Tro 


Thr 


65 








75 






80 


Thr Val lie Glu Arg 


Thr 


Phe 


His Val Asp Thr Pro Glu 


Glu 


Arg 


Glu 




B5 






90 




95 




Glu Trp Thr Glu 


Ala 


lie 


Gin 


Ala Val Ala Asp Arg Leu 


Gin 


Arg 


Gin 


100 








105 


110 






Glu Glu Glu Arg 


Met 


Asn 


cvs 


Ser Pro Thr Ser Gin lie 


Asp 


Asn 


He 


115 








120 125 








Gly Glu Glu Glu 


Met 


Asp 


Ala 


Ser Thr Thr His His Lys 


Arg 


Lys 


Thr 


130 






135 


140 








Met Asn Asp Phe 


Asp 


Tyr 


Leu 


Lys Leu Leu Gly Lys Gly Thr 


Phe 


Gly 


145 




150 




155 






160 


Lys Val lie Leu 


Val 


Arg 


Glu 


Lys Ala Ser Gly Lys Tyr Tyr 


Ala 


Met 


16 5 






170 




175 




Lys lie Leu Lys 


Lys 


Glu 


Val 


He He Ala Lys Asp Glu Val 


Ala 


His 


180 








185 


190 






Thr Leu Thr Glu 


Ser 


Arg 


Val 


Leu Lys Asn Thr Arg His 


Pro 


Phe 


Leu 


195 








200 205 








Thr Ser Leu Lys 


Tyr 


Ser 


Phe 


Gin Thr Lys Asp Arg Leu Cys 


Phe 


Val 


210 






215 


220 








Met Glu Tyr Val Asn 


Gly 


Gly 


Glu Leu Phe Phe His Leu 


Ser 


Arg 


Glu 


225 




230 




235 






240 


Arg Val Phe Ser 


Olu 


Asp 


Arg 


Thr Arg Phe Tyr Gly Ala Glu 


He 


Val 


245 






250 




255 




Ser Ala Leu Asp Tyr 


Leu 


His 


Ser Gly Lys He Val Tyr Arg 


Asp 


Leu 


260 








265 


270 






Lys Leu Glu Asn 


Leu 


Met 


Leu 


Asp Lys Asp Gly His He 


Lys 


He 


Thr 


275 








280 285 








Asp Phe Gly Leu Cys 


Lys 


Glu 


Gly He Thr Asp Ala Ala Thr 


Met 


Lys 


290 






295 


300 








Thr Ser Cys Qly Thr 


Pro 


Glu 


Tyr Leu Ala Pro Glu Val 


Leu 


Glu Asp 


305 




310 




315 






320 


Asn Asp Tyr Gly Arg 


Ala 


Val 


Asp Trp Trp Qly Leu Gly Val 


Val 


Met 
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325 




330 


335 






Glu 


Met 


Met 


Cvs 


Glv Ara 


Leu Pro Phe Tvr 


Asn Gin Asp His 


Glu 








340 






345 


350 








Phe 


Glu 


Leu 


He Leu 


Met Glu Aso lie 


Lvs Phe Pro Aro 


Thr 






355 








360 


365 




Leu 


G A V* 

oer 


C A V* 

oer 


ASp 


M±a 




idcu ucu 9cf uxy 


WtSU ktjSi 






370 








375 




360 




Pro 


Asn 


Lys 


Arg 


Leu 


Gly Gly 


Gly Pro Asp Asp 


Ala Lys Glu He 


Met 


385 










390 


395 




400 


Ar9 


His 


Ser 


Phe 


Phe 


Ser Gly 


Val Asn Trp Gin 


Asp Val Tyr Asp 


Lys 










405 




410 


415 




Lys 


Leu 


Val 


Pro 


Pro 


Phe Lys 


Pro Gin Val Thr 


Ser Glu Thr Asp 


Thr 








420 






425 


430 




Arg 


Tyr 


Phe 


Asp 


Glu 


Glu Phe 


Thr Ala Gin Thr 


He Thr He Thr 


Pro 






435 








440 


445 




Pro 


Glu 


Lys 


Tyr 


Asp 


Glu Asp 


Gly Met Asp Cys 


Met Asp Asn Glu 


Arg 




450 








455 




460 




Arg 


Pro 


His 


Phe 


Pro 


Gin Phe 


Ser Tyr Ser Ala 


Ser Gly Arg Glu 




465 










470 


475 







<210> 5793 

<211> 2767 

<212> DNA 

<213> Homo sapiens 

<400> 5793 

aattcggcac taggggcagc tgtcggctgg aaggaactgg tctgctcaca cttgctggct 
60 

tgcgcatcag gactggcttt atctcctgac tcacggtgca aaggtgcact ctgcgaacgt 
120 

taagtccgtc cccagcgctt ggaatcctac ggcccccaca gccggatccc ctcagccttc 
180 

caggtcctca actcccgtgg acgctgaaca atggcctcca tggggctaca ggtaatgggc 
240 

atcgcgctgg ccgtcctggg ctggctggcc gtcatgctgt gctgcgcgct gcccatgtgg 
300 

cgcgtgacgg ccttcatcgg cagcaacatt gtcacctcgc agaccatctg ggagggccta 
360 

tggatgaact gcgtggtgca gagcaccggc cagatgcagt gcaaggtgta cgactcgctg 
420 

ctggcactgc cgcaggacct gcaggcggcc cgcgccctcg tcatcatcag catcatcgtg 
480 

gctgctctgg gcgtgctgct gtccgtggtg gggggcaagt gtaccaactg cctggaggat 
540 

gaaagcgcca aggccaagac catgatcgtg gcgggcgtgg tgttcctgtt ggccggcctt 
600 

atggtgatag tgccggtgtc ctggacggcc cacaacatca tccaagactt ctacaatccg 
660 

ctggtggcct ccgggcagaa gcgggagatg ggtgcctcgc tctacgtcgg ctgggccgcc 
720 

tccggcctgc tgctccttgg cggggggctg ctttgctgca actgtccacc ccgcacagac 
760 

aagccttact ccgccaagta ttctgctgcc cgctctgctg ctgccagcaa ctacgtgtaa 
840 
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W WW Www WW W*J 


900 




ayy^ uy uy <n» 




960 




ywayayclCCy 


eiy wwoyy w&y 


1020 

^ W V 




C u uC CCcloy y 


c v>y u WW ty 






ggy a Cggaag 


uy oCay yy wy 






ycccaacccc 


g«c cy yy ci 






CCCCCCaCbC 


cgcccgccug 


x«ou 




^aCuywyCCC 


CgCwCaCCya 


X J« w 




.^^K .tf^V 

cccgcctggg 


aagcgcagag 


1 ^ on 




aaca99tct9 


ggcagcggcg 


'1 ii ii n 
X44U 




gtggcctcag 


gaccccccgc 


1 C rt 




tctgagcccc 


A* .^to 4* Aw iMi 

ccgcccccuc 


XaoU 




ggacagcctc 


acccccggaa 


Xb2 U 




ccgcaaccca 


agaagagcca 


1 /con 

XOO V 




acccgcgcac 


aggaggaaaa 


1 "7 A n 
X f 4 u 




gccgcccaaa 


cgt u wcccya 


^ dan 
X o u u 






w wwcicii.yy w i> 


XO V U 




ggcaaggacy 


day w i« wA w k w 


1920 

X ^ A s/ 




t- t-rrl" t- t- r'a t" 
V ^ uy u u tv^ac 


ayi^uy ^^yy *• 


1980 




W A W w W ^C«^ Vv* 


M A W A^Vlw 


2040 




A* 4i 

aacaccacag 


ccgccaaaac 


2100 




cattcgatgg 


gatgtccagg 


2160 




gtgctggtga 


accaagagtc 


2220 




tgcactgcca 


acaccaacac 


2280 




cggtaggcct 


tgccatggcg 


2340 




taaacgagtg 


gagcgatgga 


2400 




atgttgttgc 


ggggaaagga 


2460 





ttcctctctg ctttgttctt 
ccccgccacg ggccactggc 
gaaggcagca gccCCcagcc 
ctagcaagaa cagagtccac 
cggtggtgga gtggggagct 
tctgcctgca tcggcgttgg 
catctcctct gttccgggta 
aacccgcgcc caggagtatg 
tggatggacg ggtttagagg 
ggggaggggg ccagagaggc 
ctcacccgct tcagcccagg 
caaggacact aatgagcctg 
gtcctggggt ttttcctctt 
ttcatcactg taattattat 
aaaaaaaaaa aaaaggagac 
cccgtgacct agagatgaag 
aaggggtaat ggatggaaat 
ttaaagaaaa acctcaaagt 
cacccagtCc tagccaacca 
ggagctttcc agaactttgg 
caccagaagg gattttggaa 
cttcacccca aagaggcttc 
taggagcttc ttgctgtagt 
caggtacatg atggaaacgg 
gtagagctgc tgtgcagcag 
aaagagtccc atgctgatca 
gagaaggccc aagagagagg 



ccctggactg 


agctcagcgc 


tgctggggac 


tggggactgg 


tctctggccc 


actcggacaa 


cctcctctgg 


atattgggga 


ggcttctgct 


ggccaggata 


ccactgtccc 


catttacatt 


ggccctgata 


tcacctctgg 


gctgaggcct 


tgcccaccca 


ggaggggcga 


aggtgctgta 


ggctcaggtt 


gcccagctct 


gcccctggag 


actgatcccc 


ggagggtggc 


agggaggagg 


ccttctttgt 


ggtttctgtt 


tattttctac 


aataaatggg 


cacagcctgc 


caagggagca 


taattCgatC 


tattccctat 


ggggagaatg 


accgagtaga 


tcaacttcaa 


acagctgaaa 


ggaataaatc 


atagttctgc 


cctggtctgc 


accaggtacc 


ccgctgtact 


agtgtccttt 


atttatgctt 


cttctcctgt 


acaactgcca 


ggcatgcact 



cagaaaaacc aaagaggaaa 
ggaacatctc catgctgcca 
tggagagcac caggtagcta 
gcaaaatgct cagcaaatac 
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gggtattccc actgataggg catggccacc tgatcatgtg acaagagcct caggtgtccc 
2520 

acgctcatct tagcaaccag cagcagccat atgaccagat gcacgtagat cagcctcttg 

2580 

atttcatact tgagggtcac actcacctgg tagtgcatgg cgacgcgctc ccggtgctga 
2640 

aagtcgctgc cgtcggtgcc ggccgctcgc gggcctgctc gagacgccat: tgtgcctgcc 
2700 

cagaaccccc gaacccctca cgcggacctg gtaccgcaac gacagccaag cggcccagtg 

2760 

accctat 

2767 

<210> 5794 
<211> 209 
<212> PRT 

<213> Homo sapiens 



<400> 5794 



Met 


Ala 


Ser 


Met 


Gly Leu 


Gin Val Met 


Gly 


He Ala 


Leu 


Ala 


Val 


Leu 


1 








5 




10 








15 




Gly 


Trp 


Leu 


Ala 


Val Met 


Leu Cys Cys 


Ala 


Leu Pro 


Met 


Trp 


Arg 


Val 








20 




25 








30 






Thr 


Ala 


Phe 


lie 


Gly Ser 


Asn He Val 


Thr 


Ser Gin 


Thr 


He 


Trp 


Glu 






35 






40 






45 








Gly 


Leu 


Trp 


Met 


Asn Cys 


Val Val Gin 


Ser 


Thr Gly Gin 


Met 


Gin 


Cys 




50 








55 




60 










Lys 


Val 


Tyr 


Asp 


Ser Leu 


Leu Ala Leu 


Pro 


Gin Asp 


Leu 


Gin 


Ala 


Ala 


65 








70 






75 








80 


Arg 


Ala 


Leu 


Val 


He He 


Ser He He 


Val 


Ala Ala 


Leu 


Gly 


Val 


Leu 










85 




90 








95 




Leu 


Ser 


Val 


Val 


Gly Gly 


Lys Cys Thr 


Asn 


Cys Leu 


Glu 


Asp 


Glu 


Ser 








100 




105 








110 






Ala 


Lys 


Ala 


Lys 


Thr Met 


He Val Ala 


Gly 


val val 


Phe 


Leu 


Leu 


Ala 






115 






120 






125 








Gly 


Leu 


Met 


Val 


He Val 


Pro Val Ser 


Trp 


Thr Ala 


His 


Asn 


He 


He 




130 








135 




140 










Gin 


Asp 


Phe 


Tyr 


Asn Pro 


Leu Val Ala 


Ser 


Gly Gin Lys 


Arg 


Glu 


Met 


145 








150 






155 








160 


Gly 


Ala 


Ser 


Leu 


Tyr Val 


Gly Trp Ala 


Ala 


Ser Gly Leu 


Leu 


Leu 


Leu 










165 




170 








175 




Gly 


Gly 


Gly 


Leu 


Leu Cys 


Cys Asn Cys 


Pro 


Pro Arg 


Thr 


Asp 


Lys 


Pro 








180 




185 








190 






Tyr 


Ser 


Ala 


Lys 


Tyr Ser 


Ala Ala Arg 


Ser 


Ala Ala 


Ala 


Ser 


Asn 


Tyr 






195 






200 






205 








Val 

























<210> 5795 

<211> 993 

<212> DNA 

<213> Homo sapiens 

<400> 5795 
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ccacatacaa agaggaaaga tgaaactttt attgttacat ttatcgacac tggatattta 
60 

tcatctgtta tataccaggc aaaatggaca caccatcagg agataagacc tgcatcttac 
120 

gtgtaagatg aaacttatat ttattgattg aattattgaa tactttttga gtatttgcta 
180 

tataccaggc aaaaggcaca gaacaaatta tttgttcaca gttactttta actctttcag 

240 

caatgcctga gtcctcttta tagaaacttc attttgctaa gttagcaacc attcattttt 
300 

ttggttactc ttcatgtata gttttctcaa gtgtctcttc aaatactgca taatggtata 
360 

gaccatttaa tattccaaac ataatctgaa agactagagg aatcgccatt aatttcattt 

420 

gtgtttgaca aagcgtcatc caatggatta aaacccttcc ttttggtggc agtggaacgg 
480 

tatgatactt ggttgccagg cgtccatttt tagtaaaagc caaagaactg ggatagaaaa 
540 

caccacaaac tatgccaatc agtgagcttc tgaaaacaca gttttccttg cttatattat 
600 

ctgaatacaa agcatcaatt acaaaaagct tgtcagtaac aacagtagac aaaaatggaa 
660 

gtgtagccaa tgatgcatat gtcttcaaag catcatgttt aaccttgaag cagcgtctga 
720 

acaggaagtt tgagaatatt ccagagaaac cagctgttgt tccaaatgtc gccatttgat 
780 

atatattttg tgtcatttct tttctaagat agtcaaaatt tttttctatg atttctatga 
840 

ccactggtct tctgagtttt gcatcttcta gagaaggact gggctgacca tgcatagatg 
900 

ctgccatctt gaaaaccttg ggcgcttcct cagttcccac cggcaccaca cctgaatccc 
960 

ttggcttagt cccagcctca tacccgaaca cca 
993 

<210> 5796 
<211> 200 
<212> PRT 

<213> Homo sapiens 



<400> 5796 



Met Ala 


Ala 


Ser 


Met 


His 


Gly 


Gin 


Pro 


Ser 


Pro 


Ser Leu Glu Asp Ala 


1 






5 










10 




15 


Lys Leu 


Arg 


Arg 


Pro 


Met 


val 


He 


Glu 


He 


He 


Glu Lys Asn Phe Asp 






20 










25 






30 


Tyr Leu 


Arg 


Lys 


Glu 


Met 


Thr 


Gin 


Asn 


He 


Tyr 


Gin Met Ala Thr Phe 




35 










40 








45 


Gly Thr 


Thr 


Ala 


Gly 


Phe 


Ser 


Gly 


He 


Phe 


Ser 


Asn Phe Leu Phe Arg 


50 










55 










60 


Arg Cys 


Phe 


Lys 


Val 


Lys 


His 


Asp 


Ala 


Leu 


Lys 


Thr Tyr Ala Ser Leu 


65 








70 










75 


80 


Ala Thr 


Leu 


Pro 


Phe 


Leu 


Ser 


Thr 


Val 


Val 


Thr 


Asp Lys Leu Phe Val 








85 










90 




95 


lie Asp 


Ala 


Leu 


Tyr 


Ser 


Asp 


Asn 


He 


Ser Lys 


Glu Asn Cys Val Phe 
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100 

Arg Ser Ser Leu 

lis 

Leu Ala Phe Thr 
130 

Pro Leu Pro Pro 
145 

Gin Thr Gin Met 

Phe Gly lie Leu 
180 

Leu Glu Lys Thr 
195 



He Gly He Val 
120 

Lys Asn Gly Arg 
135 

Lys Gly Arg Val 
150 

Lys Leu Met Ala 
165 

Asn Gly Leu Tyr 

He His Glu Glu 
200 



105 

Cys Gly Val Phe 

Leu Ala Thr Lys 
140 

Leu He His Trp 
155 

He Pro Leu Val 
170 

His Tyr Ala Val 
185 



110 

Tyr Pro Ser Ser 
125 

Tyr His Thr Val 

Met Thr Leu Cys 
160 

Phe Gin He Met 
175 

Phe Glu Glu Thr 
190 



<210> 5797 
<211> 405 
<212> DNA 

<213> Homo sapiens 
<400> 5797 

ctcagatcaa taccccgact ggccagtcga 
60 

gaggagcaga aagaggatgg ccctcactcc 
120 

ttctctcctg ccagcagcca aaagcaggca 
180 

agaagggagc agagaccagg cctggcccct 
240 

tctaagcctc tattgttggc tggcgaggga 
300 

aggatccctc cgcccccgcc ctgaacccag 
360 

gccagtgcct tgcgggaacc ccagcctcat 
405 



gggaactgct gagagcggct tgcgtgtgtc 
agctcctgca ctgccagcag cccaccctgc 
actgccggac agtcctaacc caaggcgggt 
tcagactttc tcacagagaa attacagatc 
gggaagaaca tcaagttatc agggaaatca 
aggtccggaa gggagcaagc ggtcagggag 
gaccaacctc ggccg 



<210> 5798 
<211> 109 
<212> PRT 

<213> Homo sapiens 



<400> 5798 
Met Ala Leu Thr 
1 

Leu Leu Pro Ala 
20 

Arg Arg Val Glu 
35 

Ser Gin Arg Asn 
50 

Glu Gly Arg Thr 
65 

Arg Pro Glu Pro 
Val Pro Cys Gly 



Pro Ala Pro Ala 
5 

Ala Lys Ser Arg 

Gly Ser Arg Asp 
40 

Tyr Arg Ser Leu 

55 

Ser Ser Tyr Gin 
70 

Arg Gly Pro Glu 
85 

Asn Pro Ser Leu 



Leu Pro Ala Ala 
10 

Gin Leu Pro Asp 
25 

Gin Ala Trp Pro 

Ser Leu Tyr Cys 
60 

Gly Asn Gin Gly 
75 

Gly Ser Lys Arg 
90 

Met Thr Asn Leu 



His Pro Ala Ser 

15 

Ser Pro Asn Pro 
30 

Leu Gin Thr Phe 
45 

Trp Leu Ala Arg 

Ser Leu Arg Pro 
80 

Ser Gly Arg Pro 
95 

Gly 
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100 

<210> 5799 

<211> 4261 

<212> DNA 

<213> Homo sapiens 

<400> 5799 

agtgggtgga gaagccactc 
60 

ggggatcgaa aagaggaaaa 
120 

gaaaggcgga agcagaagac 
180 

ctagagcaac accgtcaggt 
240 

attgctcttt tttcctaccg 
300 

ctaaggggag gtaaaggcag 
360 

gctcactttc tgaataagcc 
420 

gacacatccc tttcagcaga 
480 

taaatgtatg tctcccctgg 
540 

ttgtttgtaa acgcgagtga 
600 

ctcttttatc tgcttgcctc 
660 

ttctaattca aagctcCctc 
720 

gcttttgagg ctgcaatcct 
780 

accgaaaaga aacacccagg 
840 

99999cggag tagccctgaa 
900 

gggaacatca tcggccctgg 
960 

tctgtgggcc tCgctctcat 
1020 

ctctgctatg ctgaactcgg 
1080 

aaggacatct tcggaggact 
1140 

taccccacca accaggctgt 
1200 

ttccccacct gcttcccccc 
1260 

ctcctcacat gggtcaactg 
1320 

acagctggga agctcctggc 
1380 



tcccgaaacc agagggatgg 
caagggcacg aagaccagcg 
ggggaaggga aaagaaaccc 
tcacagtttg tttttctaga 
ttaatgaaaa ccacttttgt 
tctcctgttt tattaggggg 
actgcctggt gcacagagca 
attccagccg gagtcgctgg 
cctttttttt tctttttttt 
ccagaaagtg tgaatgcgga 
tCCtagagag tagcagtggt 
ccaatatatt tacacgaata 
actgagaagg atggaagaag 
tgggggcgag tcggacgcca 
gaaagagatc ggattggtca 
aatctttgtc tcgccaaagg 
cgtctggatt gtgacgggct 
ggtcaccatc cccaaatctg 
ggctgggttc ctgaggctgt 
catcgccctc accttctcca 
agagtctggc ctCcggctcc 
ttccagtgtg cggtgggcca 
ctcggccctg attatcatca 



ggccggctgt gcagtagaac 
agaaagaaga ggacacctgg 
atagcaggtg gaaaccagat 
agagaagaaa gtacctgagg 
cttcatcata aaagaaaaaa 
agaggtgaag ggaaatccag 
gaaccatcct ggtttctgaa 
cacagttcta tttttatatt 
tttttttagc aacacttttc 
gtaggaatat ttttcgtgtt 
tcctatttcg gaaaaggacg 
cgcatttaga aagggaggca 
gagccaggca ccgaaacaac 
gccccgaggc tggttccgga 
gtgcctgtgg tatcatcgta 
gagtgctgga gaatgctggt 
tcatcacagt tgtgggagcc 
gaggtgacta ctcctatgtc 
ggattgctgt gctggtgatc 
actacgtgct gcagccgctc 
tggctgccat ctgcttattg 
cccgggttca agacatcttc 
tggggattgt acagatatgc 
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aaaggagagt acccccggct ggagccaaag 
1440 

atcggcctcg tcgcactggc tttccttcag 
1500 

ctgaattacg tgactgagga gcttgtcgat 

1560 

atctccatcc cactggtcac acttgtgtat 
1620 

atgtcccccc aggagctgct ggcatccaac 
1680 

ctaggagtca tggcctggat catgcccatt 
1740 

aatgggtctc tcttcacctc ctctcggctg 
1800 

cccagtgtgt tggccatgat ccacgtgaag 
1860 

acatgcatct ccaccctgct gatgctggtc 
1920 

gtgggcttca tcaactacct cttctatggg 
1980 

tggaagaagc ctgatatccc ccgccccatc 
2040 

ttgctgttct gggccttcct gctggtcttc 
2100 

attggcctgg ccatcatgct gacaggagtg 
2160 

cacaagccca agcgtttcag tgacttcatt 
2220 

tgtgtggtcg tgtaccccga ggtggagcgg 
2280 

acggaggagc agcagcagcc catgtaccaa 
2340 

gggcagcccc agccctgagg accaccaCtc 
2400 

atcctacctc cctgccttgg tcccgccaac 
2460 

gcttttgtca ggcagtggta ggactttggt 
2520 

gacattcata cccaaagaac cagcctctca 
2580 

agtgctgccc acactcccag ctgctggagg 
2640 

cctccctccg ggccacaccc tcagctgcct 
2700 

cctcccaggg aggccccttc agagaggaga 
2760 

gctcaagcaa ttctgtcccc atcaaggggt 
2820 

caccagggac ccaaaatcca aggggatgct 
2880 

tcatacctgc acccacccca gccagggccc 
2940 

ccaactccca gagctaagga ccaaggagaa 
3000 



aacgcacttg agaatttcca ggaacctgac 
ggctcctttg cctatggagg ctggaacCtt 
ccctacaaga accttcccag agccatcttc 
gtctttgcca atgtcgctta tgtcactgca 
gccgtcgctg tgacttttgg agagaagctc 
tctgttgccc tgtccacatt tggaggagtt 
ttcttcgctg gagcccgaga gggccacctt 
cgctgcaccc caatcccagc cctgctcttc 
accagcgaca tgtacacact catcaactac 
gtcacggctg ccggacagat agtccttcgc 
aagatcaacc tgccgttccc catcatctac 
agcctgtggt cagagccggt ggtgtgtggc 
cctgtctatt tcctgggtgt ttactggcaa 
gagctgctaa ccctggtgag ccagaagatg 
ggctcgggga cagaggaggc taatgaggac 
cccactccca cgaaggacaa ggacgtggcg 
cctggctact ctctccttcc tccccctttt 
acatgcgagt acacacacac ccctctctct 
gtgggtggtg agaaattgta aacaaaaact 
ccccagggtc catgtcccag gccccactcc 
agaggggaga tgccaaggtg ccctgcagga 
cttcaggaac cggagctcat tactgccctc 
ggccacagga gctgcattgt ggggggacag 
cagctggaga gacccaagac cctatctgtt 
tccctctgcc ctctttcctg cccctcccca 
cctgtccaga attcggttct cctcaggacg 
gaacagcctc tccaccccca agccaggcgg 
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ttgaggaaca tattgagaaa ggttcagatt gcagaaaccc agccctgccc ctgcctcctg 
3060 

catccagccc ccaacatggt gccaaagctt ccagaagcca aaaagcttct gatttttaag 
3120 

gtagcgggca tctctctcct aatgacgaag ctgctcagca actccacctg cccgccgcag 
3180 

gaaggagcag tcccctgcta tccctgcagc cactcccagc acacccgcac acagccagca 
3240 

ccaccgcccc caccgtgcac ttctcctctc tgggccttgg cttgggacca ggtacgaagg 
3300 

atccccaagc ccttcaggcc tgagatcaga gccagatcag ccttaagtca cctcccatcc 
3360 

aagaacttgg cctaaaaata ctcccctatt tctaaccctc aggacggatc tgatattaaa 
3420 

tgccttccct gggaggaagg gtgctttccc cctccctaga ggtgcccatt ccataccctg 
34B0 

ggagactgag gagagcattg gctgaagccc agttcctttc ccatccatcc ccaactccaa 
3540 

taatccccca ctcctcgcag gtctcagtgt catgctgtct tggggcaggg tgaaagggta 
3600 

gtggcagcag ggcgcccact ctggagatcc tcaaaaaagg ccctcctctg tggctggcag 
3660 

cctctgacct ttccctgggc ttcaaaggaa ggctatggag tttgctgtgg gccctgcaac 
3720 

cttcccagcc actcctgctg cactaaggac ttaggatcct tttatcacaa atcgggattc 
3780 

tctcccccac cccgaattct gtctgcttaa actggaatac acaggagccc ttcctggcct 

3640 

ggatggtgtc tcccagcttc cccgcccagc ttgcccaccc catagttggt gagatgccaa 

3900 

gtttggtctg agttgtgacc ccttcagagt agatgcccgg caggctgggg ttggcccctg 
3960 

gagggtcagg ggaccatctt cttattccct cttttctcat tcctccaact tcctcccctc 
4020 

cttcaattat ttttttgtaa agttgatgcc ttactttttg gataaatatt tttgaagctg 
4080 

gtatttctat ttcttttgga ttttttttaa tgtaaggttg ttttggggga tggagttaga 
4140 

accttaatga taatttcttt cgtttggtgt aggttttaga gatttgtttt gtggagaggt 
4200 

ttttttcttt tgatgtaata aaatttaaaa tggaaatgaa aaaaaaaaaa aaaaaaaaaa 

4260 

a 

4261 

<210> 5800 

<211> 535 

<212> PRT 

<213> Homo sapiens 

<400> 5800 

Met Glu Glu Gly Ala Arg His Arg Asn Asn Thr Glu Lys Lys His Pro 

15 10 15 

Gly Gly Gly Glu Ser Asp Ala Ser Pro Glu Ala Gly Ser Gly Gly Gly 
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Gly 
He 

Val 

65 

Val 

Gly 

He 

Val 

Tyr 
145 
Leu 

Cys 

Gly 

He 

Asn 
225 

Gly 

Glu 

He 

Thr 

Thr 
305 
Ser 

Ser 

Val 

Leu 

Tyr 
365 
Val 

Pro 

Phe 

Cys 



20 

Val Ala Leu Lys Lys Glu 

35 

Val Gly Asn He 
50 

Leu Glu Asn Ala 



Thr Gly 

Val Thr 

Phe Gly 
115 
He Tyr 
130 

Val Leu 



Phe He 

65 
He Pro 
100 

Gly Leu 
Pro Thr 
Gin Pro 



Arg Leu Leu Ala 
165 

Ser Ser Val Arg 

ISO 

Lys Leu Leu Ala 
195 

Cys Lys Gly Glu 
210 

Phe Gin Glu Pro 

Ser Phe Ala Tyr 
245 

Leu Val Asp Pro 
260 

Pro Leu Val Thr 
275 

Ala Met Ser Pro 
290 

Phe Gly Glu Lys 

Val Ala Leu Ser 
325 

Ser Arg Leu Phe 
340 

Leu Ala Met He 

355 

Phe Thr Cys He 
370 

Thr Leu He Asn 

Thr Val Ala Gly 
405 

Arg Pro He Lys 
420 

Trp Ala Phe Leu 
435 

Gly He Gly Leu 



He Gly 

55 
Gly Ser 

70 

Thr Val 

Lys Ser 

Ala Gly 

Asn Gin 
135 
Leu Phe 
150 

Ala He 

Trp Ala 

Leu Ala 

Tyr Phe 
215 
Asp He 
230 

Gly Gly 

Tyr Lys 

Phe Val 

Gin Glu 
295 
Leu Leu 
310 

Thr Phe 

Phe Ala 

His Val 

Ser Thr 
375 
Tyr Val 
390 

Gin He 
He Asn 
Leu Val 
Ala He 



25 
He Gly 
40 

Ser Gly 

Val Gly 

Val Gly 

Gly Gly 
105 
Phe Leu 
120 

Ala Val 

Pro Thr 

Cys Leu 

Thr Arg 
185 
Leu He 
200 

Trp Leu 

Gly Leu 

Trp Asn 

Asn Leu 
265 
Tyr Val 
280 

Leu Leu 

Gly Val 

Gly Gly 

Gly Ala 
345 
Lys Arg 

360 

Leu Leu 
Gly Phe 
Val Leu 
Leu Leu 

425 
Phe Ser 
440 

Met Leu 



Leu Val Ser 

He Phe Val 
60 

Leu Ala Leu 
75 

Ala Leu Cys 
90 

Asp Tyr Ser 

Arg Leu Trp 

He Ala Leu 
140 

Cys Phe Pro 

155 
Leu Leu Leu 
170 

Val Gin Asp 

He He Met 

Glu Pro Lys 
220 

Val Ala Leu 

235 
Phe Leu Asn 
250 

Pro Arg Ala 

Phe Ala Asn 

Ala Ser Asn 
300 

Met Ala Trp 

315 
Val Asn Gly 
330 

Arg Glu Gly 

Cys Thr Pro 

Met Leu Val 
380 

He Asn Tyr 

395 
Arg Trp Lys 
410 

Phe Pro He 
Leu Trp Ser 
Thr Gly Val 



30 

Ala Cys Gly He 
45 

Ser Pro Lys Gly 

He Val Trp He 
80 

Tyr Ala Glu Leu 
95 

Tyr Val Lys Asp 
110 

He Ala Val Leu 
125 

Thr Phe Ser Asn 

Pro Glu Ser Gly 
160 

Thr Trp Val Asn 
175 

He Phe Thr Ala 
190 

Gly He Val Gin 
205 

Asn Ala Phe Glu 

Ala Phe Leu Gin 
240 

Tyr val Thr Glu 
255 

He Phe He Ser 
270 

Val Ala Tyr Val 
285 

Ala Val Ala Val 



He Met 

Ser Leu 

His Leu 
350 
He Pro 
365 

Thr Ser 

Leu Phe 

Lys Pro 

He Tyr 
430 
Glu Pro 
445 

Pro Val 



Pro He 
320 
Phe Thr 
335 

Pro Ser 

Ala Leu 

Asp Met 

Tyr Gly 
400 
Asp He 
415 

Leu Leu 
Val Val 
Tyr Phe 
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450 

Leu Gly Val Tyr 
465 

Glu Leu Leu Thr 

Glu Val Glu Arg 
500 

Glu Gin Gin Gin 
515 

Val Ala Gly Gin 
530 



455 

Trp Gin His Lys 
470 

Leu Val Ser Gin 
485 

Gly Ser Gly Thr 

Pro Met Tyr Gin 
520 

Pro Gin Pro 
535 



460 

Pro Lys Cys Phe 

475 

Lys Met Cys Val 
490 

Glu Glu Ala Asn 

505 

Pro Thr Pro Thr 



Ser Asp Phe lie 
480 

Val Val Tyr Pro 
495 

Glu Asp Met Glu 
510 

Lys Asp Lys Asp 
525 



<210> 5801 

<211> 2418 

<212> DNA 

<213> Homo sapiens 



<400> 5801 
nntccggaag 
60 

ctgcccaccg 
120 

cccacctcag 
180 

ggcggctttc 
240 

agagcgccat 
300 

atttttgatg 
360 

gattacttta 
420 

aagaaatgtg 
460 

tactatctgg 
540 

ccctgccacc 
600 

gccgaggccg 
660 

ctggaaatga 
720 

gccaacttga 
780 

gctaggaata 
840 

ctaggtgagc 
900 

ctagatggcc 
960 

tcggacttca 
1020 

tttggtgaaa 
1080 



tgctcagtca 
ctatatagcc 
acgacgtcat 
atgaggacca 
cagaaattga 
aggagcgttc 
aagaaaaaga 
cagatcctga 
gcaattttcg 
tcaaagcaat 
tgaactggtg 
gggctaaagc 
aagaaaagaa 
tcaggctctc 
ttttcctgga 
agggcaggct 
tctctgcttt 
caccctcttg 



tgttcatagc 
agccactaga 
ggactcgttc 
gtgggagaag 
tcccagggag 
tccagaagaa 
ctacaagaaa 
tttgaatgct 
ttctgctctc 
aataagaggt 
tgatgaggga 
agacaagctg 
ggagaggaac 
agaagctgcc 
tggactcagc 
gagctggcct 
tcatgaggac 
ggacctagag 



aactcctaga 
acaggccgga 
ctggaaaagt 
gaatttgaaa 
aatcctgact 
caggccaaga 
gctgtaattt 
gtcctttata 
aatgatgtga 
gccttatgcc 
ctgcaaatag 
aagcgaattg 
cagaatgagg 
tgtgaggatg 
actgagaacc 
gtgctctttc 
tccaggttta 
caaaaatatt 



gggcagagat 
agcgcagaaa 
tccagagcca 
aggtccccct 
tggcttgtct 
cctataaaga 
catacactga 
ccaaccgggc 
cagctgccag 
atctggaact 
atgccaaaga 
aacagaggga 
ctttactcca 
aagattcagc 
cccatggagc 
tgtacccaga 
ttgatcatct 
gcctgataat 



ttcatctgct 
gagctaagat 
gccttaccgt 
atttatgtcg 
ccagtcaatt 
tgagggcaat 
aggcttaaag 
agcagcacag 
aaagctaaaa 
gaaacacttt 
gaagaagctt 
tgtgaggaaa 
ggccatcaag 
ctcagaaggt 
caggctgagt 
gtatgcccag 
aatggtgatg 
ttggaggtct 
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actttgagga 


tgaggacagg 


gcagaaccat 


1140 






aggttctaca 


gcaccagagg 


tactttgtaa 


1200 






taggatcctc 


tcctttttgc 


aagaattttc 


1260 






gactaagcca 


gggcccctgg 


atctcctccc 


1320 






ctgaatcagc 


tggacatact 


gctggagtcc 


1380 






tccttcctgg 


catcgtggtg 


ggggaggagc 


1440 






OCtQQtCttC 


acttccctca 


gttgatataa 


1500 






actccat.cgc 


taaagggacc 


atctgctgca 


1560 






w wjjsj 


qaqatggact 


caggatccag 


1620 






acaccctiaQa 


qaagc caccc 


ctcaaactgc 


1680 






atitccaaaQC 


1 1 Caaagc tg 


agagaccctg 


1740 






aoccatatao' 


aa t tQC tqaa 


gatQCCttga 


1800 






actctiacat: t 


tat,aaaciacc 


gtacaaactg 


1660 






atit.t^ct.Cca 


tctttqccat 


atggaggact 


1920 






ttcctctgca 


gttttgacaC 


ttaggatttt 


1980 






tgttgggttg 


ttacagagta 


tatttttgtc 


2040 










a t A Q c t o ti a ti 


2100 






cccgggagag 


tgtacttccc 


tgctcccaat 


2160 






ctgcgtctga 


cagaagcctg 


aagagtcatg 


2220 






tgagaacaca 


tttcccacag 


aggagccgct 


2280 






cagccactga 


gtgtcacagc 


aatgagagag 


2340 






aggggttggt 


tgttactata 


gcagagctaa 


2400 






aaaaaaaaaa 


aaaaaaaa 




2416 







<210> 5802 
<211> 350 
c2l2> PRT 

<213> Homo sapiens 
<400> 5802 

Asp Pro Thr Ser Asp Asp Val Met 



accgggtgcc 


cgccaagagc 


acc w ugc wcIC 


aagccctgac accagcattt 


t tggtctgtg 


tccgggggag aaaggtgtac 


cagacacgac 


ttaccctcct 


ctgctgggaa 


cctagcacac 


agtgctttct 


ttccgtcacc 


ctggggatag 


ctctggctcc 


cctaaactgc 


agcctctctg 


aaccctgggc 


cttggccatg 


atgCccCtgg 


gttaccacag 


caactgacct 


gagcggcacc 


tgacatgatt 


ctgaactttt 


gtggagtttg 


acatctacac 


acaaacaaac 


aatgcatagg 


gcctcaagtt 


atttcacgcg 


cacagaggga 


ggtgaaatgg 


gggcaggaaa 


gccacatctt 


agatccttgg 


tacccctaaa 


aagattgcca 


gtgacagact 


ttggacagtg 


gccCcttgag 


gtgtctttta aactggaaaa 


ate .^h h 

tcttctagca 


tgcagctgtt 


tgttgcccca 


ttcctaagag 


gacttcttgc agtgccccca 


ccccataccc 


gcagagggat 


atgcacaggc 


atgagctgtc 


tgtggttggc 


ctgtgctcct 


ccctctgctg 


ccatggagcc gagctacagc 


agctggcctg 


caatgtttgc 


tgtagtaagc 


agtgagattt 


tacatgagta 


aactgaaaaa 


aaaaaaaaaa 



Asp Ser Phe Leu Glu Lys Phe Gin 
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15 10 15 

Ser Gin Pro Tyr Arg Gly Gly Phe His Glu Asp Gin Trp Glu Lys Glu 

20 25 30 

Phe Glu Lys Val Pro Leu Phe Met Ser Arg Ala Pro Ser Glu lie Asp 

35 40 45 

Pro Arg Glu Asn Pro Asp Leu Ala Cys Leu Gin ser lie He Phe Asp 

50 55 60 

Glu Glu Arg Ser Pro Glu Glu Gin Ala Lys Thr Tyr Lys Asp Glu Gly 
65 70 75 SO 

Asn Asp Tyr Phe Lys Glu Lys Asp Tyr Lys Lys Ala Val He Ser Tyr 

85 90 95 

Thr Glu Gly Leu Lys Lys Lys Cys Ala Asp Pro Asp Leu Asn Ala Val 

100 105 110 

Leu Tyr Thr Asn Arg Ala Ala Ala Gin Tyr Tyr Leu Gly Asn Phe Arg 

lis 120 125 

Ser Ala Leu Asn Asp Val Thr Ala Ala Arg Lys Leu Lys Pro Cys His 

130 135 140 

Leu Lys Ala He He Arg Gly Ala Leu Cys His Leu Glu Leu Lys His 
145 150 155 160 

Phe Ala Glu Ala Val Asn Trp Cys Asp Glu Gly Leu Gin He Asp Ala 

165 170 175 

Lys Glu Lys Lys Leu Leu Glu Met Arg Ala Lys Ala Asp Lys Leu Lys 

180 185 190 

Arg He Glu Gin Arg Asp Val Arg Lys Ala Asn Leu Lys Glu Lys Lys 

195 200 205 

Glu Arg Asn Gin Asn Glu Ala Leu Leu Gin Ala He Lys Ala Arg Asn 

210 215 220 

He Arg Leu Ser Glu Ala Ala Cys Glu Asp Glu Asp Ser Ala Ser Glu 
225 230 235 240 

Gly Leu Gly Glu Leu Phe Leu Asp Gly Leu Ser Thr Glu Asn Pro His 

245 250 2S5 

Gly Ala Arg Leu Ser Leu Asp Gly Gin Qly Arg Leu Ser Trp Pro Val 

260 265 270 

Leu Phe Leu Tyr Pro Glu Tyr Ala Gin Ser Asp Phe He Ser Ala Phe 

275 280 285 

His Glu Asp Ser Arg Phe He Asp His Leu Met Val Met Phe Gly Glu 

290 295 300 

Thr Pro Ser Trp Asp Leu Glu Gin Lys Tyr Cys Leu He He Trp Arg 
305 310 315 320 

Ser Thr Leu Arg Met Arg Thr Gly Gin Asn Tyr Thr Gly Cys Leu Pro 

325 330 335 

Arg Ala Pro Cys Tyr Arg Phe Tyr Ser Thr Arg Gly Thr Leu 
340 345 350 



<210> 5803 

<211> 692 

<212> DKA 

<213> Homo sapiens 



<400> 5803 

nacgcgtgaa ggggacgccg ggaacaggaa tttcttcaca tggctcctgg agaagtgacc 
60 

atcacagttc gcctcatccg ttcctttgaa catcgcaatt tcaaacctgt agtgtatcac 
120 
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ggagtgaatt tggaccaaac tgtaaaggaa 
180 

ttaaggacca acctgccacc accattcaga 
240 

catcaagcac ataaatcaaa gacaaatgaa 
300 

ctcctgctga aagaagacag cactctgaaa 
360 

gcattcttct gtgaagaaga ttataggaac 

420 

aaacatctcg agggcttcct ttttgcatac 
480 

tttttgaaat tgacaaacaa atcttaaaaa 
540 

aatctggtta tttctttctc ttcaggtctt 
600 

gttgtaaaat aatatattat gagaaaaaca 
660 

attaaaaatt aaaaaaaaaa aaaaaaaaaa 
692 

<210> 5804 
<211> 126 
<212> PRT 

<213> Homo sapiens 
<400> 5804 



Met 


Ala 


Pro 


Gly 


Glu 


Val 


Thr 


He 


Thr 


Val 


Arg Leu 


He 


Arg 


Ser 


Phe 


1 








5 










10 








15 




Glu 


His 


Arg 


Asn 


Phe 


Lys 


Pro 


Val 


Val 


Tyr 


His Gly 


Val 


Asn 


Leu 


Asp 








20 










25 








30 






Gin 


Thr 


Val 


Lys 


Glu 


Phe 


He 


val 


Phe 


Leu 


Lys Gin 


Asp 


Val 


Pro 


Leu 






35 










40 








45 








Arg 


Thr 


Asn 


Leu 


Pro 


Pro 


Pro Phe Arg 


Asn 


Tyr Lys 


Tyr 


Asp 


Ala 


Leu 




50 










55 








60 










Lys 


He 


He 


His 


Gin 


Ala 


His 


Lys 


Ser 


Lys 


Thr Asn 


Glu 


Leu 


val 


Leu 


65 










70 










75 








80 


Ser 


Leu 


Glu 


Asp 


Asp 


Glu 


Arg 


Leu 


Leu 


Leu 


Lys Glu 


Asp 


Ser 


Thr 


Leu 










65 










90 








95 




Lys 


Ala 


Ala 


Gly 


He 


Ala 


Ser 


Glu 


Thr 


Glu 


He Ala 


Phe 


Phe 


Cys 


Glu 








100 










105 








110 






Glu 


Asp 


Tyr 


Arg 


Asn Tyr 


Lys 


Ala 


Asn 


Pro 


He Ser 


Ser 


Trp 










115 










120 








125 









<210> 5605 

<211> 1112 

<212> DNA 

<213> Homo sapiens 

<400> 5805 

nntccggagc tccccgctct ccacctcccc ttctgtgggt tccaccacta tggagggcag 
60 

acggtccttc agtttgcagc agcggtcaaa atctgacggg tctgggaaga tctggtagga 
120 



tttatcgtat 
aaCtataaat 
cttgtgttga 
gcagctggaa 
tacaaagcta 
ctgtattaag 
attaatccca 
tctttccttc 
tttgatcttt 
aa 



ttctaaagca 
atgatgcact 
gtttggaaga 
tcgccagtga 
atcccatttc 
ctctctattc 
ggctaCactc 
tctctttctt 
ttaaagggaa 



agatgtccct 
aaagattatt 
tgacgaaaga 
aactgaaatt 
atcctggtga 
cactgctgag 
tttgagctaa 
tttctttgtt 
ataaattgtt 
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aaggccatcc ttgcgggggc tgaggccgat ctcctccatg ggctgagtgc tcagtggaga 
160 

gcggggagtt gtgtccacct tgccgacgtc gctagccgtg gggctgtcct gggaaggcgg 

240 

acggcgagcg cccggtgtcc gcactcggcc gcctgccgtg cccgtctgcg cccgtgtcat 
300 

cctcactcgg gacgcaggga ccgttcttaa atcacagggg cgtgtgtcag cctgccctag 
360 

gacttcatgt ctatatattt ccccattcac tgccccgact atctgagatc ggccaagatg 
420 

actgaggtga tgatgaacac ccagcccatg gaggagatcg gcctcagccc ccgcaaggat 
480 

ggcctttcct accagatctt cccagacccg tcagattttg accgctgctg caaactgaag 
540 

gaccgtctgc cctccatagt ggtggaaccc acagaagggg aggtggagag cggggagctc 
600 

cggtggcccc ctgaggagtt cctggtccag gaggatgagc aagataactg cgaagagaca 
660 

gcgaaagaaa ataaagagca gtagagtccc tgtggactcc catgggtcat accagccagc 
720 

atctgttcct gaactgtgtt tttcccatca tgacggaaga agagagtgag ccgcaattgt 
780 

tccgaaaatg tcaaacgagg cttctgtttt gcacctgcag atcaccgagt tggttttctt 
840 

ctcttttctt gccttttttt ttttttgaaa tttgccgagc agtggagccc tctgacaatt 
900 

tgcaaggccc tctgagaaag gaagctgctt agagccaggg ggttagtggg tgaggggagc 
960 

gagtgctgtt tttgagatca ttatctgaac tcaggcagcc tagtagaggc agtggtggga 
1020 

ttccaatggg tcttggtggg tgggaggtgg ggcatgtgca aagcaagcaa ggaacatttg 
1080 

gggcaagaaa acaaacatga ggcaaaaaaa aa 
1112 

<210> 5806 
<2I1> 105 
<212> PRT 

<213> Homo sapiens 
<400> 5606 

Met Ser He Tyr Phe Pro He His Cys Pro Asp Tyr Leu Arg Ser Ala 

15 10 15 

Lys Met Thr Glu Val Met Met Asn Thr Gin Pro Met Glu Glu He Gly 

20 25 30 

Leu Ser Pro Arg Lys Asp Gly Leu Ser Tyr Gin lie Phe Pro Asp Pro 

35 40 45 

Ser Asp Phe Asp Arg Cys Cys Lys Leu Lys Asp Arg Leu Pro Ser He 

50 55 60 

Val Val Glu Pro Thr Glu Gly Glu Val Glu Ser Gly Glu Leu Arg Trp 
65 70 75 80 

Pro Pro Glu Glu Phe Leu Val Gin Glu Asp Glu Gin Asp Asn Cys Glu 

as 90 95 

Glu Thr Ala Lys Glu Asn Lys Glu Gin 
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100 105 

<:210> 5807 
<211> 1429 
<212> DNA 

<213> Homo sapiens 
<400> 5807 

acccctccat ttctcgccat ggcccctgca ctgctcctga tccctgctgc cctcgcctct 
60 

ttcatcctgg cctttggcac cggagtggag ttcgtgcgct ttacctccct tcggccactt 
120 

cttggaggga tcccggagtc tggtggtccg gatgcccgcc agggatggct ggctgccctg 
180 

caggaccgca gcatccttgc ccccctggca tgggatctgg ggctcctgct tctatttgtt 

240 

gggcagcaca gcctcatggc agctgaaaga gtgaaggcat ggacatcccg gtactttggg 
300 

gtccttcaga ggtcactgta tgtggcctgq actgccctgg ccttgcagct ggtgatgcgg 
360 

tactgggagc ccatacccaa aggccctgtg ttgtgggagg ctcgggctga gccatgggcc 
420 

acctgggtgc cgctcctctg ctttgtgctc catgtcatct cctggctcct catctttagc 
480 

atccttctcg tctttgacta tgctgagctc atgggcctca aacaggtata ctaccatgtg 
540 

ctggggccgg gcgagcctct ggccctgaag tctccccggg ctctcagact cttctcccac 
600 

ctgcgccacc cagtgtgtgt ggagctgctg acagtgctgt gggtggtgcc taccctgggc 
660 

acggaccgtc tcctccttgc tttcctcctt accctctacc tgggcctggc tcacgggctt 
720 

gatcagcaag acctccgcta cctccgggcc cagctacaaa gaaaactcca cctgctctct 
780 

cggccccagg atggggaggc agagtgagga gctcaccctg gttacaagcc ctgttcttcc 
840 

tctcccactg aattctaaat ccttaacatc caggccctgg ctgcctcatg ccagaggccc 
900 

aaatccatgg actgaaggag atgcccctcc tactactcga gactttattc tctgggtcca 
960 

gctccatacc ctaaatCccg agtttcagcc actgaactcc aaggtccact tctcaccagc 

1020 

aagcfaagagt ggggtatgga agtcatctgt cccttcactg tttagagcat gacactctcc 
1080 

ccctcaacag cctcctgaga aggaaaggat ctgccctgac cactcccctg gcactgttac 
1140 

ttgcctctgc gcctcagggg Cccccttctg caccgctggc ttccactcca agaaggtgga 
1200 

ccagggtctg caagttcaac ggccatagct gtccctccag gccccaacct tgcctcacca 
1260 

ctcccggccc tagtctctgc acctccttag gccctgcctc tgggctcaga ccccaaccta 
1320 

gtcaagggga ttctcctgct cttaactcga tgacttgggg ctccctgctc tcccgaggaa 
1380 
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gatgctctgc aggaaaataa aagtcagcct ttttctacaa aaaaaaaaa 
X429 

<210> S808 
<211> 261 
<212> PRT 

<213> Homo sapiens 
<400> 5808 



Ala 


Pro Ala 


Leu 


Leu 


Leu 


He 


Pro 


Ala 


Ala 


Leu 


Ala 


Ser 


Phe He 


Leu 


1 






5 










10 








15 




Ala 


Phe Gly 


Thr 


Gly 


Val 


Glu 


Phe 


Val 


Arg 


Phe 


Thr 


Ser 


Leu Arg 


Pro 






20 










25 










30 




Leu 


Leu Gly 


Gly 


He 


Pro 


Glu 


Ser Gly 


Gly 


Pro 


Asp 


Ala 


Arg Gin 


Gly 




35 










40 










45 






Trp 


Leu Ala 


Ala 


Leu 


Gin 


Asp 


Arg 


Ser 


He 


Leu 


Ala 


Pro 


Leu Ala 


Trp 




SO 








55 










60 








Asp 


Leu Gly 


Leu 


Leu 


Leu 


Leu 


Phe 


Val 


Gly 


Gin 


His 


Ser 


Leu Met 


Ala 


65 








70 










75 








80 


Ala 


Glu Arg 


Val 


Lys 


Ala 


Trp 


Thr 


Ser 


Arg 


Tyr 


Phe 


Gly 


Val Leu 


Gin 








85 










90 








95 




Arg 


Ser Leu 


Tyr 


Val 


Ala 


Cys 


Thr 


Ala 


Leu 


Ala 


Leu 


Gin 


Leu Val 


Met 






100 










105 










110 




Arg 


Tyr Trp 


Glu 


Pro 


He 


Pro 


Lys 


Gly 


Pro 


Val 


Leu 


Trp 


Glu Ala 


Arg 




115 










120 










125 






Ala 


Glu Pro 


Trp 


Ala 


Thr 


Trp 


Val 


Pro 


Leu 


Leu Cys 


Phe 


Val Leu 


His 




130 








135 










140 








Val 


lie Ser 


Trp 


Leu 


Leu 


He 


Phe 


Ser 


He 


Leu 


Leu 


Val 


Phe Asp 


Tyr 


145 








150 










155 








160 


Ala 


Glu Leu 


Met 


Gly 


Leu 


Lys 


Gin 


Val 


Tyr 


Tyr 


His 


Val 


Leu Gly 


Leu 








165 










170 








175 




Gly 


Glu Pro 


Leu 


Ala 


Leu 


Lys 


Ser 


Pro 


Arg 


Ala 


Leu 


Arg 


Leu Phe 


Ser 






180 










185 










190 




His 


Leu Arg 


His 


Pro 


Val 


Cys 


Val 


Glu 


Leu 


Leu 


Thr 


Val 


Leu Trp 


Val 




195 










200 










205 






Val 


Pro Thr 


Leu 


Gly 


Thr 


Asp 


Arg 


Leu 


Leu 


Leu 


Ala 


Phe 


Leu Leu 


Thr 




210 








215 










220 








Leu 


Tyr Leu 


Gly 


Leu 


Ala 


His 


Gly lieu 


Asp 


Gin 


Gin 


Asp 


Leu Arg 


Tyr 


225 








230 










235 








240 


Leu 


Arg Ala 


Gin 


Leu 


Gin 


Arg 


Lys 


Leu 


His 


Leu 


Leu 


Ser 


Arg Pro 


Gin 








245 










250 








255 




Asp 


Gly Glu 


Ala 


Glu 























260 

<210> 5809 
<211> 2009 
<212> ONA 

<213> Homo sapiens 
<400> 5809 

ntttttttct ttttttttaa gatggaatct cgctccatca cccaggctgg agggcaatgg 
60 

cgtgatctcg gctcactgca gcctccacct cctgggttca agcaattctc ctgcctcagc 
120 
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ctcctgagta gttggcacta 
180 

ggtagaagcg gggtttcacc 
240 

tccacccacc tcgcCctccc 
300 

tgagtcacga ttctctcggt 
360 

tccgcggaag ggcatgggct 
420 

aactcctacg cctccttccc 
480 

caggaggagc cctgcagaaa 
540 

ctacgcccag gcggggaagc 

600 

ccctgcacct ccccgcagct 

660 

tgggtgaacg ccggggactt 

720 

tctgcacatc tgtgcacagc 
780 

ggtcccagga atgtggatga 
840 

ctgaaggtct aggggagatg 
900 

tccaccccgc attacagctg 
960 

ctggaaggct ggccccttct 
1020 

gggacaggaa actcagggtc 
1080 

aggagctgct ctggtcgccg 
1140 

caggcaggac agagagagtt 
1200 

ttcatcatct caggggcaaa 
1260 

cagcctcacc cagcccgact 
1320 

ggactcggag cacttacagg 
1380 

gccaactcct acccacccac 
1440 

actctcacgc cgagcctcct 
1500 

ctatgtggac tggggtctct 
1560 

atgacagcat gagggtgtgg 
1620 

gtccccacct gccagtgtgg 
1680 

acccatcggg caggaggctg 
1740 



taagcatcca acaccatgac 
atgttggcca ggctggtctc 
aaagtgctgg tattacaggc 
taacaggagg gccccccagg 
ctgaccaccg cacactctgg 
agcgggcaca ggccagcccg 
tcccagggag gaagcggggt 
ctagttgcag agtgccgtgc 
gctcccagga cgggcagagg 
gcctggcgct gtgcgtgcac 
agagggaccg caccaggcca 
agagaggctg ctgtgcgact 
gggtggggat gagaggtgct 
gagaggcagg actcaaaccc 
ctcagcctca gtttccccac 
tcaggcctca cggggactcc 
ctgccccagg agcctgagct 
atgggtcacc ctcacgcctg 
cctcagtgga cccggggggc 
catgaggaca ccagtcagca 
tccataaact taaattaact 
taaagcccca gctttcatac 
ccccatcagc cccaagtccc 
gcgtcagatg cagactcttc 
aagctaaccc atgagctctg 
gaagtggggc cgccctttgc 
gcagcccgtg agggtggagc 



cggctaattt ttgtgttttt 
aaactcctga cctcaggtga 
gtgagccacc gagcccaacc 
gaaagagggc gggcgggcgg 
ccgccctccc gagtctccag 
gctgacccct ccccgggaag 
ctggaacggc ctccctgcct 
cagggagccc gggccacgtc 
cttcggctgt ccacaccctc 
tgaccatgcc aaggcccacg 
ggcactcacc tccgagtccc 
cagtgaagtg ggtgccctcg 
ggggcttcac aggccccccc 
atgtccccca gtccaaaccc 
acccctcgcc cccaactctg 
tacccggctg gggtcaaagg 
gggccggtcc tcaagacctg 
cccagctcta aaagcttcgg 
ttgtggaacc cttcctaacc 
gctaacaccc agacaccctg 
cttccgtcgg ctctctgctg 
cctccctggg caaagacctc 
tccctctggc ccagccctga 
tgaccctgtg agaaaggctc 
gggaggccca gggtctccct 
tgaagcagca gcagaggctc 
cgaatctcat cacccaggaa 
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caagcccagt gtggagacca gaagcctgcg tggggcagga gttcccggcg cagcaaggga 
1800 

cgggacgagg accttggtcc cggggcgggg cgggcggggc ccttatctct cagaacactc 
1860 

acaggcaacg cccaggactc cagaatcttc tgccctgggc agggagggcc tgcttggatc 
1920 

cttccccctt ccatcggggg ccacagagca cacccgtgga gaagcaggag cgggccctgg 
1980 

gcctcctcag cttggccacg gagttgctg • 
2009 

<210> 5810 
<211> 52 
<212> PRT 

<213> Homo sapiens 
<400> 5810 

Xaa Phe Phe Phe Phe Phe Lys Met Glu Ser Arg Ser He Thr Gin Ala 

1 5 10 15 

Gly Gly Gin Trp Arg Asp Leu Gly Ser Leu Gin Pro Pro Pro Pro Gly 

20 25 30 

Phe Lys Gin Phe Ser Cys Leu Ser Leu Leu Ser Ser Trp His Tyr Lys 

35 40 45 

His Pro Thr Pro 
50 

<210> 5811 

<211> 1607 

<212> DNA 

<213> Homo sapiens 

<400> S811 

gttagcaaga aagtgatgtg ttccgggtag gggaattctg tCCtggtatt attttgtctt 
60 

tcctgagaaa agcatcacaa aaagagatgt ttgcccatcc tgtctgctgg ggtagtggga 
120 

agagaccggg ggtgatggtg gtgctggctg gacgtgggtg gtttcacagg acctgctgtg 
180 

tctgagagga gccatgcggt gattagaagc ttggaggctg cagatctgcc gacaccccag 
240 

gccatcgagc cccaggccat cgtgcagcag gtcccagccc ccagtcgaat gcagatgccg 
300 

caggggaacc cgctgctgct gtcccacacc ctgcaggagc tgctggccag ggacaccgtg 
360 

caggtggagc tcattccgga gaagaagggc ctcttcctga agcatgtgga gtatgaggtt 
420 

tccagccagc gcttcaagtc ctcggtatac agacggtaca atgacttcgt ggtcttccag 
480 

gagatgctcc tgcacaagtt cccctaccgt atggtgcctg ccctgccacc caagagaatg 
540 

ctgggagctg acagggagtt catcgaggcc aggaggagag ccctgaagcg cttcgtcaac 
600 

ctggtggcgc gacaccccct: gttctccgag gatgtggtcc tcaagctctt cctgtccttc 
660 
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agcggctcgg atgtgcagaa caagttaaag gagtcagcac agtgcgtcgg ggacgaattc 
720 

ctgaactgta agctggctac cagggccaag gacttcctcc cagccgacat ccaggctcag 
780 

tttgccatca gccgggagct gatccggaac atctacaata gctttcacaa gcttcgcgac 
840 

agggccgagc ggatcgcgtc gcgggccatc gacaatgcgg cagatcttct catattcggg 
900 

aaggagctaa gtgcaatagg gtctgacacg accccgctgc cctcctgggc cgctctgaat 
960 

agcagcacgt gggggtccct gaagcaggct ctgaaaggcc tgtctgtgga attcgcgctg 
1020 

ctcgccgaca aggctgcaca acagggtaag caggaagaga acgacgtggt ggagaagctg 
1080 

aacctcttct tggatctgct gcagtcctat aaggacctgt gcgagcggca tgagaagggc 
1140 

gtgttgcaca agcaccagcg ggccctgcac aagtacagcc tgatgaagag gcagatgatg 
1200 

agcgccaccg cgcagaaccg cgagccggag tccgtggagc agctggagtc ccgcatcgtg 
1260 

gagcaggaga acgcgattca gacgatggag ctgcggaact acttctccct gtactgcctg 
1320 

caccaggaga cgcagctcat ccacgtctac ctgcccctca cctcccacat cctccgcgcc 
1380 

ttcgtcaact ctcagatcca agggcacaag gagatgagca aggtgtggaa cgacctgagg 

1440 

cccaagctca gctgcctctt tgcgggacca cacagcaccc tgaccccacc gtgctccccg 
1500 

ccggaggacg gcctgtgtcc tcactagcgc ctgaggctga ggtggtgctc cctgcggccg 
1560 

caagcttatt ccctttagtg agggttaatt ttagcttgca ctggccg 
1607 

<210> 5812 

<211> 463 

<212> PRT 

<213> Homo sapiens 



<400> 5812 




















Trp 


Trp 


Cys 


Trp 


Leu 


Asp Val Gly Gly 


Phe Thr Gly 


Pro 


Ala 


Val 


Ser 


1 








5 






10 






15 




Glu 


Arg 


Ser 


His 


Ala 


Val 


He Arg Ser 


Leu Glu Ala 


Ala 


Asp 


Leu 


Pro 






20 






25 






30 






Thr 


Pro 


Gin 


Ala 


He 


Glu 


Pro Gin Ala 


He val Gin 


Gin 


Val 


Pro 


Ala 






35 








40 




45 








Pro 


Ser 


Arg 


Met 


Gin 


Met 


Pro Gin Gly 


Asn Pro Leu 


Leu 


Leu 


Ser 


His 




50 










55 


60 










Thr 


Leu 


Gin 


Glu 


Leu 


Leu 


Ala Arg Asp 


Thr Val Gin 


Val 


Glu 


Leu 


He 


65 










70 




75 








80 


Pro 


Glu 


Lys 


Lys 


Gly 


Leu 


Phe Leu Lys 


His Val Glu 


Tyr 


Glu 


Val 


Ser 










85 






90 






95 




Ser 


Gin 


Arg 


Phe 


Lys 


Ser 


Ser Val Tyr 


Arg Arg Tyr 


Asn 


Asp 


Phe 


Val 








100 






105 






110 






Val 


Phe 


Gin 


Glu 


Met 


Leu 


Leu His Lys 


Phe Pro Tyr 


Arg 


Met 


Val 


Pro 
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115 120 125 

Ala Leu Pro Pro Lys Arg Met Leu Gly Ala Asp Arg Glu Phe He Glu 

130 135 140 

Ala Arg Arg Arg Ala Leu Lys Arg Phe Val Asn Leu Val Ala Arg His 
145 150 155 160 

Pro Leu Phe Ser Glu Asp Val Val Leu Lys Leu Phe Leu Ser Phe Ser 

165 170 175 

Gly Ser Asp Val Gin Asn Lys Leu Lys Glu Ser Ala Gin Cys Val Gly 

180 185 190 

Asp Glu Phe Leu Asn Cys Lys Leu Ala Thr Arg Ala Lys Asp Phe Leu 

195 200 205 

Pro Ala Asp He Gin Ala Gin Phe Ala He Ser Arg Glu Leu He Arg 

210 215 220 

Asn He Tyr Asn Ser Phe His Lys Leu Arg Asp Arg Ala Glu Arg He 
225 230 235 240 

Ala Ser Arg Ala He Asp Asn Ala Ala Asp Leu Leu He Phe Gly Lys 

245 250 255 

Glu Leu Ser Ala He Gly Ser Asp Thr Thr Pro Leu Pro Ser Trp Ala 

260 265 270 

Ala Leu Asn Ser Ser Thr Trp Gly Ser Leu Lys Gin Ala Leu Lys Gly 

275 280 285 

Leu Ser Val Glu Phe Ala Leu Leu Ala Asp Lys Ala Ala Gin Gin Gly 

290 295 300 

Lys Gin Glu Glu Asn Asp Val Val Glu Lys Leu Asn Leu Phe Leu Asp 
305 310 315 320 

Leu Leu Gin Ser Tyr Lys Asp Leu Cys Glu Arg His Glu Lys Gly Val 

325 330 335 

Leu His Lys His Gin Arg Ala Leu His Lys Tyr Ser Leu Met Lys Arg 

340 345 350 

Gin Met Met Ser Ala Thr Ala Gin Asn Arg Glu Pro Glu Ser Val Glu 

355 360 365 

Gin Leu Glu Ser Arg He Val Glu Gin Glu Asn Ala He Gin Thr Met 

370 375 380 

Glu Leu Arg Asn Tyr Phe Ser Leu Tyr Cys Leu His Gin Glu Thr Gin 
385 390 395 400. 

Leu He His Val Tyr Leu Pro Leu Thr Ser His He Leu Arg Ala Phe* 

405 410 415 

Val Asn Ser Gin He Gin Gly His Lys Glu Met Ser Lys Val Trp Asn 

420 425 430 

Asp Leu Arg Pro Lys Leu Ser Cys Leu Phe Ala Gly Pro His Ser Thr 

435 440 445 

Leu Thr Pro Pro Cys Ser Pro Pro Glu Asp Gly Leu Cys Pro His 
450 455 460 

<210> 5813 

<211> 2991 

<212> DNA 

<213> Homo sapiens 

<400> 5813 

nttgatgtat gtaattgacc actttattaa ctggcaaaaa gaagccttgt tgaggtgata 
60 

aaccgaactt cattacatcc tgtatgtcga gagcaaacac attgggacgt ggctgatggg 
120 
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ttcccatttc 


aaggccgatt 


180 




attgaatttt 


tctttcttta 


240 




tgtatgctcC 


accatccaga 


300 




ctgtttaacc 


ttgCtcacca 


360 




tatgatatat 


atqqgaagag 


420 




acraacccctci 


ctgaaat^ccg 


480 




aaattacacrc 


agcgaaccaa 


540 






atccciaccccf 


600 






c tocaa tacrc 


660 




V* VaP 


accaciccact 


720 






t. a t cacf c a ca 


780 




M %r c*y oy ^ J 3 


cttctttooa 


840 




lE&V^VK^ ^ w w w w 


crao^acacrct 


900 






cxciccacr t c acT 


960 




ccaaccrccat 


crttctatCTCc 


1020 




toafccatcaa 

V \0 V ^* 


accacaccCc 


1080 




QCQCCCrCCaC 


ccrat-aCqctci 

«v ^3 


1140 




acTcraatctQt 


ccgaaggata 


1200 




atqcctqgta 


cgggaagttt 


1260 




ttgacgtgac 


tgtgcccctg 


1320 




WW W W j5 W 




1380 




aagtgctcta 


tcagttccgg 


1440 




tccggatacc 


aaagcagtcc 


1500 




tttttaaaag 


gccgcaaaaa 


1560 




ccagacatca 


gatgttttta 


1620 




atgtgaaggg 


acatgcagac 


1680 




ccccactggg 


aaccagactg 


1740 





ctgatgatga taatgtttaa 
ggcctcttct gaagagctga 
caagcacaga gacccagagc 
ggcttatgaa gCgcttagtg 
aggactggaa atggaaggat 
agaggagttt gagcggctgc 
tcccaagctt tgtgacaaca 
gcctgaccac tgtcctagct 
gatggggtat ccagtcagcc 
tcactgtggc cctgcagctg 
aattccaaga tgacgatcag 
acggtggtgg agtacggagc 
gtcagcgttg gagttccaca 
acatacttct tccctattca 
accgtggggc ctctagtggt 
agggctcaga aagagaagga 
cagaagaagc aagaggcgga 
atCgaggcag aagagtccag 
gtcaatgaca agagcaggaa 
cagtgcctgg tgaaggactc 
ggcttttatg acccgtgtgt 
ggcgtcctgc atcaggtgat 
cacaggatcg atacagatgg 
atcttttccC gggagtctac 
ttttatatta ttattataga 
accccagctt ttgagggtgc 
cagcctggcc catggctgtt 



gtagcattga ttgttctcta 
aagctgccta ccggaggctc 
tcaagtcaca ggcggaacga 
acccccaaac cagggccatc 
gggaggttgt ggaaaggagg 
agagagagag agaagagagg 
aactgtgctc tgcagctttc 
cggaacctag acaagaacac 
atgaacacta gcatcgtccg 
ggaatcccCc actcctttgc 
actcgtgtga aaggatccct 
tgagaggaag atctccaggc 
gggcgtttct ctcaaagtca 
cttgacggac cagcttctgc 
ctactttgcc atgcaccgtc 
attggagaag cagagggaaa 
gtccgctgtc cggctgatgc 
aatgggcctc atcatcgtca 
gagcgagaag gtgaaggcga 
gaagctcatc ctcacggagg 
99999^A?«t9 aagaacctga 
ggtgctggac agtgaggccc 
ataaactgcc aagaaccaga 
aaatttggaa atgaaaaaac 
aggtggtacc attatcaatt 
tgggggtagg actgaggcag 
ttcccaagga tcagttcctg 
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3 


ctctggccct 


gactccgctg 


1800 






gccgccctgt 


agttcctggc 


tgggtctgga 


1860 






aggagcatga 


gccacttctg 


cagtccacgc 


1920 






aggcctcccg 


gtcagggagc 


ctctgctgtg 


1980 






aaatattact 


gcttgaatct 


ggagcagact 


2040 






aacaaaccr<T9 


tctggaaact 


agccgtcttt 


2100 






cccacccfcrcc 


ccctcggcct 


gggacagggt 


2160 






tiaacacaQQt 


ggctticccgt 


atcccQgtQa 


2220 






tacTCCtatcrt 


ccctccaccg 


cctgcaccac 


2280 






cacrcticaaaa 


aoacaQQacc 




2340 






citacacccca 

\^ ^4 «n vtf 4^ 


OQCCCCIQCCC 


gtggtaccca 


2400 








tccCcacaaq 


aacaccaggg 


2460 






tcctccacQt 


acccacttQa 


oratQcaQaat 


2520 






aoAcct-Coac 

*g >j ^».^ w w ^ zj 


t-QcaQCaaaa 




2580 












2640 






ggcgcggggg 


gccccaagct 


gcgccggcct 


2700 






ggcctccctc 


cccagcactg 


gtatctgagt 


2760 






gaaaagcagt 


tcgggttgtc 


caattctgta 


2820 






tctgacggcc 


ccacggcccg 


agccgcggtg 


2880 






gcttcccgtg 


cgcctctgcc 


gcaggtgctt 


2940 






agtcgactgt 


acagaaggca 


ctcaccacaa 


2991 







tgtcccgagc acacgtgctg accgcagccc 
ggtgtctgtg gagcaccctg ccctcaccac 
tgaacatggg aaacaacctg aaaagcaggc 
ctggcttccc atgaccaccC octet tgccg 
gcgggtttat aaaactgctt tttatctgag 
tttccccact cccagagctg ctcaagtcat 
agtgtaactc ccgatcccag ggcctagccc 
gaaaacgccc tgccaccagc gggctcgagc 
ccacctccag agtgcagtgc tgggcaaggg 
caagacatca gacacaccca acccaaaggc 
gcaggtggca ctgcagctcc ccgctcctgc 
cctgtgctcc ggagccttcc ttcagaccct 
gcagcggagc taggaccccc tccacggcct 
cctgtctctc ggggcctgga agtggcagcc 
agcgccgcac aggtggtggc tgagacagct 
ccagcccacc cacagctgtt gctgaagtca 
aacggctaag aacctccttc ctctggtttt 
acattcatct ccatttttta aaaaggtttc 
agcgtcgtgt tgcatgagcc tgggccccgg 
ctgggcaccc atcctctgcg tttcatttgc 
taaacctttc ctgaaagcag a 



<210> 5814 
<211> 149 
<212> PRT 

<213> Homo sapiens 



<400> 5814 

Ala Ser Ser 6lu Glu Leu Lys Ala 

1 5 
Tyr His Pro Asp Lys His Arg Asp 
20 

Arg Leu Phe Asn Leu Val His Gin 



Ala Tyr Arg Arg Leu Cys Met Leu 

10 15 
Pro Glu Leu Lys Ser Gin Ala Glu 
25 30 
Ala Tyr Glu Val Leu Ser Asp Pro 
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35 


40 


45 






Gin Thr 


Arg Ala lie 


Tyr Asp lie Tyr Gly 


Lys Arg Gly 


Leu 


Glu Met 


50 




55 


60 






Glu Gly 


Trp Glu Val 


Val Glu Arg Arg Arg 


Thr Pro Ala 


Glu 


lie Arg 


65 




70 


75 




80 


Glu Glu 


Phe Glu Arg 


Leu Gin Arg Glu Arg 


Glu Glu Arg 


Arg 


Leu Gin 




85 


90 






95 


Gin Arg 


Thr Asn Pro 


Lys Leu Cys Asp Asn 


Lys Leu Cys 


Ser 


Ala Val 




100 


105 




110 




Phe lie 


Pro Trp Asn 


Pro Thr Arg Pro Asp 


His Cys Pro 


Ser 


Ser Glu 




115 


120 


125 






Pro Arg 


Gin Glu His 


Arg Gly Leu Pro Ala 


Val Ala Met 


Gly Tyr Pro 


130 




135 


140 






Val Ser 


His Glu His 











145 

<210> 5815 
*:211> 590 
<212> DNA 

<213> Homo sapiens 
<400> 5815 

ttcatccagg ctgctcttgg ggatcagcca cgtgatatcc tttgtggggc agctgatgaa 
60 

gttctagctg ttctaaagaa tgaaaagctg cgggacaagg aaaggcgaaa ggagattgac 
120 

ctgctgctgg gtcaaacaga tgataccaga taccatgtgc tagtgaacct gggcctcccg 
180 

agcctcttta gttttgggct tgtagatgat gcccaccatc tcatcaatgc cctccgacag 
24 0 

cagagtataa cccttcatct tgttgatgtc atgccggtcc tcatcacgct ttcttcgctt 
300 

ggctcttctt tcctcctgca tctgcggttt ggtccgttga gccttgtctc ccatacgggt 
360 

gccctccagc ttcccaacaa gggacagcac ctctcctgtg ggttcatccc ggcgggtccg 
420 

gtcaatgaga gaacggtcag cttggagcac aagattcgag ttcgccttgt actcgtattg 
480 

cagactacgg gcggttacat ccgccatggc cgcggctgct cggaggcttc agaccaccac 
540 

gcctccatac cgcaagctgc aaacggccgc agatctctgc tcctggcgcc 
590 

<210> 5816 
<211> 196 
<2X2> PRT 

<2X3> Homo sapiens 
<400> 5816 

Phe lie Gin Ala Ala Leu Gly Asp Gin Pro Arg Asp He Leu Cys Gly 

15 10 15 

Ala Ala Asp Glu val Leu Ala Val Leu Lys Asn Glu Lys Leu Arg Asp 

20 25 30 

Lys Glu Arg Arg Lys Glu He Asp Leu Leu Leu Gly Gin Thr Asp Asp 
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35 40 45 

Thr Arg Tyr His Val Leu Val Asn Leu Gly Leu Pro Ser Leu Phe Ser 

50 55 60 

Phe Gly Leu Val Asp Asp Ala His His Leu He Asn Ala Leu Arg Gin 
65 70 75 80 

Gin Ser lie Thr Leu His Leu Val Asp Val Met Pro Val Leu He Thr 

85 90 95 

Leu Ser Ser Leu Gly Ser Ser Phe Leu Leu His Leu Arg Phe Gly Pro 

100 105 110 

Leu Ser Leu Val Ser His Thr Gly Ala Leu Gin Leu Pro Asn Lys Gly 

115 120 125 

Gin His Leu Ser Cys Gly Phe He Pro Ala Gly Pro Val Asn Glu Arg 

130 135 140 

Thr val Ser Leu Glu His Lys He Arg Val Arg Leu Val Leu Val Leu 
145 150 155 160 

Gin Thr Thr Gly Gly Tyr He Arg His Gly Arg Gly Cys Ser Glu Ala 

165 170 175 

Ser Asp His His Ala Ser He Pro Gin Ala Ala Asn Gly Arg Arg Ser 

180 185 190 

Leu Leu Leu Ala 
195 

<210> 5817 

<211> 648 

<212> DNA 

<213> Homo sapiens 

<400> 5817 

cccaaagatg cagaactaca aagcaagccc caagatggag tgagcaacaa caatgaaatt 
60 

cagaagaaag ccaccatggg gcagttacag aacaaggaga acaataacac caaggacagc 
120 

cctagtaggc agcgctcctg ggacaagtct gagtcacccc agagaagcag catgaacaat 
180 

ggatccccca cagctctatc aggcagcaaa accaacagcc caaagaacag tgttcacaag 
240 

ctagatgtgt ctagaagccc ccctcccatg gtcaaaaaga acccagcctt taataagggt 
300 

agtgggatag ttaccaatgg gtccttcagc agcagtaatg cagaaggtct tgagaaaacc 
360 

caaaccaccc ccaatgggag ccCacaggcc agaaggagct cttcaccgaa ggcatctggt 
420 

accaaaatgg gcacgcacag tgtacagaat ggaacggCgc gcatgggcat tttgaacagc 
480 

gacacactcg ggaaccccac aaatgttcga aacatgagct ggctgccaaa tggctatgtg 
540 

accctgaggg ataacaagca gaaagaacaa gctggagagt taggccagca caacagactg 
600 

tcacctatga taatgtccat cacagttctc catgatgaac ttgatgac 
648 

<210> 5818 
<211> 191 
<212> PRT 
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<213> Homo sapiens 



<400> 5818 



Met Gly 


Gin 


Leu 


Gin Asn Lys Glu 


Asn -Asn 


Asn 


Thr Lys Asp 


Ser 


Pro 


1 








5 


10 






15 




Ser Arg 


Gin 


Cys 


Ser Trp Asp Lys 


Ser Glu 


Ser 


Pro Gin Arg 


Ser 


Ser 








20 




25 




30 






Met 


Asn 


Asn 


Gly 


Ser Pro Thr Ala 


Leu Ser 


Gly 


Ser Lys Thr 


Asn 


Ser 






35 




40 






45 






Pro 


Lys 


Asn 


Ser 


Val His Lys Leu 


Asp Val 


Ser 


Arg Ser Pro 


Pro 


Leu 




50 






55 






60 






Met 


val 


Lys 


Lys 


Asn Pro Ala Phe 


Asn Lys 


Gly 


Ser Gly lie 


Val 


Thr 


65 








70 




75 






80 


Asn Gly 


Ser 


Phe 


Ser Ser Ser Asn 


Ala Glu 


Gly 


Leu Glu Lys 


Thr 


Gin 










85 


90 






95 




Thr 


Thr 


Pro 


Asn 


Gly Ser Leu Gin 


Ala Arg 


Arg 


Ser Ser Ser 


Leu 


Lys 








100 




105 




110 






Val 


Ser 


Gly 


Thr 


Lys Met Gly Thr 


His Ser 


Val 


Gin Asn Gly 


Thr 


Val 






115 




120 






125 






Arg 


Met 


Gly 


lie 


Leu Asn Ser Asp 


Thr Leu 


Gly 


Asn Pro Thr 


Asn 


Val 




130 






135 






140 






Arg 


Asn 


Met 


Ser 


Trp Leu Pro Asn 


Gly Tyr 


Val 


Thr Leu Arg 


Asp 


Asn 


145 








150 




155 






160 


Lys 


Gin 


Lys 


Glu 


Gin Ala Gly Glu 


Leu Gly 


Gin 


His Asn Arg 


Leu 


Ser 








165 


170 






175 




Pro 


Met 


lie 


Met 


Ser lie Thr Val 


Leu His 


Asp 


Glu Leu Asp 


Asp 










leo 




185 




190 







<210> 5819 
<211> 1652 
<:212> DMA 

<213> Homo sapiens 
<400> 5819 

gatattcttt tggaaacgta atattggcct tggggctctc cagccctttg ggacttccaa 
60 

tgggatctta gaagcagccg aagcagcgtg agggcggccg agggccagcc acgatttgaa 
120 

cgctctgcct tgcagctctt ctggaccgag gagcccaaag ccctaccctc accattcacc 
180 

aggtcctgtg ggaagagcag cgtggaggtg ggctgaggtt agaaggtgca gagcgtggaa 
240 

gaagattgtg agctgagtat tggacatctg ttcttgaata gtccccgggc ctgccatagg 
300 

aaaggaagtt ctccagggtt acagttctta tccgcgtgaa tacacatggc tctgttacga 
360 

aaaattaatc aggtgctgcc gttccttctg atcgtgaccc tctgtgtgat tctgtataag 
420 

aaagttcata aggggactgt gcccaagaat gacgcagatg atgaatccga gactcctgaa 
480 

gaactggaag aagagattcc tgtggtgatt tgtgctgcag cagggaggat gggtgccact 
540 

atggctgcca tcaatagcat ctacagcaac cctgacgcca acatcttgtt ctatgtagtg 
600 
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ggactccgga atactctgac tcgaatacga aaatggattg aacattccaa actgagagaa 
660 

ataaacttta aaatcgtgga attcaacccg atggtcctca aagggaagat cagaccagac 
720 

tcatcgaggc ctgaattgct ccagcctctg aactttgttc gattttatct ccctctactt 
780 

atccaccaac acgagaaagt catctatttg gacgatgatg caattgtaca aggtgatatc 
840 

caagaactgt atgacaccac cttggccctg ggccacgcgg cggctttctc agatgactgc 
900 

gatttgccct ctgctcagga cataaacaga ctcgtgggac ttcagaacac atatatgggc 
960 

tatctggact accggaagaa ggccatcaag gaccttggca tcagccccag cacctgctct 
1020 

ttcaatcctg gtgtgattgt tgccaacatg acagaatgga agcaccagcg catcaccaag 
1080 

caattggaga aatggatgca aaagaatgtg gagtacgtga aggcttctct accatttttt 
1140 

ccatgcttgg aaacaaaatc attcaattaa ttttccacac atagttcaag ggttagaaat 
1200 

atttcacagt catctcaggt cagattttct tacagaggca atgttaagaa agaaaagggg 
1260 

gcagtcaatt aaaacctttc ctcaaaagat ataaatcaga ggaatcaaga tcctgtggag 
1320 

cgaggagtcc ctgattatac attttcctag taagctgttg aaaaatgtga cttgaatctt 
1380 

ttccaccaaa caatcttcat ttatcttagt tgagtttccc ctcctaacat agattttttt 
1440 

attaaggatt atcatataaa gtcaattttg ctttttaagg tttattttta taatttataa 
1500 

tttttcgtta tcggagtttt aaaatagaga agataaaaat aagtctaata caagcactat 
1560 

tatcccatca ttgtatcgcc tagcagtctt gtgtatctgg atattttaat accatcataa 
1620 

ccttgaattt gcaagtaaag ttattctaaa ta 
1652 

<210> 5820 
<211> 274 
<212> PRT 

<213> Homo sapiens 
<400> 5820 

Met Ala Leu Leu Arg Lys lie Asn Gin Val Leu Leu Phe Leu Leu lie 

15 10 15 

Val Thr Leu Cys Val He Leu Tyr Lys Lys Val His Lys Gly Thr Val 

20 25 30 

Pro Lys Asn Asp Ala Asp Asp Glu Ser Glu Thr Pro Glu Glu Leu Glu 

35 40 45 

Glu Glu He Pro Val Val He Cys Ala Ala Ala Gly Arg Met Gly Ala 

50 55 60 

Thr Met Ala Ala He Asn Ser He Tyr Ser Asn Pro Asp Ala Asn He 
65 70 75 80 

Leu Phe Tyr Val Val Gly Leu Arg Asn Thr Leu Thr Arg He Arg Lys 
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85 90 95 



Trp 


He 


Glu 


His 


Ser Lys Leu Arg Glu 


He 


Asn 


Phe 


Lys 


He 


Val 


Glu 






100 






105 










110 






Phe 


Asn 


Pro 


Met 


Val 


Leu Lys 


Gly Lys 


He 


Arg 


Pro Asp 


Ser 


Ser 


Arg 






115 








120 








125 








Pro 


Glu 
130 


Leu 


Leu 


Gin 


Pro Leu 
135 


Asn Phe 


Val 


Arg 


Phe 

140 


Tyr 


Leu 


Pro 


Leu 


Leu 


He 


His 


Gin 


His 


Glu Lys 


Val He 


Tyr 


Leu 


Asp Asp Asp 


Val 


He 


145 










150 






155 










160 


Val 


Gin 


Gly 


Asp 


He 
165 


Gin Glu 


Leu Tyr 


Asp 
170 


Thr 


Thr 


Leu 


Ala 


Leu 
175 


Gly 


His 


Ala 


Ala 


Ala 


Phe 


Ser Asp Asp Cys 


Asp 


Leu 


Pro 


Ser 


Ala 


Gin 


Asp 








180 






185 










190 






He 


Asn 


Arg 


Leu 


Val 


Gly Leu 


Gin Asn 


Thr 


Tyr 


Met 


Gly Tyr 


Leu 


Asp 






195 








200 








205 








Tyr 


Arg 
210 


Lys 


Lys 


Ala 


He Lys 
215 


Asp Leu 


Gly 


He 


Ser 
220 


Pro 


Ser 


Thr 


Cys 


Ser 


Phe 


Asn 


Pro 


Gly Val He 


Val Ala 


Asn 


Met 


Thr 


Glu 


Trp 


Lys 


His 


225 










230 






235 










240 


Gin 


Arg 


He 


Thr 


Lys 
245 


Gin Leu 


Glu Lys 


Trp 
250 


Met 


Gin 


Lys 


Asn 


Val 
255 


Glu 


Tyr 


Val 


Lys 


Ala 


Ser 


Leu Pro 


Phe Phe 


Pro Cys 


Leu 


Glu 


Thr 


Lys 


Ser 



260 265 270 

Phe Asn 



<210> 5621 

<211> 3292 

<212> DNA 

<213> Homo sapiens 

<400> 5821 

ngcctgtaac cccaacactt tgggaggcca cgccaggagg atcactcgag gccaggagtt 
60 

cgagaccagc ctggtcaaca tagcgagact tcgtcactag aaaaaattta aaaaattttt 
120 

taaaaaggaa aaaatataac ttagagcccc ctatgaaaaa ctaaattagc atcatgacag 
180 

gatacacttt ggggagtgaa atttcacagt acctttattt aattccaagc catagagcct 
240 

ggtaatattt ttctctttat cagctgtggc actaaaataa cagtggattt tttccctcta 
300 

gacattcttc ttttggccga tgaaaaattt gacttcgatc tttcattgtc ttcttcgagt 
360 

gcaaatgaag atgatgaagt cttcttcgga ccctttggac ataaagaaag atgtattgct 
420 

gccagcttgg aattaaataa tccggttccc gaacagcctc cgttgcccac atctgagagt 
4eo 

ccctttgcct ggagccctct ggccggggag aagttcgtgg aggtgtacaa agaagctcac 
540 

ttactggctt tacacattga gagcagcagc cggaaccagg cagcccaagc tgccaagcct 
600 

gaagaccctc ggagccaggg cgtggaaaga ttcatacagg agtcaaaatt aaaaataaac 
660 
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cuctttciacia 


aagaaaagga 


720 




taCCtQCCAQ 


acaQccccc^ 

^p^n ^» ^» 


780 






kacccacictc 


840 




cactic terete 


atactttcrcc 


900 




ac tcacracrora 


aacccciocrac 


960 




ACtCAt.CCCt.a 

V^^m \^ d W W W V ^4 




1020 




C\ <a \a WV\r\*0 J 


e c craciaaaa a 


1080 






wy w»wy y K.\»y w 


1140 






^yyyy ^ y 


1200 






vvibcc wwyyy 








CI ay ^ i^ocEo L> w 


1320 








1380 

^ O W 






>««y y y y y ^» ^•>" 


14 4 0 






W wo* w wo V w 


ISOO 




y y v>yy wwoy w 


ooctaaactc 


1560 








1620 




A caaa t caa t 


ttaaaactcc 


1680 




aaactttcac 


Qciacacacrcci 


1740 




aocacccccrcr 


ttaaacQCtc 

V ""^3 ^3 


1800 




citcrticacrcct 


tgcccacacc 


1860 

V w w 




aaaacyacyc 


CCayyyCCy^ 


1920 




gagccccgca 


agaactctgc 


1980 




gattccaggc 


tggtggatgt 


2040 




gcacttaact 


tttctccaga 


2100 




gtagctcggg 


aggaagccaa 


2160 




gatatcaaac 


tggaaccact 


2220 




cttcctctca 


tcgacttccg 


2280 





aatgaagaaa agccccacgt 
gctggggccc cctgtgggtg 
tggtgcccag gcccgcctca 
cagggaatca tgcactgctc 
caaattgctg ctgccCcgag 
gaagcccaag aaagagattc 
atcccaccgg gatgttctcc 
cggaagccac ttgggccagg 
gaagaccctg ctaaaagcac 
gcctgtttgg agcggggcac 
aagtgaattt gcaagtattc 
aggcagaatg ggacccgcca 
ctcctggcag gccaagcggg 
cccctcagca Ccccccaccc 
cagttgcgct tggtcagaat 
ctcctgccta aattccaaga 
taagttttct actggcgact 
gccgcagtcg tgcacgtcag 
atctgggcca gcaccacaaa 
cgccagccgg cgctgctctg 
gggctctccc ctgtgtgtgc 
aatgagaact gaaccaacaa 
gtcccctgac aggggttctc 
ggaaagcgat tctactttct 
gccgggtgga gatgcagccc 
cgcggtcact ccagatgctg 
cgatacccca gaagcacacg 



ctcttaaaag ggagacatac 
agcctcggct cttggcctcc 
cccgggcgcc ggggcctccg 
atgctgcaag tcaggcagcg 
cggcctctgt tagaggaaga 
cagctagtcc ttccaggaca 
ctgacaaacc tgccccgggt 
gcaagcgggc gatccctgtt 
ccggctctac cagcaatctc 
ccagtgcgtg cacaccccca 
ctgcaaacag cccccggcct 
tgctgcggcc agccctgcct 
tcgatgtttc tgagctggca 
aaccccagac tccggaaggt 
cttctcaatt gaataagact 
caaaggttat gcctactcct 
ccccggacag ctcaacacca 
ttggcagggt cactgtccac 
gcctgctgag cgcatggcgt 
gccttccacc gatgaccccc 
cagctcggag acgttcccct 
gggagagcaa cagaaagaca 
ctccttcccg tgtgcctcag 
ccaaaagtac tgccacagaa 
ctagtgaggc tcttcttgta 
caagccagcc ccccattgac 
tggctgtagg atctgaaagc 
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aggcccctga tcgacctcat gacaaacact ccagacatga ataaaaatgt ggccaaacct 
2340 

tcaccggtgg tgggacagct catagacctg agctcccctc tgatccagct gagccctgag 
2400 

gctgacaagg agaacgtgga ttccccactc ctcaagttct aagccgaacc aaatcctttg 
2460 

ccttgaaaga acagccctaa agtggttttc aaccctcaga aacaagcttt aggctggtcg 
2520 

cagtggctta cacttgtaac cctagaactt gggaggctga ggtgggcgga ttacttgagc 
2580 

ccaggagttc gggaccagcc tgggaaatat agtgaaactc ctgtccctac aaaaaataca 
2640 

aaaattagcc gggtgtggta gtgcatgcct gtagtcccag ctacttggga ggctgaagtg 
2700 

ggaggatggc ctgagctcaa ggagatgcag gctgcagtgg gctgtgattg tgccactgca 
2760 

ctccagcctg ggcaccaatg tgagaacctg tctcggaaaa aaaaaaaaag aaacatgttt 
2820 

tagtagaagt tttatctgaa aaagaaaaat aagcataaat atattcccag tgctggagag 
2880 

ggtgggctga gggactgggg ccagcacgga ccacccaagg cctctgcttc ccgccgccac 
2940 

cctcctcgct gccattctct gggctggaat gtgaagcctc agtcactcta aatgaagaat 
3000 

tttcttttga atgttttgta tgtaaaatag caagtggcta tttttaaagt taagtttgta 
3060 

taaatagtta gatattctag atttacatta aattgtaaaa taaatggact tattgaagca 
3120 

tatcttgatt tttaagctta tcttgatttt caaacatgca tagctatttt tatcactcta 
3180 

atcagtaagg ccactatcta gactcgaatg ctttcataca agtgattttc aaaaattagt 
3240 

caatataaaC tgatgtcagt gcaggcccgg cccgccccca gatacactag tt 
3292 

<210> 5822 

<211> 712 

<212> PRT 

<213> Homo sapiens 



<400> 5822 



lie 


Leu 


Leu 


Leu Ala 


Asp Glu 


Lys Phe Asp 


Phe 


Asp 


Leu 


Ser 


Leu 


Ser 


1 






5 




10 










15 




Ser 


Ser 


Ser 


Ala Asn 


Glu Asp 


Asp Glu Val 


Phe 


Phe 


Gly 


Pro 


Phe 


Gly 








20 




25 








30 






His 


Lys 


Glu 


Arg Cys 


He Ala 


Ala Ser Leu 


Glu 


Leu 


Asn 


Asn 


Pro 


Val 






35 






40 






45 








Pro 


Glu 


Gin 


Pro Pro 


Leu Pro 


Thr Ser Glu 


Ser 


Pro 


Phe 


Ala 


Trp 


Ser 




50 






55 






60 










Pro 


Leu 


Ala 


Gly Glu 


Lys Phe 


Val Glu Val 


Tyr Lys 


Glu 


Ala 


His 


Leu 


65 








70 




75 










80 


Leu 


Ala 


Leu 


His He 


Glu Ser 


Ser Ser Arg 


Asn 


Gin 


Ala 


Ala 


Gin 


Ala 








85 




90 










95 




Ala 


Lys 


Pro 


Glu Asp 


Pro Arg 


Ser Gin Gly 


Val 


Glu 


Arg 


Phe 


He 


Gin 
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100 105 110 

Glu Ser Lys Leu Lys lie Asn Leu Phe Glu Lys Glu Lys Glu Met Lys 

115 120 125 

Lys Ser Pro Thr Ser Leu Lys Arg Glu Thr Tyr Tyr Leu Ser Asp Ser 

130 135 140 

Pro Leu Leu Gly Pro Pro Val Gly Glu Pro Arg Leu Leu Ala Ser Ser 
145 150 155 160 

Pro Ala Leu Pro Ser Ser Gly Ala Gin Ala Arg Leu Thr Arg Ala Pro 

165 170 175 

Gly Pro Pro His Ser Ala His Ala Leu Pro Arg Glu Ser Cys Thr Ala 

180 185 190 

His Ala Ala Ser Gin Ala Ala Thr Gin Arg Lys Pro Gly Thr Lys Leu 

195 200 205 

Leu Leu Pro Arg Ala Ala Ser Val Arg Gly Arg Ser He Pro Gly Ala 

210 215 220 

Ala Glu Lys Pro Lys Lys Glu He Pro Ala Ser Pro Ser Arg Thr Lys 
225 230 235 240 

He Pro Ala Glu Lys Glu Ser His Arg Asp Val Leu Pro Asp Lys Pro 

245 250 255 

Ala Pro Gly Ala Val Asn Val Pro Ala Ala Gly Ser His Leu Gly Gin 

260 265 270 

Gly Lys Arg Ala He Pro Val Pro Asn Lys Leu Gly Leu Lys Lys Thr 

275 280 285 

Leu Leu Lys Ala Pro Gly Ser Thr Ser Asn Leu Ala Arg Lys Ser Ser 

290 295 300 

Ser Gly Pro Val Trp Ser Gly Ala Ser Ser Ala Cys Thr Ser Pro Ala 
305 310 315 320 

val Gly Lys Ala Lys Ser Ser Glu Phe Ala Ser He Pro Ala Asn Ser 

325 330 335 

Ser Arg Pro Leu Ser Asn He Ser Lys Ser Gly Arg Met Gly Pro Ala 

340 345 350 

Met Leu Arg Pro Ala Leu Pro Ala Gly Pro Val Gly Ala Ser Ser Trp 

355 360 365 

Gin Ala Lys Arg Val Asp Val Ser Glu Leu Ala Ala Glu Gin Leu Thr 

370 375 380 

Ala Pro Pro Ser Ala Ser Pro Thr Gin Pro Gin Thr Pro Glu Gly Gly 
385 390 395 400 

Gly Gin Trp Leu Asn Ser Ser Cys Ala Trp Ser Glu Ser Ser Gin Leu 

405 410 415 

Asn Lys Thr Arg Ser He Arg Arg Arg Asp Ser Cys Leu Asn Ser Lys 

420 425 430 

Thr Lys Val Met Pro Thr Pro Thr Asn Gin Phe Lys He Pro Lys Phe 

435 440 445 

Ser He Gly Asp Ser Pro Asp Ser Ser Thr Pro Lys Leu Ser Arg Ala 

450 455 460 

Gin Arg Pro Gin Ser Cys . Thr Ser Val Gly Arg Val Thr Val His Ser 
465 470 475 480 

Thr Pro Val Arg Arg Ser Ser Gly Pro Ala Pro Gin Ser Leu Leu Ser 

485 490 495 

Ala Trp Arg Val Ser Ala Leu Pro Thr Pro Ala Ser Arg Arg Cys Ser 

500 505 510 

Gly Leu Pro Pro Met Thr Pro Lys Thr Met Pro Arg Ala Val Gly Ser 

515 520 525 

Pro Leu Cys Val Pro Ala Arg Arg Arg Ser Ser Glu Pro Arg Lys Asn 
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530 










535 










540 










Ser 


Ala 


Met 


Arg 


Thr 


Glu 


Pro 


Thr 


Arg 


Glu 


Ser 


Asn 


Arg 


Lys 


Thr 


Asp 


545 










550 










555 










560 


Ser 


Arg 


Leu 


Val Asp Val 


Ser 


Pro 


Asp 


Arg 


Gly Ser 


Pro 


Pro 


Ser 


Arg 










565 










570 










575 




Val 


Pro 


Gin 


Ala 


Leu 


Asn 


Phe 


Ser 


Pro 


Glu 


Glu 


Ser 


Asp 


Ser 


Thr 


Phe 








580 










585 










590 






Ser 


Lys 


Ser 


Thr 


Ala 


Thr 


Glu 


Val 


Ala 


Arg 


Glu. Glu 


Ala 


Lys 


Pro 


Gly 






595 










600 










605 








Gly 


Asp 


Ala 


Ala 


Pro 


Ser 


Glu 


Ala 


Leu 


Leu 


Val 


Asp 


He 


Lys 


Leu 


Glu 




610 










615 










620 










Pro 


Leu 


Ala 


Val 


Thr 


Pro Asp 


Ala 


Ala 


Ser 


Gin 


Pro 


Leu 


He 


Asp 


Leu 


625 










630 










635 










640 


Pro 


Leu 


He 


Asp 


Phe 


Cys 


Asp 


Thr 


Pro 


Glu 


Ala 


His 


Val 


Ala 


val 


Gly 










645 










650 










655 




Ser 


Glu 


Ser 


Arg 


Pro 


Leu 


He 


Asp 


Leu 


Met 


Thr 


Asn 


Thr 


Pro 


Asp 


Met 








660 










665 










670 






Asn 


Lys 


Asn 


Val 


Ala 


Lys 


Pro 


Ser 


Pro 


Val 


val 


Gly 


Gin 


Leu 


He 


Asp 






675 










680 










685 








Leu 


Ser 


Ser 


Pro 


Leu 


He 


Gin 


Leu 


Ser 


Pro 


Glu 


Ala 


Asp 


Lys 


Glu 


Asn 




690 










695 










700 










Val 


Asp 


Ser 


Pro 


Leu 


Leu 


Lys 


Phe 



















705 710 



<210> 5823 

<211> 2585 

<212> DNA 

<213> Homo sapiens 

<400> 5823 

nggggttctc caaaaagtgt gttagttccc ggtcacctga gctccgggtg acgcggctgc 
60 

ggtagctgcg gatacaagcc ttccgcgggt cctgcctggc gaccccgacc tcctcctgct 
120 

gtctctccgc tccgccaccc cgaacccgcc aaggtcctgt ccttttcctc ctgtcctttg 
180 

ccagcgttgg gccggaccgg gccgagccgg gccgcccggg cgcagtcttt aaccatggcg 
240 

tccctcttca agaagaaaac cgtggatgat gtaataaagg aacagaatcg agagttacga 
300 

ggtacacaga gggctataat cagagatcga gcagctttag agaaacaaga aaaacagctg 
360 

gaattagaaa ttaagaaaat ggccaagatt ggtaataagg aagcttgcaa agttttagcc 
420 

aaacaacttg tgcatctacg gaaacagaag acgagaactt ttgctgtaag ttcaaaagtt 
480 

acttctatgt ctacacaaac aaaagtgatg aattcccaaa tgaagatggc tggagcaatg 
540 

tctaccacag caaaaacaat gcaggcagtt aacaagaaga tggatccaca aaagacatta 
600 

caaacaatgc agaatttcca gaaggaaaac atgaaaatgg aaatgactga agaaatgatc 
660 

aatgatacac ttgatgacat ctttgacggt tctgatgacg aagaagaaag ccaggatatt 
720 
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gtgaatcaag ttcttgatga aattggaatt gaaatttctg gaaagatggc caaagctcca 
780 

tcagctgctc gaagcttacc atctgcctct acttcaaagg ctacaatctc agatgaagag 
840 

attgaacggc aactcaaggc tttaggagta gattagtcaa aagaagtcat actattttgc 
900 

ttacttataa ttatgtagta taaaccaagc acagCgcaga tttcttttac aaaacacatg 
960 

tattttgcaa aaaaaaaaaa atggagacca tgagtgaaca gttgtttcct aacccatggc 
1020 

tatttagaat cttttgccaa agaatgacaa tgatgcaaaa atgggaacag tttggatttt 
1080 

aattagaacc gtttatgagt gatgatgtgt aaaaagttga cttctctttt gcatggcaca 
1140 

gagaaattat attccttact tcatgtcagt ttatgttcta aatctttttc actgaatata 
1200 

aaaatcttgt taaatgccat taggcaccaa cctaaagagg gttgtaaaaa tattaaaagt 

1260 

atatcgttaa ttctgtatct gttgcttgtc ttttgtaagt gattatgtgt tatgaccata 
1320 

ggtggttaca gctgccaaat tatttttaaa tggccaaaaa gaagagtgct atttaaacat 
1380 

ctgtcttaaa caaaaactgt cataactttt cttttttttt tttccattag gagaacattc 
1440 

tagttggtaa atttcaaaat gtgcttgaca cctgccttaa atagcacaga cctattgtgc 
1500 

acatctttaa attatttcag ctggcagaaa agaattacat ttaaaactga aatcaaggcc 
1560 

tcaatacaaa gattatcctg gctcttttct atctctgtgg gcctaattga aatatgtact 
1620 

cttattttag acacgcctct gttaaaacag gtgttttaac atgttaaaac agaccaggtt 
1680 

ttcctggtct cagacctatg atgacttgtc cctttgatgt cactactgtg aattgaatac 
1740 

aattagtaaa aatagacgat gaataaataa cactttatag taagaaaaca atatattttg 
1800 

gccatctaaa aatgagaatt ataattatat gaattataat ttaaactgtt taattttgtt 
1860 

taatgtgtat attgaatctt ccaaattgaa gccattattc Ccaattaagt actacaacta 
1920 

tgacaatgct tgacctacat ttctaaaata aaaattcaca ttttttgata aataaactac 
1980 

agttttacca gaaattacta tctaaatgtg tattagcagt attttttaag gtgaaattgc 
2040 

cttggtatct aatgaatgtg tagacaggga gataaaatga aggattgcca gactagttag 
2100 

aatagaattt aggattaggt tagttttgaa aaatgaCgtt gtaatatatg ggttctaaca 
2160 

catcctacca taaaaactgg aggagatatg tgtaacctgg ttaatttggg atggtggaca 
2220 

ttttgggcta ataccgacaa aatacatcct aggacCagta tacatgtgac acggattgct 
2280 

aggaggaatg aaaaactaaa ctgtatagtt tatattccgt aaaccatttt ataatgttca 
2340 
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aagattaggt tttgttattg atagtattaa atacacagtt tctcttaaca gtgatgggtg 
2400 

aaaacatttt accggattat ggaatgttta ccagaacatg ttttgattct tgaatgtaca 
2460 

taataatgcc atctaactta tttacgttct tgtttacatg tgggagcttt tgttttcaaa 
2520 

aattattttg ttaaaaaatc tcaataaaga tttattactg ttgttctttt ctaaaaaaaa 

2580 

aaaaa 

2585 

<210> 5824 
<211> 213 
<212> PRT 

<213> Homo sapiens 



<400> 5824 



Met 


Ala 


Ser 


Leu 


Phe 


Lys 


Lys 


Lys 


Thr 


Val 


Asp 


Asp 


Val 


He 


Lys 


Glu 


1 








5 










10 










15 




GLn 


Asn 


Arg 


Glu 


Leu 


Arg 


Gly 


Thr 


Gin 


Arg 


Ala 


He 


He 


Arg Asp 


Arg 








20 










25 










30 






Ala 


Ala 


Leu 
35 


Glu 


Lys 


Gin 


Glu 


Lys 
40 


Gin 


Leu 


Glu 


Leu 


Glu 
45 


He 


Lys 


Lys 


Met 


Ala 
50 


Lys 


He 


Gly 


Asn 


Lys 
55 


Glu 


Ala 


Cys 


Lys 


Val 
60 


Leu 


Ala 


Lys 


Gin 


Leu 


Val 


His 


Leu 


Arg 


Lys 


Gin 


Lys 


Thr 


Arg 


Thr 


Phe 


Ala 


Val 


Ser 


Ser 


65 










70 










75 










80 


Lys 


Val 


Thr 


Ser 


Met 


Ser 


Thr 


Gin 


Thr 


Lys 


Val 


Met 


Asn 


Ser 


Gin 


Met 








85 










90 










95 




Lys 


Met Ala Gly 


Ala 


Met 


Ser 


Thr 


Thr 


Ala 


Lys 


Thr 


Met 


Gin Ala 


Val 






100 










105 










110 






Asn 


Lys 


Lys 
115 


Met 


Asp 


Pro 


Gin 


Lys 
120 


Thr 


Leu 


Gin 


Thr 


Met 
125 


Gin 


Asn 


Phe 


Gin 


Lys 
130 


Glu 


Asn 


Met 


Lys 


Met 
135 


Glu 


Met 


Thr 


Glu 


Glu 
140 


Met 


He 


Asn 


Asp 


Thr 


Leu 


Asp 


Asp 


Xle 


Phe 


Asp 


Gly 


Ser 


Asp 


Asp 


Glu 


Glu 


Glu 


Ser 


Gin 


145 










150 










155 










160 


Asp 


lie 


Val 


Asn 


Gin 


Val 


Leu 


Asp 


Glu 


He 


Gly He 


Glu 


He 


Ser 


Gly 








165 










170 










175 




Lys 


Met 


Ala 


Lys 


Ala 


Pro 


Ser 


Ala 


Ala 


Arg 


Ser 


Leu 


Pro 


Ser 


Ala 


Ser 






180 










165 










190 






Thr 


Ser Lys Ala 


Thr 


He 


Ser 


Asp 


Glu 


Glu 


He 


Glu 


Arg 


Gin 


Leu 


Lys 



195 200 205 



Ala Leu Gly Val Asp 
210 

<:210> 5825 

<211> 1940 

<212> DNA 

<213> Homo sapiens 

<400> 5825 

ctccgacgat ctctcagtga aggacgtcct taatgaggcc acttagcaca gtcaaggtag 
60 
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aaatacagac 
120 

agtctgggcc 
180 

cccaggaagc 
240 

atcagggcca 
300 

tctgaaaagc 
360 

gtgtttcagc 
420 

aacagtacca 
480 

catcatccct 
540 

tggaagacta 
600 

ccgtgactgc 
660 

gcctgaggca 
720 

tgctcccctt 
780 

tcggggtctc 
840 

gccttaggtg 
900 

tcttgcaact 
960 

ctttcatgcc 
1020 

tggagctaat 
1080 

cagatatggc 
1140 

acaatcttgg 
1200 

aggatctgca 
1260 

cataggacac 
1320 

taggttacac 
1380 

agactgcctc 
1440 

tcttccccct 
1500 

atccaccggg 
1560 

agtgaggaac 
1620 

atggcctggg 
1680 



caaatgtcac 
aggctctacg 
acataggcac 
gcaacctcac 
aacggtcttc 
tggaaagggc 
agctcatgtc 
gggccagatt 
gaggtgatCc 
tcagcccttg 
ggattgggcc 
tggcaggggt 
gcggggtggt 
ctgaggcccc 
aaagagcaga 
aaacctgggg 
acgacactct 
cagttgcgca 
cggagcattg 
gcagttggca 
tccaatgggg 
gggaaagtgc 
atgcccgcta 
tgtgcagcgg 
tgatctctgg 
aggcgtttcc 
actgagtcca 



ctctccgttc 
ctggaacgag 
acagtctgtg 
ctcgcctcac 
aggttccttc 
tacccctgca 
agcggcttca 
ccaatgcaaa 
tgcccagcac 
gctccctctt 
acagacagcc 
cctgtaggtc 
agtttggagg 
tgccacctgt 
gatctctctg 
cagggcagga 
gccttccccc 
ggtttctgcc 
ctacccccgc 
acgagctggg 
atgggacctt 
cccacatgca 
gctgtgaggt 
accacttgcc 
gtcccaggga 
caggccccac 
cacggataga 



tgtcattctt 
ggacacagga 
cctccttagc 
ctgtccgtcc 
tttctggatt 
aaacatgtaa 
aacacaagaa 
ggcaacccat 
cccatattgg 
gctcgttgtc 
tctcattggt 
atgacagggg 
gtggctttcc 
ctttcctcta 
ggccctagac 
aacagaggaa 
agaaggtgca 
aactgtgaag 
tgccccctcc 
gctgggggcg 
tcccctcctc 
agtctccctg 
tcattgctac 
cagtttgctg 
aagaaagaga 
acccagattt 
tttttccttg 



ttatcactca 
atgagggatt 
actgtggcct 
ttagaagggc 
actaagatct 
gatagtgctg 
ccagtcacca 
tcagaaagac 
gccagccatg 
ctcaccagga 
ccgggctaat 
aggcaagggt 
ccatttccca 
aaggtcagtt 
atttccagca 
atggctgcaa 
ggctttcctg 
tatcctcctg 
acagttcctg 
gcctccatgt 
catcagaggt 
agggttctgc 
cctcggccct 
tggtgctagc 
gagctgatgc 
ccctatcttt 
taaccttgag 



gcagacagct 
ttttcccacc 
ctgggttctc 
atttgtacac 
tgattttgat 
aactccatag 
aaaacagtgg 
tcaaccacct 
agccagcttc 
aagtacacgg 
tcactcctgc 
attgagagac 
acccctctgg 
ttgggccagt 
aaacctggaa 
catgggagct 
agtcttagac 
gagcagtgac 
aatggtgcta 
ccactgagat 
gctctgaccc 
ccctaaaggc 
actagccctc 
cttccccatc 
aggtttctac 
gctgtgtttt 
acgagaattc 
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caaggagtgt caccatcaga ggcttctctt cattgtgtca aagaagcccc tagctgctct 
1740 

cgtggcctcc ttcccccact ccctatccct tcacctgtga aatgcctttg ctttgcatat 
1800 

tgtgtgtgga tgtgtgtgtg tgtgtgtgtg tgtgtgtgtg tatgtgtgtg cttctgtgtg 
1860 

tgcctaatgc tctgtcCctt ggtcactgaa gcatccaaat aaagaatttc cctcatgggc 
1920 

cagactaaaa aaaaaaaaaa 
1940 

<210> 5826 

<211> 88 

<212> PRT 

<213> Homo sapiens 

<400> 5826 



Val His 


Thr 


Asp Arg 


Phe 


Phe 


Leu 


Val 


Thr 


Leu Arg Arg 


Glu 


Phe 


Gin 


1 




5 










10 










15 




Gly Val 


Ser 


Pro Ser 


Glu 


Ala 


Ser 


Leu 


His 


Cys 


Val 


Lys 


Glu 


Ala 


Pro 






20 








25 










30 






Ser Cys 


Ser 


Arg Gly 


Leu 


Leu 


Pro 


Pro 


Leu 


Pro 


He 


Pro 


Ser 


Pro 


Val 




35 








40 










45 








Lys Cys 


Leu 


Cys Phe 


Ala 


Tyr 


Cys 


Val 


Trp 


Met 


Cys 


Val 


Cys 


Val 


Cys 


50 








55 










60 










Val Cys 


Val 


Cys Val 


Cys 


Val 


Cys 


Phe 


Cys 


Val 


Cys 


Leu 


Met 


Leu Cys 


65 






70 










75 










80 


Leu Leu 


Val 


Thr Glu 


Ala 


Ser 


Lys 



















85 



<210> 5827 

<211> 428 

<212> DNA 

<213> Homo sapiens 

<400> 5827 

ttttaggcaa cacttcgtat gttttaagag ctaaagcaac taagaacaca gtactgtgac 
60 

ccacactaag gaatccaggg aagagaagca ttgccttagg ggtcacagca agccagagag 
120 

tccagattaa aagctccagc ttgggggcct gtttcaaatg accaggtagg ttcagccacc 
180 

ccctggagac tcgaatagga agaatactga gatacaacat ttgggagaga gatgagaaag 
240 

aagcccagct ttataaagag ggggcgttcc cagttactta atctatgcct ggcccagaaa 
300 

aggcgaaaac atgaggtggg ggacatgaaa attgttaaat aaagtgaact gtgcagtaag 
360 

aatgagttgg gcgaggtgca ccagcagagg ggaggcaggt aggaaggagg aggcatgatg 
420 

agggggag 
428 

<2I0> 5828 
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<211> 106 
<212> PRT 
<213> Homo sapiens 



<400> 5828 

Met Pro Pro Pro Ser Tyr Leu Pro 

1 5 
Asn Ser Phe Leu Leu His Ser Ser 
20 

Pro Thr Ser Cys Phe His Leu Phe 

35 40 
Trp Glu Arg Pro Leu Phe He Lys 

50 55 
Pro Asn Val Val Ser Gin Tyr Ser 
65 70 
Ala Glu Pro Thr Trp Ser Phe Glu 

85 

Asn Leu Asp Ser Leu Ala Cys Cys 
100 



Pro Leu Cys Trp Cys Thr Ser Pro 

10 15 
Leu Tyr Leu Thr He Phe Met Ser 
25 30 
Trp Ala Arg His Arg Leu Ser Asn 

45 

Leu Gly Phe Phe Leu He Ser Leu 
60 

Ser Tyr Ser Ser Leu Gin Gly Val 

75 80 
Thr Gly Pro Gin Ala Gly Ala Phe 

90 95 
Asp Pro 
105 



<210> 5829 

<211> 5747 

<212> DNA 

<213> Homo sapiens 



<400> 5829 

nnggcacgag cggaggagga cgcgagcccc 
60 

ggctgccaca gcgcgttgcg cctgtgcgcc 
120 

tcggggatgg ggcccggccg gccggccccc 
180 

gtcctgctcc tcgggtgcct gcacctcggc 
240 

ccggaaccca acgtcttcct catcttcagc 
300 

ggcgggcagg tcagagtcac cccggcttgc 
360 

tgggtctccc gaaaccggct attcaacctg 
420 

ccaggcacca acaccacggc ctccctgggc 
480 

cttcgctggc attgtcgtac actgggtgac 
540 

agcaacatat ccaagcctgg cacccttgag 
600 

cgcatctacg gcagcgagga ggacctatgt 
660 

cagggaaact cccacggaaa gccgtgcacc 
720 

cacggctgca ccagcacggg ccgcgaggat 
780 

tacggcaaag acgagcgctg gggcttctgc 
840 



ttgcgggcgg tcatcacagc ccagcctcgg 
ctcggtcccc gcgtccactg agcgccgcgc 
gcgccctggc ctcgtcacct gctgcgctgc 
cgtcccggcg cccctgggga cgccgccctc 
catggactgc agggctgcct ggaggcccag 
aataccagcc tccctgccca gcgctggaag 
ggtaccatgc agtgcctggg cacaggctgg 
atgtatgagt gtgaccggga agcactgaat 
cagctgtcct tgctcctggg ggcccgcacc 
cgtggtgacc agacccgcag tggccagtgg 
gctctgccct accacgaggt ctacaccatc 
atccccttca aatatgacaa ccagtggttc 
ggtcacctgt ggtgtgccac cacccaggac 
cccatcaaga gtaacgactg cgagaccttc 
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tgggacaagg accagctgac tgacagctgc taccagttta acttccagtc cacgctgtcg 
900 

tggagggagg cctgggccag ctgcgagcag cagggtgcgg atctgctgag catcacggag 
960 

atccacgagc agacctacat caacggcctc ctcactgggt acagctccac cctgtggatc 
1020 

ggcttgaatg acttggacac gagcggaggc tggcagtggt cggacaactc gcccctcaag 

loeo 

tacctcaact gggagagtga ccagccggac aaccccagtg aggagaactg tggagtgatc 
1140 

cgcactgagt cctcgggcgg ctggcagaac cgtgactgca gcatcgcgcC gccctatgtg 
1200 

tgcaagaaga agcccaacgc cacggccgag cccacccctc cagacaggtg ggccaacgtg 
1260 

aaggtggagt gcgagccgag ctggcagccc ttccagggcc actgctaccg cctgcaggcc 
1320 

gagaagcgca gctggcagga gtccaagaag gcatgtctac ggggcggtgg cgacctggtc 
1380 

agcatccaca gcatggcgga gctggaattc atcaccaagc agatcaagca agaggtggag 
1440 

gagctgtgga tcggcctcaa cgatttgaaa ctgcagatga attttgagtg gtctgacggg 
1500 

agccttgtga gcttcaccca ctggcacccc tttgagccca acaacttccg ggacagtctg 
1560 

gaggactgtg tcaccatctg gggcccggaa ggccgctgga acgacagtcc ctgtaaccag 
1620 

tccttgccat ccatctgcaa gaaggcaggc cagctgagcc agggggccgc cgaggaggac 
1660 

catggctgcc ggaagggttg gacgtggcac agcccatcct gctactggct gggagaagac 
1740 

caagtgacct acagtgaggc ccggcgcctg tgcaccgacc atggctctca gctggtcacc 
1800 

atcaccaaca ggttcgagca ggccttcgtc agcagcctca tctacaactg ggagggcgag 
1660 

tacttctgga cggccctgca ggacctcaac agcaccggct ccttcttctg gctcagtggg 
1920 

gatgaagtca tgtacaccca ctggaaccgg gaccagcccg ggtacagccg tgggggctgc 
1980 

gtggcgctgg ccactggcag cgccatgggg ctgtgggagg tgaagaactg tacctcgttc 
2040 

cgggcccgct acatctgccg gcagagcctg ggcactccag tgacgccgga gctgccgggg 
2100 

ccagatccca cgcccagcct cactggctcc tgtccccagg gcCgggcctc ggacaccaaa 

2160 

ctccggtatt gctataaggt gttcagctca gagcggctgc aggacaagaa gagctgggtc 
2220 

caggcccagg gggcctgcca ggagctgggg gcccagctgc tgagcccggc cagctacgag 
2280 

gaggagcact ttgtggccaa catgctcaac aagatcttcg gtgaatcaga acccgagatc 
2340 

cacgagcagc actggttctg gatcggcctg aaccgtcggg atcccagagg gggtcagagt 
2400 

tggcgctgga gcgacggcgt agggttctct taccacaatt tcgaccggag ccggcacgac 
2460 
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gacgacgaca tccgaggctg tgcggtgctg 
2520 

cagtgcgaca cacagctgga ctggatctgc 
2580 

cccgacgaca gccctcaagg ccgacgggaa 
2640 

ttctttgagc accactccac gtgggcgcag 
2700 

gagctgacct ccgtgcacag ccaggcggag 
2760 

ttctcccggg cccaggagca gcactggtgg 
2820 

cgcttcagat ggacagatgg ttccattata 
2880 

cggcctgtcg gcaaggacaa gaagtgcgtg 
2940 

gaccagaggC gcctgacagc cttgccctac 
3000 

acgcagcccc cagacctgcc aactacagcc 
3060 

ttcctcaaca agtgttttca ggtccagggc 

3120 

gaggcacagt tctcctgtga acagcaagag 
3180 

gagcaagcat tcatcacagc cagcctgccc 
3240 

catgcctcgc agagggactt ccagtgggtg 
3300 

gcacctgggg agccctctgg ccctagccct 
3360 

gcggtggtcc tgcacagccc ctcagcccac 
3420 

acggaggaga cccatggctt catctgccag 
3480 

ccagcagcgc tgccccccgc cccgggcact 
3540 

ctgcttcaga agccgctgcg ctggcacgat 
3600 

agccCggcct acgtgcccga cccctacacc 
3660 

ctgcgcacgc cgctctggat tgggctggct 
3720 

gtctcagagg agccgctgaa ctacgtgggc 
3780 

ggctgtacct acgtagatgt ggacggggcc 
3840 

cagggggctg tgtgtggggt tagcagtggg 
3900 

ggcagctgtc cccagggact ggcagactcc 
3960 

tctttccaca tggagctgct gctgggccac 
4020 

ggtggggccg tcctgtctac cctggatgag 
4080 



gacctggcct ccctgcagtg ggtggccatg 
aagatcccca gaggtacgga cgtgcgggag 
tggctgcgct tccaggaggc cgagtacaag 
gcgcagcgca tctgcacgtg gttccaggcc 
ctagacttcc tgagccacaa cttgcagaag 
atcggcctgc acacctctga gagcgatggg 
aacttcatct cctgggcacc aggcaaacct 
tacatgacag ccagccgaga ggactggggg 
atctgcaagc gcagcaacgt caccaaagaa 
ctggggggct gcccctctga ctggatccag 
caggaacccc agagccgggt gaagtggtca 
gcccagctgg tcaccatcac aaacccctta 
aatgtgacct ttgacctttg gattggcctc 
gagcaggagc ctttgatgta tgccaactgg 
gctcccagtg gcaacaaacc gaccagctgt 
ttcactggcc gctgggacga tcggagctgc 
aagggcacgg acccctccct gagcccgtcc 
gagctctcct acctcaacgg caccttccgg 
gccctcctgc tgtgtgagag ccacaatgcc 
caggccttcc tcacgcaggc tgcccgaggg 
ggcgaggagg gctctcggcg gtactcctgg 
tggcaggacg gggagccgca gcagccgggg 
tggcgcacca ccagctgtga caccaagctg 
ccccctcctc cccgaagaat aagctaccat 
gcgtggattc ccttccggga gcactgctat 
aaggaggcgc gacagcgctg ccagagagcg 
atggagaatg tgtttgtctg ggagcacctg 
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cagagctatg agggccagag tcggggcgcc 
4140 

ggcactctgg tctggcagga caacacagct 
4200 

ttgggcccca gcatgctgag ccacaacagc 
4260 

tggcgccccg gcgcttgcac caacatcacc 
4320 

gagcagagca gcttctcccc atcagcgctt 
4380 

ctgatggcgg tgctgctgct cctggccttg 

4440 

cgccagagca tcgagcgcgg ggcctttgag 
4500 

cccaccgagg ccactgagaa gaacatcctig 
4560 

gaatagagcc aggcgcgtgg gcagggccag 

4620 

ggtcagtctg gccccccacc agctgcctgt 
4660 

agtcgctgtt gggagccgga gctgggcaga 
4740 

aagggctggg ctgagaccca gcaaagagca 
4800 

aggtcttgtc acctggtcct gtgcccccac 
4860 

gagagcctct ttctccccag agcccccggc 
4920 

ccttcttcgc agagcccgag gagcctcccc 
4980 

cttcccacct ggcagcctca gctctgtgcc 
5040 

cccacccctt ccttctgagc cgggccctgg 
5100 

ggtcagctga gggggctgag catccatcac 
5160 

tggcaggagg ggcctaggtg ggttgggcct 
5220 

gggctggaga taagactggg gagagacacc 
5280 

ctgggatgtc atctcctgcc gggcggggga 
5340 

ggaccaaaat aagttcccta acatctccag 
5400 

ggttgccaga gtcctggggg ccccagagga 
5460 

ctctagtgga tccaggagga gcagcacccg 
5520 

aggccacagt cccagccagg acaaagtatg 
5580 

atgtgaacat ggactcgaag acatggccct 
5640 

ttattgtttt taaaaaaaaa ggaaaaaaga 
5700 



tggctgggca tgaacctcaa ccccaaagga 
gtgaactact ccaactgggg gcccccgggc 
tgctactgga ttcagagcaa cagcgggcta 
atgggtgtcg tctgcaagct tcctcgtgct 
ccagagaacc cagcggccct ggtggtggtg 
ctgaccgcag ccctcatcct ttaccggagg 
ggtgcccgct acagccgcag cagctccagc 
gCgtcagaca tggaaatgaa tgagcagcaa 
ggcgggagga gctggggagc tggggccctg 
ccagttggcc tattgaaggg tgcccttggg 
gcctgggctg gtggggtgcc accctcccac 
gcgtggcgtt tccctttctg ggggggcctg 
aggaaccaga ggtaggatgg gagggggaac 
ccaggcctgt tgatccgcgc cccaggaccc 
tgtcccctcg ggcagatctg ttgtgtccct 
cctcaccctg ctccctctcg ccccttctct 
ggattgggga gccctcttgt tcctgatgag 
tcctgtgcct gctggggtgg ctgtggggcg 
gagaaccagg gcacgggtgt ggtgtctgct 
ccaacctccc agggtgggag ctgggccggg 
gggctccgcc cctggaagag tcccctgtgg 
ctcctggctc tggtttggag caaggggaag 
gcaggagtct gggagggccc agagttcacc 
agccctggag tggcccagta cccttccaag 
cggcccatcc tggtgcgaca gcgtgggaca 
ttctctgtag ttgatttttt aaatgtgcca 
aaagcaaaca aataaaacac cttCaagagg 
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cttgaaagaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaa 

5747 

<210> 5830 
<211> 1479 
<212> PRT 

<213> Homo sapiens 



<400> 5830 



Met Giy pro Giy Arg 


irzro aJ>o iriro axa es,sj 


T**^ Piro 




His Leu Leu 

CA^ttV mm^^m mm^^m 


1 5 










Arof cys vai Lieu ijeu 


JjbU \9XY ^jt*' utsu 


T-Aij Gl V 




Pro 6lv Ala 


20 










Pro Gly Asp Ala Aia 


IjeU rro bXU IftW nan 


VGiA trilts 




Tie Phe Ser 


35 


40 








His Gly Leu Gin Gly 


Cys i>eu Giu Aia Gin 


uxy viy 


uxn 


Val arcr Val 

VCIX Miy VOiA 


50 


55 


c n 
b Q 






Thr Pro Ala Cys Asn 


Tnr ser i»eu pro Axa 


oin Ax^g 


irp 


T.\/«3 T*"** Val 

UyS> vax 


65 


70 


75 




Q V 


Ser Arg Asn Arg Leu 


Pne Asn Lieu ciy Tnr 


piec vjin 


i-ys 


utsu \jxy &<ix 


85 


90 








Gly Trp Pro Gly Thr 


Asn Tnr xnr Aia ser 


i^eu uxy 




lyx V9XU \^yo 


100 


10 3 






lift 
XX u 


Asp Arg Giu Aia iieu 


ASn ubu Axg ni9 




ThT 


IjPu Glv AsD 


115 






X * 9 




Gin Leu ser i^eu i^eu 


Taii &la Tkvrt TViT" 
XjBU \9±Y nXa 




He 


Ser Livs Pro 


130 


1 J !> 








Gly Tnr L»eu gxu Arg 


vjxy nsp uxn xns^ 




Gin 


Tiro Airo He 


145 


IbU 


X 3 9 




160 

U w 


Tyr Gly ser gxu biu 


ASp uBU K^yS i\,Xa ijeu 


It J> W ^ J ^ 


His 


Glu Val Tvr 


Id 5 


1 /U 








Tnr lie mn oiy i\sn 


Coy- Ui<s f2"lv/ T.vc Dl^O 
dcf^ nXS \3XY -uya lr^\J 




He 

A 4ik W 


Pro Phe Lvs 


180 


185 






190 


Tyr Asp Asn Gin Trp 


Phe His Gly Cys Thr 


Ser Thr 


Gly 


Arg Glu Asp 


195 


200 




205 




Gly His Leu Trp Cys 


Ala Thr Thr Gin Asp 


Tyr Gly 


Lys 


Asp Glu Arg 


210 


215 


220 






Trp Gly Phe Cys Pro 


lie Lys Ser Asn Asp 


Cys Glu 


Thr 


Phe Trp Asp 


225 


230 


235 




240 


Lys Asp Gin Leu Thr 


Asp Ser Cys Tyr Gin 


Phe Asn 


Phe 


Gin Ser Thr 


245 


250 






255 


Leu Ser Trp Arg Glu 


Ala Trp Ala Ser Cys 


Glu Gin 


Gin 


Gly Ala Asp 


260 


265 






270 


Leu Leu Ser He Thr 


Glu He His Glu Gin 


Thr Tyr 


He 


Asn Gly Leu 


275 


280 




285 




Leu Thr Gly Tyr Ser 


Ser Thr Leu Trp He 


Gly Leu 


Asn 


Asp Leu Asp 


290 


295 


300 






Thr Ser Gly Gly Trp 


Gin Trp Ser Asp Asn 


Ser Pro 


Leu 


Lys Tyr Leu 


305 


310 


315 




320 


Asn Trp Glu Ser Asp 


Gin Pro Asp Asn Pro 


Ser Glu 


Glu 


Asn Cys Gly 


325 


330 






335 


Val He Arg Thr Glu 


Ser Ser Gly Gly Trp 


Gin Asn 


Arg 


Asp Cys Ser 


340 


345 






350 


He Ala Leu Pro Tyr 


Val Cys Lys Lys Lys 


Pro Asn 


Ala 


Thr Ala Glu 
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Pro Thr 
370 
Ser Trp 
385 

Arg Ser 

Leu Val 

He Lys 

Leu Gin 
450 
His Trp 
465 

Cys Val 

Asn Gin 

Gly Ala 

Ser Pro 
530 
Ala Arg 
545 

Asn Arg 

Gly Glu 

Phe Phe 

Asp Gin 
610 
Ser Ala 
625 

Arg Tyr 
Pro Gly 
Trp Ala 



Glu Arg 
690 
Gin Qlu 
705 

His Phe 

Glu lie 

Pro Arg 

Tyr His 
770 
Cys Ala 



355 

Pro Pro Asp 

Gin Pro Phe 

Trp Gin Glu 
405 

Ser He His 

420 
Gin Glu Val 
435 

Met Asn Phe 

His Pro Phe 

Thr He Trp 
485 

Ser Leu Pro 
500 

Ala Glu Glu 
515 

Ser Cys Tyr 

Arg Leu Cys 

Phe Glu Gin 
56 5 

Tyr Phe Trp 

580 
Trp Leu Ser 
595 

Pro Gly Tyr 

Met Gly Leu 

He Cys Arg 
645 

Pro Asp Pro 

660 
Ser Asp Thr 
675 

Leu Gin Asp 



Arg Trp 
375 
Gin Gly 
390 

Ser Lys 

Ser Met 

Glu Glu 

Glu Trp 
455 
Glu Pro 
470 

Gly Pro 

Ser He 

Asp His 

Trp Leu 
535 
Thr Asp 
550 

Ala Phe 

Thr Ala 

Gly Asp 

Ser Arg 
615 
Trp Glu 
630 

Gin Ser 
Thr Pro 
Lys Leu 



Leu Gly Ala 

Val Ala Asn 
725 

His Glu Gin 

740 
Gly Gly Gin 
755 

Asn Phe Asp 
Val Leu Asp 



Lys Lys 
695 
Gin Leu 
710 

Met Leu 

His Trp 

Ser Trp 

Arg Ser 
775 
Leu Ala 



360 

Ala Asn Val 
His Cys Tyr 

Lys Ala Cys 

410 

Ala Glu Leu 

425 
Leu Trp He 
440 

Ser Asp Gly 

Asn Asn Phe 

Glu Gly Arg 
490 

Cys Lys Lys 
505 

Gly Cys Arg 
520 

Gly Glu Asp 

His Gly Ser 

Val Ser Ser 
570 

Leu Gin Asp 

585 
Glu Val Met 
600 

Gly Gly Cys 

Val Lys Asn 

Leu Gly Thr 
650 

Ser Leu Thr 

665 
Arg Tyr Cys 
680 

Ser Trp Val 



Leu Ser Leu- 



Asn Lys He 
730 

Phe Trp He 
745 

Arg Trp Ser 

760 

Arg His Asp 
Ser Leu Gin 



Lys Val 
380 
Arg Leu 
395 

Leu Arg 

Glu Phe 

Gly Leu 

Ser Leu 
460 
Arg Asp 
475 

Trp Asn 

Ala Gly 

Lys Gly 

Gin Val 
540 
Gin Leu 
555 

Leu He 

Leu Asn 

Tyr Thr 

Val Ala 
620 
Cys Thr 
635 

Pro Val 

Gly Ser 

Tyr Lys 

Gin Ala 
700 
Ala Ser 

715 

Phe Gly 



365 

Glu Cys Glu Pro 

Gin Ala Glu Lys 
400 

Gly Gly Gly Asp 
415 

He Thr Lys Gin 

430 

Asn Asp Leu Lys 
445 

Val Ser Phe Thr 



Ser Leu 

Asp Ser 

Gin Leu 
510 
Trp Thr 
525 

Thr Tyr 



Glu Asp 
480 
Pro Cys 
495 

Ser Gin 
Trp His 
Ser Glu 



Gly Leu 

Asp Gly 

Asp Asp 
780 
Trp Val 



Val Thr He Thr 
560 

Tyr Asn Trp Glu 
575 

Ser Thr Gly Ser 
590 

His Trp Asn Arg 
605 

Leu Ala Thr Gly 

Ser Phe Arg Ala 
640 

Thr Pro Glu Leu 

655 

Cys Pro Gin Gly 
670 

Val Phe Ser Ser 

685 

Gin Gly Ala Cys 

Tyr Glu Glu Glu 
720 

Glu Ser Glu Pro 
735 

Asn Arg Arg Asp 
750 

Val Gly Phe Ser 
765 

Asp He Arg Gly 
Ala Met Gin Cys 
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785 790 795 800 

Asp Thr Gin Leu Asp Trp He Cys Lys He Pro Arg Gly Thr Asp Val 

805 810 815 

Arg Glu Pro Asp Asp Ser Pro Gin Gly Arg Arg Glu Trp Leu Arg Phe 

820 825 830 

Gin Glu Ala Glu tyr Lys Phe Phe Glu His His Ser Thr Trp Ala Gin 

835 840 845 

Ala Gin Arg lie Cys Thr Trp Phe Gin Ala Glu Leu Thr Ser Val His 

850 855 860 

Ser Gin Ala Glu Leu Asp Phe Leu Ser His Asn Leu Gin Lys Phe Ser 
865 870 875 880 

Arg Ala Gin Glu Gin His Trp Trp He Gly Leu His Thr Ser Glu Ser 

885 890 89S 

Asp Gly Arg Phe Arg Trp Thr Asp Gly Ser He He Asn Phe He Ser 

900 905 910 

Trp Ala Pro Gly Lys Pro Arg Pro Val Gly Lys Asp Lys Lys Cys Val 

915 920 925 

Tyr Met Thr Ala Ser Arg Glu Asp Trp Gly Asp Gin Arg Cys Leu Thr 

930 935 940 

Ala Leu Pro Tyr He Cys Lys Arg Ser Asn Val Thr Lys Glu Thr Gin 
945 950 955 960 

Pro Pro Asp Leu Pro Thr Thr Ala Leu Gly Gly Cys Pro Ser Asp Trp 

965 970 975 

He Gin Phe Leu Asn Lys Cys Phe Gin Val Gin Gly Gin Glu Pro Gin 

980 985 990 

Ser Arg Val Lys Trp Ser Glu Ala Gin Phe Ser Cys Glu Gin Gin Glu 

995 1000 1005 

Ala Gin Leu Val Thr He Thr Asn Pro Leu Glu Gin Ala Phe He Thr 

1010 1015 1020 

Ala Ser Leu Pro Asn Val Thr Phe Asp Leu Trp He Gly Leu His Ala 
1025 1030 1035 1040 

Ser Gin Arg Asp Phe Gin Trp Val Glu Gin Glu Pro Leu Met Tyr Ala 

1045 1050 1055 

Asn Trp Ala Pro Gly Glu Pro Ser Gly Pro Ser Pro Ala Pro Ser Gly 

1060 1065 1070 

Asn Lys Pro Thr Ser Cys Ala Val Val Leu His Ser Pro Ser Ala His 

1075 1080 1085 

Phe Thr Gly Arg Trp Asp Asp Arg Ser Cys Thr Glu Glu Thr His Gly 

1090 1095 1100 

Phe He Cys Gin Lys Gly Thr Asp Pro Ser Leu Ser Pro Ser Pro Ala 
1105 1110 HIS 1120 

Ala Leu Pro Pro Ala Pro Gly Thr Glu Leu Ser Tyr Leu Asn Gly Thr 

1125 1130 1135 

Phe Arg Leu Leu Gin Lys Pro Leu Arg Trp His Asp Ala Leu Leu Leu 

1140 1145 1150 

Cys Glu Ser His Asn Ala Ser Leu Ala Tyr Val Pro Asp Pro Tyr Thr 

1155 1160 1165 

Gin Ala Phe Leu Thr Gin Ala Ala Arg Gly Leu Arg Thr Pro Leu Trp 

1170 1175 1180 

He Gly Leu Ala Gly Glu Glu Gly Ser Arg Arg Tyr Ser Trp Val Ser 
1185 1190 1195 1200 

Glu Glu Pro Leu Asn Tyr Val Gly Trp Gin Asp Gly Glu Pro Gin Gin 

1205 1210 1215 

Pro Gly Gly Cys Thr Tyr Val Asp val Asp Gly Ala Trp Arg Thr Thr 
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1220 1225 1230 

Ser Cys Asp Thr Lys Leu Gin Gly Ala Val Cys Gly Val Ser Ser Gly 

1235 1240 1245 

Pro Pro Pro Pro Arg Arg He Ser Tyr His Gly Ser Cys Pro Gin Gly 

1250 1255 1260 

Leu Ala Asp Ser Ala Trp He Pro Phe Arg Glu His Cys Tyr Ser Phe 
1265 1270 1275 12B0 

His Met Glu Leu Leu Leu Gly His Lys Glu Ala Arg Gin Arg Cys Gin 

1285 1290 1295 

Arg Ala Gly Gly Ala Val Leu Ser He Leu Asp Glu Met Glu Asn Val 

1300 1305 1310 

Phe Val Trp Glu His Leu Gin Ser Tyr Glu Gly Gin Ser Arg Gly Ala 

1315 1320 1325 

Trp Leu Gly Met Asn Phe Asn Pro Lys Gly Gly Thr Leu Val Trp Gin 

1330 1335 1340 

Asp Asn Thr Ala Val Asn Tyr Ser Asn Trp Gly Pro Pro Gly Leu Gly 
1345 1350 1355 1360 

Pro Ser Met Leu Ser His Asn Ser Cys Tyr Trp He Gin Ser Asn Ser 

1365 1370 1375 

Gly Leu Trp Arg Pro Gly Ala Cys Thr Asn He Thr Met Gly Val Val 

1380 1385 1390 

cys Lys Leu Pro Arg Ala Glu Gin Ser Ser Phe Ser Pro Ser Ala Leu 

1395 1400 1405 

Pro Glu Asn Pro Ala Ala Leu Val Val Val Leu Met Ala Val Leu Leu 

1410 1415 1420 

Leu Leu Ala Leu Leu Thr Ala Ala Leu He Leu Tyr Arg Arg Arg Gin 
1425 1430 1435 1440 

Ser He Glu Arg Gly Ala Phe Glu Gly Ala Arg Tyr Ser Arg Ser Ser 

1445 1450 1455 

Ser Ser Pro Thr Glu Ala Thr Glu Lys Asn He Leu Val Ser Asp Met 

1460 1465 1470 

Glu Met Asn Glu Gin Gin Glu 
1475 

<210> 5831 
<211> 2216 
<212> DNA 

<213> Homo sapiens 
<400> 5831 

nntccccgtt tattcatctt tggttcgtat ttctcgatct tacaagttcg taggtttgag 
60 

aaagaacagg aaaaggtgtc ttctcacaaa taacatgtgc tggagatgac aacttattga 
120 

actcttaagt tctcagcact atgttatgca cttgacgggc attactttaa tcctccactg 
IBO 

tgagatactt gttattgcct cattttgtag acgagaaaac gggcatagag ggtgagacat 
240 

tggcccaggt tcattccgta agggttggag cctggaattc agatacagga ggaagttaac 
300 

atccctaata ggagggttct ggttactggt gccactgggc ttcttggcag agctgtacac 
360 

aaagaatttc agcagaataa ttggcatgca gttggctgtg gtttcagaag agcaagacca 
420 
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aaatttgaac aggttaatct gttggattct aatgcagttc atcacatcat tcatgatttt 



480 



cagccccatg ttatagtaca ttgtgcagca gagagaagac cagatgttgt agaaaatcag 



540 



ccagatgctg cctctcaact taatgtggat gcttctggga atttagcaaa ggaagcagct 



600 



gctgttggag catttctcat ctacattagc tcagattatg tatttgatgg aacaaatcca 



660 



ccttacagag aggaagacat accagctccc ctaaatttgt atggcaaaac aaaattagat 



720 



ggagaaaagg ctgtcctgga gaacaatcta ggagctgctg ttttgaggat tcctattctg 



760 



tatggggaag ttgaaaagct cgaagaaagt gctgtgactg ttatgtttga taaagtgcag 



840 



ttcagcaaca agtcagcaaa catggatcac tggcagcaga ggttccccac acatgtcaaa 



900 



gatgtggcca ctgtgtgccg gcagctagca gagaagagaa tgctggatcc atcaattaag 



960 



ggaacctttc actggtctgg caatgaacag atgactaagt atgaaatggc atgtgcaatt 



1020 



gcagatgcct tcaacctccc cagcagtcac ttaagaccta ttactgacag ccctgtccta 



1080 



ggagcacaac gtccgagaaa tgctcagctt gactgctcca aattggagac cttgggcatt 



1140 



ggccaacgaa caccatttcg aattggaatc aaagaatcac tttggccttt cctcattgac 



1200 



aagagatgga gacaaacggt ctttcattag tttatttgtg ttgggttctt tttttttttt 



1260 



aaatgaaaag tatagtatgt ggcacttttt aaagaacaaa ggaaatagtt ttgtatgagt 



1320 



actttaattg tgactcttag gatctttcag gtaaatgatg ctcttgcact agtgaaattg 



1380 



tctaaagaaa ctaaagggca gtcatgccct gtttgcagta atttttcttt ttatcatttt 



1440 



gtttgtcctg gctaaacttg gagtttgagt atagtaaatt atgatcctta aatatttgag 



1500 



agtcaggatg aagcagatct gctgtagact tttcagatga aattgttcat tctcgtaacc 



1560 



tccatatttt caggattttt gaagctgttg accttttcat gttgattatt ttaaattgtg 



1620 



tgaaatagta taaaaatcat tggtgttcat tatttgcttt gcctgagctc agatcaaaat 



1680 



gtttgaagaa aggaacttta tttttgcaag ttacgtacag tttttatgct tgagatattt 



1740 



caacatgtta tgtatattgg aacttctaca gcttgatgcc tcctgctttt atagcagttt 



1800 



atggggagca cttgaaagag cgtgtgtaca tgtatttttt ttctaggcaa acattgaatg 



1860 



caaacgtgta tttttttaat ataaatatat aactgtcctt ttcatcccat gttgccgcta 



1920 



agtgatattt catatgtgtg gttatactca taataatggg ccttgtaagt cttttcacca 



1980 



ttcatgaata ataataaata tgtactgctg gcatgtaatg cttagttttc ttgtatttac 
2040 
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ttcttttttt aaatgtaagg accaaacttc taaactaatt gttcttttgt tgctttaatt 

2100 

tttaaaaatt acattcttct gatgtaacat gtgatacata caaaagaata tagtttaata 
2160 

tgtattgaaa taaaacacaa taaaattaac acttgaaaaa aaaaaaaaaa aaaaaa 
2216 

<210> 5832 

<211> 322 

<212> FRT 

<2I3> Homo sapiens 

<400> 5832 

Gly Leu Glu Pro Gly lie Gin lie Gin Glu Glu Val Asn He Pro Asn 

X 5 10 15 

Arg Arg Val Leu Val Thr Gly Ala Thr Gly Leu Leu Gly Arg Ala Val 

20 25 30 

His Lys Glu Phe Gin Gin Asn Asn Trp His Ala Val Gly Cys Gly Phe 

35 40 45 

Arg Arg Ala Arg Pro Lys Phe Glu Gin Val Asn Leu Leu Asp Ser Asn 

50 55 60 

Ala Val His His lie He His Asp Phe Gin Pro His Val He Val His 
65 70 75 80 

Cys Ala Ala Glu Arg Arg Pro Asp Val Val Glu Asn Gin Pro Asp Ala 

85 90 95 

Ala ser Gin Leu Asn Val Asp Ala Ser Gly Asn Leu Ala Lys Glu Ala 

100 105 110 

Ala Ala Val Gly Ala Phe Leu He Tyr He Ser Ser Asp Tyr Val Phe 

lis 120 12S 

Asp Gly Thr Asn Pro Pro Tyr Arg Glu Glu Asp He Pro Ala Pro Leu 

130 135 140 

Asn Leu Tyr Gly Lys Thr Lys Leu Asp Gly Glu Lys Ala Val Leu Glu 
145 150 155 160 

Asn Asn Leu Gly Ala Ala Val Leu Arg He Pro He Leu Tyr Gly Glu 

165 170 175 

Val Glu Lys Leu Glu Glu Ser Ala Val Thr Val Met Phe Asp Lys Val 

180 185 190 

Gin Phe Ser Asn Lys Ser Ala Asn Met Asp His Trp Gin Gin Arg Phe 

195 200 205 

Pro Thr His Val Lys Asp Val Ala Thr Val Cys Arg Qln Leu Ala Glu 

210 215 220 

Lys Arg Met Leu Asp Pro Ser He Lys Gly Thr Phe His Trp Ser Gly 
225 230 235 240 

Asn Glu Gin Met Thr Lys Tyr Glu Met Ala Cys Ala He Ala Asp Ala 

245 250 255 

Phe Asn Leu Pro Ser Ser His Leu Arg Pro He Thr Asp Ser Pro Val 

260 265 270 

Leu Gly Ala Gin Arg Pro Arg Asn Ala Gin Leu Asp Cys Ser Lys Leu 

275 280 285 

Qlu Thr Leu Gly He Gly Gin Arg Thr Pro Phe Arg He Gly He Lys 

290 295 300 

Glu Ser Leu Trp Pro Phe Leu He Asp Lys Arg Trp Arg Gin Thr Val 
305 310 315 320 

Phe His 
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<210> 5833 

<211> 805 

<212> DNA 

<213> Homo sapiens 



<400> 5833 

aagcttgcag cagcacaggg 
60 

gaaacatgtc caaaaggaga 
120 

cctaaacctg tgctccagga 
180 

ttcagtggtg tggctcgaag 
240 

cttgagttct tacgaagggt 
300 

gtcccccaca tggcatactg 
360 

gaatatctag aggaggtacc 
420 

gtgctgaaat ctgcaacact 
480 

ttcgaagcca ctcctattgt 
540 

cagctcgtaa aaggaatgaa 
600 

caggaaacgg gagagcacgt 
660 

gatgacttaa aagaaaggtt 

720 

ttcagagaaa caatcacaaa 

780 

cagcaaaaag ttgcagtcat 
805 



acaggcaccc tcggagccca 
cgagccaaga ggtgacgagc 
agaaaacaac caagagtctt 
aggaaagaaa atttttgtct 
accattaggc ttctcagctc 
tgctctggaa aacctgtatc 
tccaggaaat gtgctaggaa 
gtgtagcctg ccatcctgcc 
gagagtCgct gttgaaccaa 
actgttaaac caggctgatc 
tttagtcaca gcaggagaag 
tgcaaagatt catatcagtg 
acccccaaaa gttgacatgg 
acacc 



cccaagatgg gagtgccatt 
aacaggtgga aagtatgacc 
ttattgcatt tgctcgggtg 
tggggcccaa atacagtcct 
caccagatgg cctcccccaa 
ttccgatggg aagggaactg 
taggaggcct tcaagatttt 
caccatttat accactcaac 
aacatccaag tgaaatgcct 
cctgtgtcca gattttaatt 
tccaccttca gcgatgcctg 
tatctgaacc tattattcca 
tcaatgaaga aataggcaaa 



<210> 5834 
<211> 268 
<212> PRT 

<213> Homo sapiens 
<400> 5834 

hys Leu Ala Ala Ala Gin Gly Gin Ala Pro Leu Glu Pro Thr Gin Asp 

1 5 10 15 

Gly Ser Ala lie Glu Thr Cys Pro Lys Gly Asp Glu Pro Arg Gly Asp 

20 25 30 

Glu Gin Gin Val Glu Ser Met Thr Pro Lys Pro Val Leu Gin Glu Glu 

35 40 45 

Asn Asn Gin Glu Ser Phe lie Ala Phe Ala Arg Val Phe Ser Gly Val 

50 55 60 

Ala Arg Arg Gly Lys Lys lie Phe Val Leu Gly Pro Lys Tyr Ser Pro 
65 70 75 80 

Leu Glu Phe Leu Arg Arg Val Pro Leu Gly Phe Ser Ala Pro Pro Asp 
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85 














95 




Gly Leu 


Pro 


Gin 


Val 


Pro His Met Ala 


Tyr 


Cys 


Ala 


Leu 


Glu 


Asn 






100 




105 










110 






Tyr Leu 


Leu 


Met 


Gly Arg Glu Leu Glu 


Tyr 


Leu 


Glu 


Glu 


Val 


Pro 




115 






120 








125 








Gly Asn 


Val 


Leu 


Gly 


He Gly Gly I^eu 


Gin 


Asp 


Phe 


Val 


Leu 


Lys 




130 








135 






140 










Ala Thr 


Leu 


Cys 


Ser 


Leu Pro Ser Cys 


Pro 


Pro 


Phe 


He 


Pro 


Leu 




145 








150 




155 










X V W 


Phe Glu 


Ala 


Thr 


Pro 


He Val Arg Val 


Ala 


val 


Glu 


Pro 


Lys 


His 


Pro 








165 




170 










175 




Ser Glu 


Met 


Pro 


Gin 


Leu Val Lys Gly 


Met 


Lys 


Leu 


Leu 


Asn 


Gin 


Ala 






180 




185 










190 






Asp Pro 


Cys 


Val 


Gin 


He Leu He Gin 


Glu 


Thr Gly Glu His Val 


Leu 


195 






200 








205 








Val Thr 


Ala Gly 


Glu 


Val His Leu Gin 


Arg 


Cys 


Leu Asp Asp l*eu 


Lys 


210 








215 






220 










Glu Arg 


Phe 


Ala 


Lys 


He His He Ser 


Val 


Ser 


Glu 


Pro 


He 


He 


Pro 


225 








230 




235 










240 


Phe Arg 


Glu 


Thr 


He 


Thr Lys Pro Pro 


Lys 


Val 


Asp 


Met 


Val 


Asn 


Glu 








245 




250 










255 




Glu He 


Gly 


Lys 


Gin 


Gin Lys Val Ala 


Val 


He 


His 











260 265 



<210> 5835 

c211> 420 

<212> DNA 

<213> Homo sapiens 

<400> 5835 

nngctggagc agcgctgggg tttcggcctg 
60 

ttcaaagaaa aagatggcaa agcatttcat 
120 

gcactgcata agcaagttct tatgggccca 
180 

ttctttgatg tgttggggaa tgacaggagg 
240 

aaagaggatg ccatggtgga gtttgtcaag 
300 

acatatgttg cgtcccacaa aatagagaag 
360 

gaggagcgaa ggcggcgtga agaggaagaa 
420 



gaggagttgt acggcctggc actgcgcttc 
ccaacttatg aagaaaaatt gaagcttgtg 
tataatccag acacttgtcc tgaggttgga 
agagaatggg cagccctggg aaacatgtct 
ctcttaaata ggtgttgcca tctcttttca 
gaagagcaag acaaaaaaag gaaggaggaa 
agagaacgtc tgcaaaagga ggaagagaaa 



c210> 5836 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 5836 

Xaa Leu Glu Gin Arg Trp Gly Phe Gly Leu Glu Glu Leu Tyr Gly Leu 

15 10 15 

Ala Leu Arg Phe Phe Lys Glu Lys Asp Gly Lys Ala Phe His Pro Thr 
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25 30 




Tyr Giu 


ulU 


T 4/a T.aii T.xrc T^ll Val 
uys JU6U wye 1**5** v«a 


Ala Leu His Lys Gin Val Leu 


Met 


35 


40 


45 




Gly Pro 


Tyr 


Asn Pro Asp Thr Cys 


Pro Glu Val Gly Phe Phe Asp Val 


50 




55 


60 




Leu Gly 


Asn 


Asp Arg Arg Arg Glu 


Trp Ala Ala Leu Gly Asn Met 


Ser 


65 




70 


75 


80 


Lys Glu 


Asp 


Ala Met Val Glu Phe 


Val Lys Leu Leu Asn Arg Cys 


Cys 


85 


90 95 




His Leu 


Phe 


Ser Thr Tyr Val Ala 


Ser His Lys lie Glu Lys Glu 


Glu 






100 


105 110 




Gin Asp 


Lys 


Lys Arg Lys Glu Glu 


Glu Glu Arg Arg Arg Arg Glu 


Glu 




115 


120 


125 




Glu Glu 


Arg 


Glu Arg Leu Gin Lys 


Glu Glu Glu Lys 




130 




135 


140 





<210> 5837 

<211> 582 

<212> DNA 

<213> Homo sapiens 

<400> 5837 

nnccgtcttt caccatttct accccacgac cacctcggct tggctgtctt ctccatgctg 
60 

tgttgtttct ggcccgttgg catcgctgcc ttctgtctag cccagaagac caacaaggct 
120 

tgggccaagg gggacatcca gggggcaggg gccgcctccc gccgtgcctt cctgctgggg 
IBO 

gtcctcgccg tcgggctggg cgtgtgcacg tatgcggctg ccctggtgac cctggccgcc 
240 

taccttgcct cccgagaccc gccctagttg cccctacagc cctcactgtg aaccctgagg 
300 

ccggcagccc agcaaatctg tgggcagaga gtggagaatc ttggtggatg aggctgcggc 
360 

ggcggcagga gcatctagaa acgggagcga gctggactgg aacccttccc cttcctggcc 
420 

accgctcttc gggcggcagc aacctgagat taaacaccag acacccttgg cctgggctca 
460 

cgaggaaggg gctgcagttc tccaaggatt cccgcctgct cccagatccc cgggagtcgt 
540 

aggaacccgt tcctggacgc tgacgtcggc tttcagggat cc 
582 

<210> 5838 
<211> 88 
<212> PRT 

<213> Homo sapiens 
<400> 5838 

Xaa Arg Leu Ser Pro Phe Leu Pro His Asp His Leu Gly Leu Ala Val 

1 5 10 15 

Phe Ser Met Leu Cys Cys Phe Trp Pro Val Gly lie Ala Ala Phe Cys 

20 25 30 

Leu Ala Gin Lys Thr Asn Lys Ala Trp Ala Lys Gly Asp He Gin Gly 
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35 40 45 

Ala Gly Ala Ala Ser Arg Arg Ala Phe Leu Leu Gly Val Leu Ala Val 

50 55 60 

Gly Leu Gly Val Cys Thr Tyr Ala Ala Ala Leu Val Thr Leu Ala Ala 
65 70 75 80 

Tyr Leu Ala Ser Arg Asp Pro Pro 

85 

<210> 5839 
<211> 1895 
<212> DNA 

<213> Homo sapiens 
<400> 5839 

tttttttttt tttaacaata aaatagctct ttgtttattc actttgattt ggatcattgg 
60 

aaatattaaa caataaataa aacagagcgg gggctgagga aagcaggatc ttgctgaagt 
120 

cattcgaacg catcccaacc agtgctcagc tgcgtaacga catggagaga ggcagggggg 
180 

aatagaaagc aaatttaaaa acaccaacac ccaaacacac aagactgcac acaagaaaaa 
240 

gtgctcaaga aactttggct ttgaagggaa ttcagtgaag ggaagcgatt gtgcaggagg 
300 

aagggaagaa acccacgatc accctaaggg gcggggggct ggagggcgag gccctgagac 
360 

aggctagggt taaagctgac gtcccacagc tcaggacgta caaccgatgg cagttttgta 
420 

ctaggaagaa gctgagtgat gaggctgggt gatgggatcg cttgacgggc tgggagggag 
480 

gacaggaggt gtaaaggtgg ctcaccttcc cctaggaaat tcagtgctct tttggtaaga 
540 

aaaaatagtc ggtaatgccc tgatcctgac aagctgtgag atgctgtctt gcctgtctct 
600 

gccttttctt ctaagttttc ctccttttct ttgcacaggt gtcaggtagc accccagggg 
660 

tgcaggagct ggtgttttca tgacaaacaa aaatggggag gttgactcta tctcaaaact 

720 

agctagccca gtccacaggg caggataatc ctgatggcgt gtagccacat ttgctgcaaa 
780 

ccagatgtct gcgatggata taatgatacc cccggggctc ttctcagggg tgaggacagg 
840 

tgctggttcc tgatggtgca tggctggtgt ccagtcatct ttagctgggc agtggcccct 
900 

cgaggctcgg gcttccctgc acaaggtatt tttgatcctt gccagcggag ggagagagag 
960 

ttatcttggt ttccttttca cttgttttcg ggctgcttca aagcaaacat cccagttcca 
1020 

aatgttcttt gtggtttgaa tcctggcaga ggccagggtc acatccaagt gggactggcc 
1080 

tctagcacca ccttctggcc acagcagaga atgggattcc atcaaagcct ctcaaccagc 
1140 

cgtttcccta aagaatcacc cagatcttaa ctgccctctc caccttcttt ttttttcccc 
1200 
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tcctatttta cattctattt tctcatatcc agcttttctc tctaagccta accaaatgct 
1260 

ttggtgaatg atgcttggaa aagctggagt tttaaaaggc attcatccat ttatgaactt 
1320 

tcttccagcc caggatccct gcagagaacc agaggttaca aatctgccct cctttctccc 
1380 

ctaaaaggtg gctgagggga ggagaggtgc atgtagctcc agctatagca aatcagtgcc 
1440 

ctgactcact ggggagaccc agggggttgg gatgttgctg acacctcatg ggccacctca 
1500 

tcagcccatc tttgtagctt caggttcagc tctgggtgct gcaggcaggg acccctctgc 
1560 

tccctgcctg aatgcagggc cagtctccaa ggaactctgt ctgcagagta gaaagagctg 
1620 

tgggctggga atcaggggcc tgagggagcc cctgccactg cctgcccaga accagtgctc 
1680 

ctcattctcc tgctgacagc atgcatgtgc cttttggcta acacacactc ttgtctaatt 
1740 

cccagccacG ttcaccccag ggatgagttc cagttggttt aagccagact ggtgcattta 
1800 

attctggctg caacaactgg attctgttaa gtgcccattg ctaagccaat gage tat ctg 
1860 

ctgggctgtg ggaaagagaa atgcagtctc ntata 
1895 

<210> 5840 
<211> 138 
<212> PRT 

<213> Homo sapiens 
c400> 5840 



Met 


Ala Cys 


Ser His lie Cys 


Cys Lys 


Pro Asp Val 


Cys 


Asp 


Gly 


Tyr 


1 


5 




10 






15 




Asn 


Asp Thr 


Pro Gly Ala Leu 


Leu Arg 


Gly Glu Asp 


Arg 


Cys 


Trp 


Phe 




20 


25 






30 






Leu 


Met Val 


His Gly Trp Cys 


Pro Val 


lie Phe Ser 


Trp 


Ala 


Val 


Ala 




35 




40 




45 








Pro 


Arg Gly 


Ser Gly Phe Pro 


Ala Gin 


Gly He Phe 


Asp 


Pro 


Cys 


Gin 




50 


55 




60 










Arg 


Arg Glu 


Arg Glu Leu Ser 


Trp Phe 


Pro Phe His 


Leu 


Phe 


Ser 


Gly 


65 


70 




75 








80 


Cys 


Phe Lys 


Ala Asn lie Pro 


Val Pro 


Asn Val Leu 


Cys 


Gly 


Leu 


Asn 


85 




90 






95 




Pro 


Gly Arg 


Gly Gin Gly His 


lie Gin 


Val Gly Leu 


Ala 


Ser 


Ser 


Thr 




too 


105 






110 






Thr 


Phe Tip 


Pro Gin Gin Arg 


Met Gly 


Phe His Gin 


Ser 


Leu 


Ser 


Thr 




115 




120 




125 








Ser 


Arg Phe 


Pro Lys Glu Ser 


Pro Arg 


Ser 












130 


135 















<210> 5841 

<211> 3411 

<212> DNA 

<213> Homo sapiens 
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<400> 5841 

ngggccttct ggtggacctc cactcccacg cggggcgggg tgcaggtggc gaagtggaaa 
60 

tggaggcggg agatggaacg cccccaccct ccctcgacac tttggggcca tgaaaaccca 
120 

ttctcggacc ttcccagcgg caccctcaat tttcacccgg tgtggacatc tcgaacttgc 
180 

tcccgcccac ccttctgtct ccctcaaata gtacagctta aagcaataaa tgtagatctt 
240 

caaagtgatg ctgctctgca ggtggacatt tctgatgctc ttagtgagcg ggataaagta 
300 

aaattcactg ttcacacaaa gagttcattg ccaaatttca aacaaaacga gttttcagtt 
360 

gttcggcaac atgaggaatt tatctggctt catgattcct ttgttgaaaa tgaagactat 
420 

gcaggttata tcattccacc agcaccacca agacctgatt ttgatgcttc aagggaaaaa 
480 

ctacagaagc ttggtgaagg agaagggtca atgacgaagg aagaattcac aaagatgaaa 
540 

caggaactgg aagctgaata tttggcaata ttcaagaaga cagttgcgat gcatgaagtg 
600 

ttcctgtgtc gtgtggcagc acatcctatt ttgagaagag atttaaattt ccatgtcttc 
660 

ttggaatata atcaagattt gagtgtgcga ggaaaaaata aaaaagagaa acttgaagac 
720 

ttctttaaaa acatggttaa atcagcagat ggagtaatcg tttcaggagt aaaggatgta 
780 

gatgatttct ttgagcacga acgaacattt cttttggaat atcataaccg agttaaggat 
840 

gcatctgcta aatctgatag aatgacaaga tcccacaaaa gtgctgcaga tgatCacaat 
900 

agaattggtt cttcattata tgctttagga actcaggatt ctacagatat atgcaagttt 
960 

tttctcaaag tttcagaact gttcgataaa acaagaaaaa tagaagcacg agtgtctgct 
1020 

gatgaagacc tcaaactttc tgatctttta aaatattacC taagagaatc tcaagctgct 
1080 

aaggatctcc tgtatcgaag gtctaggtca ctagtggatt atgaaaatgc taataaagca 
1140 

ctggataaag caagagcaaa aaataaagat gttctacagg ccgaaacttc ccaacaatta 
1200 

tgttgtcaga aatttgaaaa aatatctgag tctgcaaaac aagaacttat agattttaag 
1260 

acaagaagag ttgctgcatt cagaaaaaat ttagtggaac tggcagagtt agaactgaag 
1320 

catgcaaagg gtaatctaca gttgctgcag aactgcctgg cagtgttaaa tggagacaca 
1380 

taagccacac tccgccttcc tgttaaaaag ggctgccttc cttcaaattt tatttttgtt 
1440 

ttcttaatga tgtCaagcat ttatgctcac tggaaacaaa caaaaagcag ctgaaaaagt 
1500 

gcatcaactc ctctttttct gagaaacatg gagcagcgca cgcccaggcg atgccagtct 
1560 



5007 



wo 00/58473 



PCT/USOO/08621 



gtgtgccgtg atgccgcact gtgttcccca 
1620 

tactcagaag tccaaagttc attcttcttt 
1680 

taaatagtat tccttatggc tgccactctt 

1740 

ccttttcaga atgcattgtt gaaacaagat 

leoo 

ttgtttttaa aagcatatac caccttagtt 
1860 

cagacttatt tttaattact gaatatttct 
1920 

tttataagta tgattcctga agaaaagcaa 
1980 

gactaaacca agtattgtaa aataaacagc 
2040 

cattgtatca ctctggaaaa tgtggagtag 
2100 

tacagtgcag gtcttagttt ttcttttttc 
2160 

agtccaccaa tccctttaca aaagaacgaa 
2220 

ggaatcggac agaggcaggt tagtgacagt 
2280 

ctgttgtggt ttcccggatt ccgcgcctag 
2340 

ttgagccact tagtagttat gcgagtggat 
2400 

tgtaaagaac aacacttgtt tgtctgtggg 
2460 

ttggcataca aataggatac tatcgccagt 
2S20 

agtgtgaatg aacattagac acattattgt 
2580 

ttggattttt ccactatctt tttctaattt 
2640 

gcctgtcacc ccttggatgg gttcctagtt 
2700 

cccgttcttg gtctaatccc cagtcgtgat 
2760 

ttgcctcatt catgagctgg tcagcgtttc 
2820 

gtttgaactg ttgagtttcc gttgctggct 
2880 

ctggtaaaaa taagcccatg tgatgtccac 
2940 

gcttctggat ccaggtctag gcccttcatc 
3000 

tgacctctgc ctcagttctc gactctaaag 
3060 

tgaggactaa taaatgttgg tactctgctt 
3120 

agaaatacta agcatagggc cagaagctat 
3180 



tgacagtggt ccatcaCcgt gcactcgtca 
aaagtagcct ctataactct gtttattcta 
atttaccttt aaataatttc tgaaatttaa 
aaagattgcc ttttttgaat tttttaaatt 
cattcatgta tcctggtaaa gcatcttaat 
tagacgtttt gggacagatc ttatgtaatc 
atgcattagt atgtttgcct taaacttgta 
gataacagtg atagttttta actctatggt 
ctgtaataaa tctactcctg tattatgctt 
tcatttcttt tgaaatggca tctcgaacaa 
ctgctcctct gtgtgtactt catagaaggt 
tattcctgaa atacaggagc agagtacagt 
ctcagccaat taagcatgag acataggcca 
agattggtat gtagagggaa agaggtctgc 
gaaagaaaag cagaatactt gagatgaaag 
agttatatta caaacatcat cggcctttct 
cattcctagt ttaaagttaa ggttgcgtgg 
ctctaccatt tggagaccgt aggcatttgg 
tgtttacatt ttcctgaacc ctcctgagcg 
gattccacac ttcctcagcc gcatgttgtc 
gtctctttaa ctgacatgtt ccccagtgct 
gagtgcgttt tgtccttcac gtaaccttcg 
cagtggatga atgctggacc gagagcccta 
tgctgctctg tggcccaggg caggtttgct 
gacatactga cctacctcac aggggtgttg 
tggaaatgtg aaaatgctgt gtaaatgtta 
acagtgtttc acttaaccgt ttgccattct 
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gtatttacca aggtggtctt ttctggggaa 
3240 

ccctggtcta cattattagg gtgcCtattg 
3300 

atgaaagcag ccgtccagtg gtcctccctt 
3360 

tacagcagtc acctgaaatc tgaaaatact 
3411 



ggaagtagag tggaaggtgc atcccttggc 
taggaatgca ctctaaaaag tgggcgtaga 
ttctgtagtt tcacttttct tgcttcaagt 
aaatgaaaaa ctccagaaac a 



<210> S842 

<211> 460 

<212> PRT 

<213> Homo sapiens 



<400> 5842 
Xaa Ala Phe 
1 

Ala Lys Trp 

Thr Leu Trp 
35 

Leu Asn Phe 
50 

Phe Cys Leu 
65 

Gin Ser Asp 

Arg Asp Lys 

Phe Lys Gin 
115 

Trp Leu His 

130 
lie Pro Pro 
145 

Leu Gin Lys 

Thr Lys Met 

Lys Thr Val 
195 

Pro lie Leu 

210 
Gin Asp Leu 
225 

Phe Phe Lys 

Val Lys Asp 

Glu Tyr His 
275 

Thr Arg Ser 

290 
Ser Leu Tyr 



Trp Trp Thr 
5 

Lys Trp Arg 

20 

Gly His Glu 

His Pro Val 

Ser Gin lie 
70 

Ala Ala Leu 
85 

Val Lys Phe 
100 

Asn Glu Phe 

Asp Ser Phe 

Ala Pro Pro 
150 

Leu Gly Glu 

165 
Lys Gin Glu 
180 

Ala Met His 

Arg Arg Asp 

Ser Val Arg 
230 

Asn Met Val 

245 
Val Asp Asp 

260 

Asn Arg Val 
His Lys Ser 
Ala Leu Gly 



Ser Thr 

Arg Glu 

Asn Pro 

40 
Trp Thr 
55 

Val Gin 

Gin Val 

Thr Val 

Ser Val 
120 
Val Glu 
135 

Arg Pro 

Gly Glu 

Leu Glu 

Glu Val 
200 
Leu hsn 

215 

Gly Lys 

Lys Ser 

Phe Phe 

Lys Asp 
280 
Ala Ala 
295 

Thr Gin 



Pro Thr 

10 
Met Glu 
25 

Phe Ser 

Ser Arg 

Leu Lys 

Asp lie 

90 
His Thr 
105 

Val Arg 

Asn Glu 

Asp Phe 

Gly Ser 
170 
Ala Glu 
185 

Phe Leu 

Phe His 

Asn Lys 

Ala Asp 
250 
Glu His 

265 

Ala Ser 
Asp Asp 
Asp Ser 



Arg Gly 

Arg Pro 

Asp Leu 

Thr Cys 

60 
Ala lie 
75 

Ser Asp 

Lys Ser 

Gin His 

Asp Tyr 
140 
Asp Ala 
155 

Met Thr 

Tyr Leu 

Cys Arg 

Val Phe 
220 
Lys Glu 
235 

Gly Val 

Glu Arg 

Ala Lys 

Tyr Asn 
300 
Thr Asp 



Gly Val Gin Val 
15 

His Pro Pro Ser 
30 

Pro Ser Gly Thr 
45 

Ser Arg Pro Pro 

Asn Val Asp Leu 
80 

Ala Leu Ser Glu 
95 

Ser Leu Pro Asn 
110 

Glu Glu Phe He 
125 

Ala Gly Tyr He 

Ser Arg Glu Lys 
160 

Lys Glu Glu Phe 

175 

Ala He Phe Lys 

190 

Val Ala Ala His 
205 

Leu Glu Tyr Asn 



Lys Leu 
He Val 
Thr Phe 

270 
Ser Asp 
285 

Arg He 



Glu Asp 
240 
Ser Gly 
255 

Leu Leu 
Arg Met 
Gly Ser 



He Cys Lys Phe 
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305 






310 








315 






He Glu 


320 


Phe 


Leu 


Lys VaX 


Ser Glu Leu 


Phe Asp Lys 


Thr Arg Lys 


_ ^ 

Ala 




325 






330 








335 


Tyr 


Arg 


Val 


Ser Ala 


Asp Glu Asp 


Leu 


Lys 


Leu 


Ser Asp 


Leu 


Leu Lys 




340 






345 










350 


Ser 


Tyr Leu Arg Glu 


Ser Gin Ala 


Ala 


Lys Asp 


Leu 


I^eu 


Tyr 


Arg Arg 






355 




360 










365 




Ala 


Arg 


Ser 


Leu Val 


Asp Tyr Glu 


Asn 


Ala 


Asn 


Lys 


Ala 


Leu 


Asp Lys 


370 




375 










380 




Gin Gin 




Arg 
385 


Ala 


Lys Asn 


Lys Asp Val 
390 


Leu 


Gin 


Ala 


Glu 
395 


Thr 


Ser 


Leu 
400 


Cys 


Cys 


Gin Lys 


Phe Glu Lys 


He 


Ser 


Glu 


Ser 


Ala 


Lys 


Gin Glu 


Leu 




405 






410 








415 


Val 


lie 


Asp 


Phe Lys 


Thr Arg Arg 


val 


Ala 


Ala 


Phe 


Arg 


Lys 


Asn Leu 




420 






425 










430 


Leu 


Glu 


Leu 


Ala Glu 


Leu Glu Leu 


Lys 


His 


Ala 


Lys 


Gly 


Asn 


Leu Gin 




435 




440 










445 






Leu 


Gin 


Asn Cys 


Leu Ala Val 


Leu 


Asn 


Gly Asp 


Thr 










450 


455 










460 









<210> 5843 
<211> 6446 
<212> DNA 

<213> Homo sapiens 



<400> 5843 

ncgtacgccg ccaatgtcta cacctcagtg gtggaagagc tggcccgcgg ccagcagcgc 
60 

cggttcatcg ctgtggagca ggagtttttc cggctgtggt gggatggcgt cgcctcggac 

120 

cagcagaaat accaggtccg ccagctcctg gaggaaggac gcctggaatt tgtcatcgga 
180 

ggccaggtca tgcatgacga ggctgtgacg caccttgatg accagatcct gcagctcaca 
240 

gaaggacacg ggtttctcta tgaaacattt gggatccggc cacagttctc ctggcacgtt 
300 

gacccgtttg gcgcctctgc cacgacgccc accctatttg cgctggcggg cttcaatgcc 
360 

cacctcggct cccggatcga ctacgacctg aaggcagcca tgcaggaggc ccgggggctg 
420 

cagttcgtgt ggcgagggtc cccatccctc tcagagcggc aggaaatctt cacgcacatc 
480 

atggaccagt acagctactg caccccgtcc cacatccctt tctccaacag gtcaggattt 
540 

tactggaatg gcgtggctgt cttccccaag cctcccccag atggggtgta ccccaacatg 
600 

agtgagcctg tcaccccagc caacatcaac ctctatgccg aggccctggt ggccaacgtg 
660 

aagcagaggg ccgcctggtt ccggacaccg cacgtcctct ggccccgggg atgtgacaag 
720 

cagttcttca atgcctcggt gcagtttgcc aacatggacc cgctgctgga ccacatcaac 
780 

agccatgctg ccgagctcgg tgtctcggtg cagtatgcca cgctgggcga ctacttccgt 
840 
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gccctgcacg ctctcaatgt cacctggcgt gtccgcgacc accacgactt cctgccctat 
900 

tccacagaac cattccaggc ctggacgggc ttctacacgt cccgcagctc actgaagggg 
960 

ctggcccggc gagccagcgc cttgttgtat gccggggagt ccatgttcac acgctacctg 
1020 

cggccggccc cccgtgggca tctggacccc acctgggccc tgcagcagct ccagcagctt 
1080 

cgctgggccg tctccgaggt ccagcaccat gatgccatca ctgggactga gtcccccaag 
1140 

gtgagagaca tgtacgcaac gcacctggcc tcggggatgc tgggcgtgcg caagctgatg 
1200 

gcctccatcg tcctagatga gctccagccc caggcaccca tggcggccag ctccgatgca 
1260 

ggacctgcag gacattttgc ctcggtctac aacccgctgg cctggacggt caccaccatc 
1320 

gtcaccctga ctgttggttt ccctggagtc cgcgtcacag atgaggcggg ccacccagtg 
1380 

ccctcgcaga tccagaactc aacagagacc ccatctgcgt atgacctgct tattctgacc 
1440 

acaatcccag gcctcagtta ccggcactac agcatcagac ccactgcagg ggcccaagag 
1500 

ggcacccagg agccggctgc cactgtggcg agcacccctc aatttggccg caggctgagg 
1560 

agacgcacca gccatgcggg caggtacttg gtgcctgtgg caaacgactg ctacattgtg 
1620 

ctgctcgacc aggataccaa cctgatgcac agcatctggg agagacagag taaccgaacg 
1680 

gtgcgcgtga cccaggaatt cccggagtac cacgtcaaca gggatgtgaa acagggcccc 

1740 

atttccgata actacctgtt cacaccgggc aaggccgcgg tgcctgcgtg ggaagctgtg 
1800 

gaaatggaga ttgtggcggg acagcttgtg actgagatcc ggcagtactt ctacaggaac 
1860 

atgacagcac agaattacac gtatgcaatc cgctcccggc tcacccatgt gccgcagggc 
1920 

catgacgggg agctgctctg ccaccggata gagcaggagt accaagccgg ccccctggag 
1980 

ctgaaccgtg aggctgtcct gaggaccagc accaacctaa acagccagca ggtcatctac 
2040 

tcagacaaca acggctacca gatgcagcgg aggccctacg cttcctatgt gaacaacagc 
2100 

atcgcccgga attactaccc catggttcag tcggccttca tggaggatgg caaaagcagg 
2160 

cttgtgttgc tgtcggagcg ggcacatggc atctccagcc aagggaatgg gcaggtggag 
2220 

gtcatgctcc accggcggct gtggaacaac ttcgactggg acctgggcta caacctcacg 
2280 

ctgaacgaca cctcagtcgt ccacccagtg ctctggcttc tgctgggatc ctggtccctc 
2340 

accactgccc tgcgccagag gagcgcactg gcgctgcagc acaggcccgt ggtgctgttc 
2400 

ggagacctcg ctgggactgc gccgaagctc ccaggacccc agcagcaaga ggccgtgacg 
2460 
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ctgcccccga atcttcacct gcagatcctg 
2520 

cacacggagc actctcagaa tctccggaaa 
2580 

cgccgtgtcc tgctgcggct ctaccacctg 
2640 

cagccagtaa cagtgaatct ggaggtgaac 
2700 

ggaagcaaac cctagatgaa gccccaagaa 
2760 

tcctcccaaa cggacgctgg tatgggcccc 
2820 

tgtcaggtat tacaactggc ctggtttttt 
2880 

ctcactctgt tgcccagtct ggggtgcagt 

2940 

ctccctggct caagtgatcc tcccacctca 
3000 

cgccaccacg atggctaagt ttttttttcc 
3060 

ccccaggctg gagtgcaatg gtgcgctctc 
3120 

aagtgattct cctgcctcag cctcccgagt 
3160 

ccggctaatt tttttgtact tttagtagag 
3240 

cacgaacccc tgacttcagg tgatccacct 
3300 

ggcgtgagcc accaagcctg gcctagtttt 
3360 

tgttgctcag gctggtctcg aacgtctggc 
3420 

aagtgctggg attacaggcg tgagtggcct 
3480 

aacttttaaa acacagacaa catctgtgta 
3540 

ttgctttgaa aggtgactta gagtcagaca 
3600 

ggggcatctc cggcacccca tgcctctggg 
3660 

aggtgagagt tctttgccca gaaggttgct 
3720 

agtgtcaggg cccccaggcc tcgtcccctt 
3780 

ctcagctcta ctatcaggcg aggcttccgc 
3840 

aggcatgacc tgagccgcct catttctttc 
3900 

gctcatggag aatttctgtg aatctctgtg 
3960 

gtctccaggg gaatccagag aagccccagt 
4020 

cccacctcct ctttcatgat cctcgccagg 
4080 



agcatccctg gctggcgcta cagctccaac 
ggccatcgag gggaagccca ggctgacctc 
tatgaagtgg gcgaggaccc agtcccgtct 
ttccccaccc ccacccagac cataagccag 
actgccttgg caaagagatc cacgagggct 
accccgccct tcttcatggt cttctgggtt 
agggtttttt gtgtatatgt gagacaggat 
ggcacaatct cagctcactg caacctctgc 
acctcccaag taactgggat cacaggggcg 
ttttttttga gaccgagttt cgctctcgtc 
agctggctgc aacctccatc tcccaggttc 
agctgggatt acaggcatgt gccaccacgc 
acagggtttc tccatgttgg tcaggctggt 
gcctcggcct cgcaaagtgc tgggattaca 
tttattttta gtagagacac ggtcttgctg 
ctcaagcaat ctgcctgtct tagcctcctg 
gtattttctt tcttatttat tctgtggtaa 
atccaaaaac aaaacagatt ccccatagag 
atccagggtc cacacccagg cccctctacg 
cctcagtttc cccccatgta aaatggggag 
gagaggccct ggcactaagg ggcctcgtgc 
ccaggttccc ctcttggctg atgttgccct 
cacctggcct gcccacgctc cctccccaga 
ccagtttgca ttctttctat ttcatttcct 
tttctgcctt gggcctcctt cgacatctga 
accttttcgc catgatgtct tactgggcca 
gaggatcctt tcctcacggt ccctggcctg 
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cctgagagca ggtctaggcc atggcgggta ccagtgccca gcacagggcc ggcctgccct 

4140 

gggaagcaag gaggccggcg tgggacctgg aagttggtca tctgatgctc ccccgtttca 
4200 

cagatggaag caccaaggcc ctgagacaag gagacggttg ggatggacac catgactcqc 
4260 

tgcccaacgt ggacggtggt ggggtggaaa gaccattgag ttaggaacgc agtgagtttg 
4320 

gctgcaagtc acaaaacacc taacagatgt gcttagaaca gaggacagag tgttttctca 
4380 

ccgaacaggc atgtccgatg gaccccaagc gctgtcaccg tgggcccgat cactgtcgtc 
4440 

ttcccgccat cgccggcaga ctggcttttg tcttttgccg tctgcttgtt tgcggtcaca 
4500 

agatggcaca ggcctccctc atgagcaaat ttcaaggcag ggtggggctc ggcagtagtg 
4560 

gccagaaagg ccttgcccta gcgtggctct ctccctccgt cagcacacag aagcttctcc 
4620 

aagagccacc cccacccctc ctgctccaca gacttttcca gacccctaag ggcctcctgc 
4680 

ctcccctagg cgtaagggag gctgggacaa ggcctattgg gaaaggggga tggggtaact 
4740 

gtggctggct tcctccctgg actgggcacg gggccacctg agcaatgtgg ggagaggaga 
4800 

actccgcggt ggggtgggca gctcaaaatg ccacacctcc cgggctgctc ctccagctcg 
4860 

gccacctggt aaagcatgca cctcccgctt cagtgtcctc atctgtaaag tacacggcca 
4920 

gtcctgtcct cgcagatgtg ctgtgagaag cagatgaggg agctgtgtca ggcaccaggg 
4980 

gaggacctgg gctcctgagg acaccgagtt cgtggtgtgt ctgccctgct gctgtcttgg 
5040 

ctctctgctc agctctggaa cttggtgcag ctcactctcc ctctgctcct ctccctgcag 
5100 

gctgtgctgc aggcgctggg gtccgtggtg gcagtggagg agcgctcgct cacagggacc 
5160 

tgggatttga gcatgctgca ccgctggagc cggaggacgg ggcctggccg ccacagaggt 
5220 

gacaccacct ctccctcgag gccaccagga ggccccatca tcaccatcca cccaaaggaa 

5280 

atccggacgt tctttattca ctttcaacag cagtgagccc tgggcagatg ccccgtcccc 
5340 

agggcttccc ccaggaactc catgtaacag aacagaccca ggacagggaa aagcagtgcg 
5400 

gagggatggg actggggagt cagctgctca tctgcaggct aatggcagga aatggtcata 
5460 

tttggggttt ttccctaatt tttttaaaca aaaattacat tacaagatcc aggttcttcc 
5520 

cccccacact caatcaagcc agccctctcc tcttctgtca cgtaaaggat atttggcaca 
5580 

ctcatgcgtc attcattcac aaaacacaaa cccaggactt tctgcctaag gcagagcaca 
5640 

agactcacag cagcaccgaa gcgcatctgc cgtccgggcc ctgccaggct tgccaggctg 
5700 
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ccagtggtaa ctgtggacct 
5760 

caacagccct gcaaggggct 
5820 

gcgagagttc cagccccaga 
5880 

aggcacagca gccgtcagag 
S940 

cagaactatt aatatcaata 
6000 

aacatccatc cacacaatac 
6060 

acggtagcaa caacccaaat 
6120 

ccatacaatg gaatattatt 
6160 

ctgagtgaat cctacaaata 
6240 

atgtccagaa taggcaaatc 
6300 

cggaggaaga gagaagaggc 
6360 

aaattgtgga atgatggttg 
6420 

ctttggaaga tgaaaaaaaa 
6446 



actgcgtgcc acgtgttttc 
tggctctgcc acagggcagg 
cgcccacctg tgcctcaggg 
tccatgagag gtgaaaccac 
aaagtacaac cttcccaggt 
ctgtgctccc gcgttcatag 
gtccatccac agatgaatta 
tggccataaa aaggaaggaa 
ttacgctaag tgaaagaagc 
tgtgtatcag agacaaagca 
atgacagcta acagggacgg 
cacaactttg tgaatatact 
aaaaaa 



atagactcat cccatgctgg 
agaggaagtt gtagcgccta 
caccgcctgc cgagcagaga 
acagcaggga tgtccaatat 
ctatgcccaa gagaattgaa 
cagcattact caaaagtcaa 
agacatgaag tgtgttctgt 
attctgacgc atgccacagc 
caatcacgag tttacgcgaa 
cattggtggt tgccaggtac 
gctttctttg gaagatgatg 
agaaaccaat gaattaaaaa 



<210> 5844 

<211> 823 

<212> PRT 

<213> Homo sapiens 



<400> 5844 


















Phe 


Ser 


Gly His 


Gly 


Phe 


Leu 


Tyr Glu Thr Phe 


Gly 


lie Arg 


Pro 


Gin 


1 






5 




10 










15 




Trp His 


Val 


Asp 


Pro 


Phe Gly Ala Ser 


Ala 


Thr 


Thr 


Pro 


Thr 


Leu 


Phe 




20 




25 










30 






Ala I«eu 


Ala 


Gly 


Phe 


Asn Ala His Leu 


Gly 


Ser Arg 


He 


Asp 


Tyr 


Asp 




35 




40 








45 








Leu Lys 


Ala 


Ala 


Met 


Gin Glu Ala Arg 


Gly 


Leu 


Gin 


Phe 


Val 


Trp 


Arg 


50 








55 






60 






lie 




Gly Ser 


Pro 


Ser 


Leu 


Ser Glu Arg Gin 


Glu 


Zle 


Phe 


Thr 


His 


Met 


65 








70 




75 










80 


Asp Gin 


Tyr 


Ser 


Tyr 


Cys Thr Pro Ser 


His 


He 


Pro 


Phe 


Ser 


Asn 


Arg 




85 




90 










95 




Ser Gly 


Phe 


Tyr 


Trp 


Asn Gly Val Ala 


Val 


Phe 


Pro 


Lys 


Pro 


Pro 


Pro 




100 




105 










110 






Asp Gly 


Val 


Tyr 


Pro 


Asn Met Ser Glu 


Pro 


Val 


Thr 


Pro 


Ala 


Asn 


He 


115 






120 








125 








Asn Leu 


Tyr 


Ala 


GlU 


Ala Leu Val Ala 


Asn 


Val 


Lys 


Gin Arg 


Ala 


Ala 


130 






135 






140 








Gin 


Trp Phe 


Arg 


Thr 


Pro 


His Val Leu Trp 


pro 


Trp 


Gly 


Cys 


Asp 


Lys 


145 






150 




155 










160 


Phe Phe 


Asn 


Ala 


Ser 


Val Gin Phe Ala 


Asn 


Met 


Asp 


Pro 


Leu 


Leu 


Asp 
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His He 

Thr Leu 

Arg Val 
210 
Gin Ala 
225 

Ala Arg 

Arg Tyr 

Leu Gin 

His Asp 
290 
Ala Thr 
305 

Ser He 

Ser Asp 

Ala Trp 

Val Arg 
370 
Asn Ser 
385 

He Pro 

Ala Gin 

Gin Phe 

Leu Val 
450 
Thr Asn 
465 

Arg Val 

Gin Gly 

Val Pro 

Val Thr 
530 
Tyr Thr 
545 

Asp Gly 
Pro Leu 
Asn ser 



165 

Asn Ser His 

180 
Gly Asp Tyr 
195 

Arg Asp His 

Trp Thr Gly 

Arg Ala Ser 
245 

Leu Trp Pro 

260 
Gin Leu Gin 
275 

Ala He Thr 
His Leu Ala 
Val Leu Asp 

325 

Ala Gly Pro 

340 
Thr Val Thr 
355 

Val Thr Asp 

Thr Glu Thr 

Gly Leu Ser 
405 

Glu Gly Thr 

420 
Gly Arg Arg 
435 

Pro Val Ala 

Leu Met His 

Thr Gin Glu 
485 

Pro He Ser 

500 
Ala Trp Glu 
515 

Glu He Arg 

Tyr Ala He 

Glu Leu Leu 
565 

Glu Leu Asn 

580 
Gin Gin Val 



Ala Ala Glu 

Phe Arg Ala 
200 

His Asp Phe 

215 
Phe Tyr Thr 
230 

Ala Leu Leu 

Ala Pro Arg 

Gin Leu Arg 
280 

Gly Thr Glu 

295 
Ser Gly Met 
310 

Glu Leu Gin 

Ala Gly His 

Thr He Val 
360 

Glu Ala Gly 

375 
Pro Ser Ala 
390 

Tyr Arg His 

Gin Glu Pro 

Leu Arg Arg 
440 

Asn Asp Cys 

455 
Ser He Trp 
470 

Phe Leu Glu 

Asp Asn Tyr 

Ala Val Glu 
520 

Gin Tyr Phe 

535 
Arg Ser Arg 
550 

Cys His Arg 
Arg Glu Ala 
He Tyr Ser 



170 

Leu Gly Val Ser 
IBS 

Leu His Ala Leu 



Leu Pro 

Ser Arg 

Tyr Ala 
250 
Gly His 
265 

Trp Ala 

Ser Pro 

Leu Gly 

Pro Gin 
330 
Phe Ala 
345 

Thr Leu 



Tyr Ser 
220 
Ser Ser 
235 

Gly Glu 

Leu Asp 

Val Ser 

Lys Val 
300 
Val Arg 
315 

Ala Pro 
Ser Val 
Thr Val 



His Pro Val Pro 
380 

Tyr Asp Leu Leu 
395 

Tyr Ser He Arg 
410 

Ala Ala Thr Val 
425 

Arg Thr Ser His 



Tyr He 

Glu Arg 

Tyr His 
490 
Leu Phe 
505 

Met Glu 



Val Leu 
460 
Gin Ser 

475 

Val Asn 
Thr Pro 
He Val 



Tyr Arg Asn Met 
540 

Leu Thr His Val 
555 

He Glu Gin Glu 
570 

Val Leu Arg Thr 
585 

Asp Asn Asn Gly 



175 

Val Gin Tyr Ala 
190 

Asn Val Thr Trp 
205 

Thr Glu Pro Phe 

Leu Lys Gly Leu 
240 

Ser Met Phe Thr 
255 

Pro Thr Trp Ala 
270 

Glu Val Gin His 
285 

Arg Asp Met Tyr 

Lys Leu Met Ala 
320 

Met Ala Ala Ser 
335 

Tyr Asn Pro Leu 
350 

Gly Phe Pro Gly 
365 

Ser Gin lie Gin 

He Leu Thr Thr 
400 

Pro Thr Ala Gly 
415 

Ala Ser Thr Leu 
430 

Ala Gly Arg Tyr 
445 

Leu Asp Gin Asp 

Asn Arg Thr Val 
480 

Arg Asp Val Lys 
495 

Gly Lys Ala Ala 

510 

Ala Gly Gin Leu 
525 

Thr Ala Gin Asn 

Pro Gin Gly His 
560 

Tyr Gin Ala Gly 
575 

Ser Thr Asn Leu 
590 

Tyr Gin Met Gin 
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595 

Arg Arg Pro Tyr Val 
610 

Tyr Pro Met Val Gin 
625 

Val Leu Leu Ser 6lu 

645 

Gin Val Glu Val Met 
660 

Asp Leu Gly Tyr Asn 
675 

Val Leu Trp Leu Leu 
690 

Gin Arg Ser Ala Leu 
705 

Asp Leu Ala Gly Thr 

725 

Ala Val Thr Leu Pro 

740 

Gly Trp Arg Tyr Ser 
755 

Lys Gly His Arg Gly 

770 

Arg Leu Tyr His Leu 
785 

Pro Val Thr Val Asn 

805 

lie Ser Gin Gly Ser 
820 



600 

Ser Tyr Val Asn Asn Ser 
615 

Ser Ala Phe Met Glu Asp 
630 635 
Arg Ala His Gly He Ser 

650 

Leu His Arg Arg Leu Trp 
665 

Leu Thr Leu Asn Asp Thr 
680 

Leu Gly Ser Trp Ser Leu 
695 

Ala Leu Gin His Arg Pro 
710 715 
Ala Pro Lys Leu Pro Gly 

730 

Pro Asn Leu His Leu Gin 
745 

Ser Asn His Thr Glu His 
760 

Glu Ala Gin Ala Asp Leu 

775 

Tyr Glu Val Gly Glu Asp 
790 795 
Leu Glu Val Asn Phe Pro 

810 

Lys Pro 



605 

lie Ala Arg Asn Tyr 
620 

Gly Lys Ser Arg Leu 

640 

Ser Gin Gly Asn Gly 
655 

Asn Asn Phe Asp Trp 

670 

Ser Val Val His Pro 
685 

Thr Thr Ala Leu Arg 
700 

Val Val Leu Phe Gly 

720 

Pro Gin Gin Gin Glu 
735 

lie Leu Ser He Pro 
750 

Ser Gin Asn Leu Arg 
765 

Arg Arg Val Leu Leu 
780 

Pro Val Leu Ser Gin 

800 

Thr Pro He Gin Thr 
815 



<210> 5845 

<211> 2762 

<212> DNA 

<213> Homo sapiens 



<400> 5845 

aaatttgtat ccaggtccgt tccagctttc tttcacagtg ccctgtcctg ggggcagcac 
60 

gtgctgagca agggtaaggc tgccggaagc agcgtgtggg gtgcttggaa gatggacagc 
120 

acatccctgc tggtggcagc agccttcctg agggaggtgt cctcctgtga ttatagggcc 
180 

ttgtcaggtg gagatggaat tggttggccg ggcacattgg ctcacaccta taatcccagc 
240 

atttttggag accgaggtga gcggatcact tgagctcagg agtttgaaac caacctggga 
300 

aacataggga gaccccatct ctccctcctc atctccccac agcccgatct gctcaacttc 
360ggatgtcgat cttggacgag cctggagagc ctccctcccc ctcgctcacc 420 
accacctcta cttcgcagtg gaagaaacat tggtttgtgc tgacagattc aagtctcaaa 
480 

tattacagag actccactgc tgaggaggca gatgagctgg atggtgagat cgacctgcgt 
540 

tcctgcacgg atgtcactga gtacgcggtg cagcgcaact atggcttcca gatccacacc 
600 
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aaggatgctg tctatacctt gtcggccatg acctcaggca tccggcggaa ctggatcgag 
660 

gctctgagaa agaccgtacg tccaacttca gccccagatg tcaccaagct ctcggactct 
720 

aacaaggaga atfgcgctgca cagctacagc acccagaagg gccccctgaa ggcaggggag 
780 

cagcgggcgg gctctgaggt catcagccgg ggtggccctc ggaaggcgga cgggcagcgt 
640 

caggccttgg actacgtgga gctctcgccg ctgacccagg cttccccgca gcgggcccgc 
900 

accccagccc gcactcctga ccgcctggcc aagcaggagg agctggagcg ggacctggcc 
960 

cagcgctccg aggagcggcg caagtggttt gaggccacag acagcaggac cccagaggtg 
1020 

cctgctggtg aggggccgcg ccggggcctg ggtgcccccc tgactgagga ccagcaaaac 
1080 

cggcttagtg aggagatcga gaagaagtgg caggagctgg agaagctgcc cctgcgggag 
1140 

aataagcggg tgcccctcac tgccctgctc aaccaaagcc gcggagagcg ccgagggccc 
1200 

ccaagtgacg gccacgaggc actggagaag gaggaggcat gtgagcgcag cctggcagag 
1260 

atggagtcct cgcaccagca ggtgatggag gagctgcagc ggcaccacga gcgggagctg 
1320 

cagcgcctgc agcaggagaa ggagtggctc ctggctgagg agacggcagc cacggcctca 
1380 

gccattgaag ccatgaagaa ggcctatcag gaagagctga gccgagagct gagcaaaaca 
1440 

cggagtctcc agcagggccc ggatggcctc cggaagcagc accagtcaga tgtggaggca 
1500 

ctgaagcgag agctgcaggt gctatcggag cagtactcgc agaagtgcct ggagattggg 
1560 

gcactcatgc ggcaggctga ggagcgcgag cacacgctgc gccgctgcca gcaggagggc 
1620 

caggagctgc tgcgccacaa ccaggagctg catggccgcc tgtcagagga gatagaccag 
1680 

ctgcgcggct tcattgcctc gcagggcatg ggcaatggct gcgggcgcag caacgagcgg 
1740 

agttcctgcg agctagaggt gctgcttcgc gtaaaagaaa acgaactcca gcacctaaag 
1800 

aaggaggtgc agtgcctccg ggacgagctc cagatgatgc agaaggacaa gcgcttcacc 
1860 

tcgggaaagt accaggacgt ctatgtggag ctgagccaca tcaagacacg gtctgagcgg 
1920 

gagatcgagc agctgaagga gcacctgcgt cttgccatgg ccgccctcca ggagaaggag 
1980 

tcgatgcgca acagcctggc tgagtagagg tcccgcccag ctgcagaccc tccaggctgg 
2040 

aggaccagcc gccctccttc cctcctggat ggaagtaaaa agccaagctt tctccccacc 
2100 

ctctgtgggc cacacgtgca cttgcaccca ccacacacac acacacacac acacacacac 
2160 

acagacacac agacacatac gcacacacgt gcacacatgt acacacggat acacacacac 
2220 
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acacacacac acacacactg catatctgag 
2280 

ccttcttcag gattttatat gtgaagagat 
2340 

aaacacttta tactttaaaa aaaaaaaaaa 
2400 

aaccctggtc cccctctgtc tccagccacc 
2460 

ggcccagagg tctggcggag gcccaggcag 
2520 

aggcgggagc ctgccaccct cttcctgccc 
2580 

ggacccgtac catggggctc aggacagagg 
2640 

gcctccttcg aggctgtgct gggtgcagaa 
2700 

tctgctccct gaacctctta acttaataaa 

2760 

ag 

2762 



cacgcccctc gcactgggtc tcaccttgca 
ttttatatag atttttttcc tttttttcca 
aaaagcaatt cctggtggct gtgtgcctcc 
ctctgcttgg gcttetgagc tggtggccct 
cagccatggc ggggtgtctc tacaggggag 
tacctcctac taacacttcc Cgccccattt 
gagctagcag ctggcctcca tggccccaca 
ccgccagagc cacccaaaag gtgtttctct 
acgtcccagc agcaaaaaaa aaaaaaaaaa 



<210> 5846 

<211> 257 

<212> PRT 

<213> Homo sapiens 



<400> 5846 










Gin 


Glu Ala 


Cys Glu Arg Ser Leu Ala Glu 


Met Glu Ser 


Ser 


His 


Gin 


1 


5 


10 






15 




Val Met 


Glu Glu Leu Gin Arg His His 
20 25 


Glu Arg Glu 


Leu 


Gin 
30 


Arg 


Leu 


Gin Gin 


Glu Lys Glu Trp Leu Leu Ala 
35 40 


Glu Glu Thr 


Ala 
45 


Ala 


Thr 


Ala 


Ser Ala 


He Glu Ala Met Lys Lys Ala 


Tyr Gin Glu 


Glu 


Leu 


Ser 


Arg 


50 


55 


60 










Glu Leu 


Ser Lys Thr Arg Ser Leu Gin 


Gin Gly Pro 


Asp 


Gly 


Leu 


Arg 


65 


70 


75 








80 


Lys Gin 


His Gin Ser Asp Val Glu Ala 


Leu Lys Arg 


Glu 


Leu 


Gin 


val 


as 


90 






95 




Leu Ser 


Glu Gin Tyr Ser Gin Lys Cys 
100 105 


Leu Glu He 


Gly 


Ala 
110 


Leu 


Met 


Arg Gin 


Ala Glu Glu Arg Glu His Thr 


Leu Arg Arg 


Cys 


Gin 


Gin 


Glu 


lis 120 




125 








Gly Gin 


Glu Leu Leu Arg His Asn Gin 


Glu Leu His 


Gly 


Arg 


Leu 


Ser 


130 


135 


140 










Glu Glu 


He Asp Gin Leu Arg Gly Phe 


He Ala Ser 


Gin 


Gly 


Met 


Gly 


145 


ISO 


155 








160 


Asn Gly 


Cys Gly Arg Ser Asn Glu Arg 


Ser Ser Cys 


Glu 


Leu 


Glu 


Val 


165 


170 






175 




Leu Leu 


Arg Val Lys Glu Asn Glu Leu 
180 185 


Gin Tyr Leu 


Lys 


Lys 
190 


Glu 


Val 


Gin Cys 


Leu Arg Asp Glu Leu Gin Met 
195 200 


Met Gin Lys 


Asp 
205 


Lys 


Arg 


Phe 


Thr Ser 


Gly Lys Tyr Gin Asp Val Tyr 


Val Glu Leu 


Ser 


His 


He 


Lys 
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210 215 220 

Thr Arg Ser Glu Arg Glu He Glu Gin Leu Lys Glu His Leu Arg Leu 
225 230 235 240 

Ala Met Ala Ala Leu Gin Glu Lys Glu Ser Met Arg Asn Ser Leu Ala 

245 250 255 

Glu 



<210> 5847 
<211> 1021 
<212> DNA 

<213> Homo sapiens 
<400> 5847 

ggcacgagct cgtgcggccg ggtgagagcg tgcggccgga ttcaccacaa catggcaaat 
60 

ctttttataa ggaaaatggt gaaccctctg ctctatctca gtcgtcacac ggtgaagcct 
120 

cgagccctct ccacatttct atttggatcc attcgaggtg cagcccccgt ggctgtggaa 
180 

cccggggcag cagtgcgctc acttctctca cccggcctcc tgccccatct gctgcctgcg 
240 

ctggggttca aaaacaagac tgtccttaag aagcgctgca aggactgtta cctggtgaag 
300 

aggcggggtc ggtggtacgt ctactgtaaa acccatccga ggcacaagca gagacagatg 
360 

tagacccttt ccctccagag tcacgcacat actcgtcatc gcatcacttg ggagaatggt 
420 

tgtatcttat ggaaggaatt atcacatcaa ggagtcaggg gaaagtgact ggaagcaaac 
460 

gccctaaaag ttacccatca cgtttcagtg taaatgagta actatagaag acattgcgtt 
540 

atcttatttc caaaacgttc caactaaaaa acattttcct attaaaatag accttccgaa 
600 

tagcttagtt cattcattct ctctgaactc aggctgcagg tagggattgg atggtgctgg 
660 

gtgaggctgg gcaggacttc tctatgtctc cgtgaggctg cttagagcct cttggaagaa 
720 

gtggtgtttt ggtcacccgt cgctgtacaa gccaaggctt ggtggcttaa atcagccatt 
780 

ttacattgtt cacgattttg tgaggcattt gggatgggct cagctgagca gtttgtctga 
840 

tctgtgtggc attaactgca ggacccactt ccaagatggc accggctctc ctgtctgggg 
900 

tctcagtgct cctcaggctg tacgtagcac ctcctcaggc agggcccaca gcgtgctttg 
960 

cactgcccca cagtgagctt cccgagagtg ttccgagaga cccaagcaga tgccacgagg 

1020 

c 

1021 

<210> 5848 
<211> 120 
<212> PRT 
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<213> Homo sapiens 



<400> 5848 



Gly Thr 


Ser 


Ser 


Cys 


Gly Arg Val 


1 






5 




Asn Met 


Ala 


Asn 


Leu 


Phe lie Arg 






20 






Leu Ser 


Arg 


His 


Thr 


Val Lys Pro 




35 






40 


Gly Ser 


lie 


Arg 


Gly 


Ala Ala Pro 


SO 








55 


Val Arg 


Ser 


Leu 


Leu 


Ser Pro Gly 


65 








70 


Leu Gly 


Phe 


Lys 


Asn 


Lys Thr Val 








85 




Tyr Leu 


Val 


Lys 


Arg 


Arg Gly Arg 






100 






Pro Arg 


His 


Lys 


Gin 


Arg Gin Met 




lis 






120 



<210> 5849 

<211> 3174 

<212> DNA 

<213> Homo sapiens 



Arg Ala Cys Gly Arg 


He 


His 


His 


10 










15 




Lys Met 


Val 


Asn 


Pro 


Leu 


Leu 


Tyr 


25 








30 






Arg Ala 


Leu 


Ser 


Thr 


Phe 


Leu 


Phe 








45 








Val Ala 


Val 


Glu 


Pro 


Gly 


Ala 


Ala 






60 










Leu Leu 


Pro 


His 


Leu 


Leu 


Pro 


Ala 




75 










80 


Leu Lys 


Lys 


Arg 


Cys 


Lys 


Asp 


Cys 


90 










95 




Trp Tyr 


Val 


Tyr 


Cys 


Lys 


Thr 


His 


105 








110 







<400> 5849 

nttttttttt ttaccaacgg gagatgcagt ttatttacac cagcagccat gggggcagag 
60 

ggaatacaca gcgtttacaa agttagctac ctgtacagaa tggattacat atgcaaaaat 
120 

aaaaatctca agaccacagg acagcgtgag ccccaccccc ctcccccaat gaccccagca 

180 

tgcggtaatg ccaggcgggt ggcccctggg catgcggggg ggagtgatgc atggaaggaa 
240 

aagccaccgg ccatggaaat tagtacagaa cccccccaca cacactcaga cacaggatac 
300 

agggtggacg acacctagcc ggggtgggaa ggatgggaat tgaaacccac acagcctgct 
360 

gttagaggga ggggagtggg gagctcctag cccctgttca actacatggt aggggggggc 

420 

actctctccc cagaaggaaa agggtttgtt ccctcagggt ccctgctgga ccaagcccat 
480 

ctcttaccca gcctgggcag ggggctctgc cctgagggcg ggccaaggaa caatggggaa 
540 

gtttatgtgg acaaaccagt tcccaagcta cttcccactt ctccctcctc caaccagaag 
600 

gggggaaaag ggagaggcca cagggcaaag agtgtattag ggcctgagct gcagctgcct 
660 

ctcagaaggg agagtggccc acagccttcc tcccttcacc ttcagcccac tccccagact 
720 

gcatctggaa gcggctagag gcctgctgag atcctcctct ccctctggcc tcctctcgga 
780 

gggagactac ggagggccaa gaatagagaa gcccaggccc cgggatttat tctaactcct 
840 
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gccaaaawyy mmttggcttt ttaaaaaata atcacaattt gtgggttaaa aaccaatttg 
900 

caaccaggca tgagccacaa tcagaaccac cccagcggga gagcggagtt ccagacaggg 
960 

nattgcagcc ccatctctgt tgttccctta accctctagg gtccctaacc cgatcagtcc 
1020 

aaccagtcct gggtactaac tacccaaatg tgggatggct cctcttggga agagggtagg 

loeo 

ggacatgtcc agcaagtgcc agagaacttg gctcagggtc aactccaccc cgtgtcagtc 
1140 

agctctgctc ccagcccags msgsggtcct ccagsttggy tcctgggagt ngnggtgccc 
1200 

gcatingaggg gggacggtac atctctttag gatgtagacc aggcaggtgg gcacactggc 
1260 

atgacagtcc cacagagggg cagtgacacc ccttcccctc cactgacaac ctggggcaca 
1320 

gaggccaccc tctcttccca cccaactcct agcaaagggg gagaggcaca agattaggat 
13B0 

tttccccaga gccccaaacc acaagtacag aataaataac ttaaaagcgc taaggaaggg 
1440 

aaacagggca cgctttggag gcaggagcgc tgagaggaac tgaagccagt caaggtgaag 
1500 

ggggtggaag cagcagttgg gaacctgggc tgccccggta gggcagtggg gcagggtggg 
1560 

caggaggaac acggggccac cccaggaggg tgaggctggg tcccctcctg gggcagggaa 
1620 

tgaggtaaga aaacatttca aataaagcag caccgttccc tctcaccttg gggccccact 
1680 

cctcaccagc cctgggtcag ggaggagagg cagggggagg aattetgaca cttctccctc 
1740 

ttcctaccct ccctttccca ttccttgaag ctgtagaggc tggaggccct ttcctggcac 
leoo 

ccaacaaaag gacagctcct gctgccaagg aggcccatgg ggactgaggg gaaagggctg 
1860 

cccctgtgag gggcagggaa ggtggcggca gttctggacg cccacctcag cagacagcac 
1920 

tctgtgcctg cctacccctg ggactggggg catttgataa gattctgcac acagacagga 
1980 

catgcccagc cttgcccctc agctccaagc accggaccca ttcacattgc tgagggcggc 
2040 

cgaggcaggc cccctccagg ctcagcttcc aacccacagc ctcccgggtc gccacattgc 
2100 

ccctcagcag ggcttagtcc agttcctggg gtggggggca ggcagtgccc tggcacagtg 
2160 

cccagggtca ggcgccctgg cctagctgga catccagtaa ctcacagaat aaataggaaa 
2220 

accgcctccc caccaaactt atgtccaagg cataatatgt ccaggtctga gtcctgcacg 
2280 

ccgaggagtc gtgctccatt gcagaggact ttgacacccc ccaggggcgc ataatcggat 
2340 

cctctgcctg cctggcccac caagcttccc aagccccaac ccccagcagc cgtccatttg 
2400 

ccaggctatg ccacctgggt gggggtcagg agagagggct ctgctcagcc aaaggctatc 
2460 
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ccttgcaccc aagtcagttg atgtcatcat agatgctggg cgtcgggggt gccggtggct 

2520 

ttggcttctt cttcttgttg gaacctaggc cggaggcagt ccctaccagg ctcagatggg 
2580 

atttctcttt cttggttttc cgtgactcag agctgttggt acctagaccc catccctgat 
2640 

tttcactcgt cttggaggag cctgaatcag agggtgagag gtcagaggag ccgtcccact 
2700 

gaagccggct gatcagggcc tggctgtcag tcatgtcaaa gctgtcatta tccagggagc 
2760 

tcccgacctc tggaaggaca gccgagggcc cgagaaaata aatccgtacg gttcgcctct 
2820 

gctcatctgt gtgctgtggg cagcgcaggg accttgtgca catcttcttg gtgtgttcag 

2880 

aaatcacccc acattgcgtg gttagcaggc tgcgaagctc ctccggcccc agggtctcat 
2940 

agctgatccc agttgaattg ttatacttaa aaggatccga attgctaagt tccccatttt 
3000 

tgtgttttaa tgacttggat cttcgagggg aattggggtt ctggaatggg agataccata 
3060 

gctttgggga aagggtaacg aaaaggggga gccgagaacc cagggaagga aaaaagattt 
3120 

gacaaagcag catcctcaaa ttcctactct tcctccccag taggaggcct gtct 
3174 

<210> 5850 
<211> 154 
<212> PRT 

<213> Homo sapiens 
c400> 5850 



Gly Ala Gly Lys Val 


Ala Ala Val 


Leu Asp Ala His 


Leu 


Ser 


Arg 


Gin 


1 5 




10 






15 




His Ser Val Pro Ala 


Tyr Pro Trp 


Asp Trp Gly His 


Leu 


He 


Arg 


Phe 


20 




25 




30 






Cys Thr Gin Thr Gly His Ala Gin 


Pro Cys Pro Ser 


Ala 


Pro 


Ser 


Thr 


35 


40 




45 








Gly Pro He His He 


Ala Glu Gly 


Gly Arg Gly Arg 


Pro 


Pro 


Pro 


Gly 


SO 


55 


60 










Ser Ala Ser Asn Pro 


Gin Pro Pro 


Gly Ser Pro His 


Cys 


Pro 


Ser 


Ala 


6S 


70 


75 








80 


Gly Leu Ser Pro Val 


Pro Gly Val 


Gly Gly Arg Gin 


Cys 


Pro 


Gly 


Thr 


85 




90 






95 




Val Pro Arg Val Arg Arg Pro Gly 


Leu Ala Gly His 


Pro 


Val 


Thr 


His 


100 




105 




110 






Arg He Asn Arg Lys 


Thr Ala Ser 


Pro Pro Asn Leu 


Cys 


Pro 


Arg 


His 


115 


120 




125 








Asn Met Ser Arg Ser 


Glu Ser Cys 


Thr Pro Arg Ser 


Arg 


Ala 


Pro 


Leu 


130 


135 


140 










Gin Arg Thr Leu Thr 


Pro Pro Arg 


Gly Ala 











145 150 

<210> 5851 
<211> 488 
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<212> DNA 

<213> Homo sapiens 



<400> 5851 

tttttttttt tatgaaaaaa gcagcaactc tttagtgatc atggaattaa tctgacagca 

eo 

attaaatgtg tttaagcatc tggcatatct cctcaattgc accaaaagaa tttggaagca 
120 

cttggtttgg tctcaaaggc aaaaggaaag gacgaggaag gggccaggcc tcccgccagg 
180 

cccccgcccc cctcacatct ctgagtccgc atacatcccg ttgattaagt agtccacctg 
240 

ggtgtagtcc ttcttcttgt agctctcata ggcatctgtc ctgcttgtgt cctctgttgt 
300 

gacttccata gagttgaggt gggctgccga agtccctttg gtcaatgtga caggagaagc 
360 

tgctgccatg gttacatcct cagacgtttt attatcaact gtttccacag atgcattcct 
420 

cttgactaat cccttccaca ttttgttagg gacaaagttg cctgggaggg ctgcggttcc 
480 

tgacgcgt 
488 



<210> 5852 

<211> 82 

<212> PRT 

<213> Homo sapiens 



<400> 5852 

Met Trp Lys Gly Leu Val Lys Arg 

1 5 
Asn Lys Thr Ser Glu Asp Val Thr 
20 

Leu Thr Lys Gly Thr Ser Ala Ala 

35 40 
Thr Glu Asp Thr Ser Arg Thr Asp 

50 55 
Asp Tyr Thr Gin Val Asp Tyr Leu 
65 70 

Glu net 



Asn Ala Ser Val Glu Thr Val Asp 

10 15 
Met Ala Ala Ala Ser Pro Val Thr 
25 30 
His Leu Asn Ser Met Glu Val Thr 

45 

Ala Tyr Glu Ser Tyr Lys Lys Lys 
60 

He Asn Gly Met Tyr Ala Asp Ser 
75 80 



<210> 5853 

<211> 487 

<212> DNA 

<213> Homo sapiens 

<400> 5853 

nacgcgtgaa gggaatggaa ggtgcagaga ccagagctga gggaggcttc aggggattac 
60 

agacggtctc aagagggagg cccagcccgt cccgcggccc ctgacacccc atcaggccgc 
120 

tcaggcccag cagctccatg gaggacgccg gcgaggaccc caccacgttt gctgcccact 
180 
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ctctgcccag tgacccccgt ctcttggcca ctgtgaccaa cgcatacccg ggcacacgag 
240 

tgtttcacga cacgctgcac gtgagcggcg tgtacaatgg ggctggcggg gacacgcacc 
300 

gggccacgct gcccagcccc ctcaacgtcc ggctggaggc ccccgcaggg atgggggagc 
360 

agctgaccga gaccttcgcc ctggacacca acacaggctc ctttqttcac accctggagg 
420 

gcccccgctt ccgggcctcc cagtgcatct atgcgcatcg cacgctgccc cacgtgctgg 
480 

ccttccg 
487 

<210> 5854 
<211> 68 
<212> PRT 

<213> Homo sapiens 

<400> 5854 

Arg Glu Trp Lys Val Gin Arg Pro Glu Leu Arg Glu Ala Ser Gly Asp 

15 10 15 

Tyr Arg Arg Ser Gin Glu Gly Gly Pro Ala Arg Pro Ala Ala Pro Asp 

20 25 30 

Thr Pro Ser Gly Arg Ser Gly Pro Ala Ala Pro Trp Arg Thr Pro Ala 

35 40 45 

Arg Thr Pro Pro Arg Leu Leu Pro Thr Leu Cys Pro Val Thr Pro Val 

50 55 60 

Ser Trp Pro Leu 
65 



<210> 5855 
<211> 362 
<212> DNA 

<213> Homo sapiens 
<400> 5855 

gcgcgccagg ggcaggggag ggatggagcc agcgagggtc gggatagcga gcgagggtgg 
60 

gagggactcc gtaacagccc ctctgtgctc agcggatccc cttctagcag tccctccctc 
120 

tcctcccgac cctcccgcag gcacctgctg ggggctgtgg ggcccaaagc gggagggagt 
180 

taacgaggtt gttgcagaag tcctcctggc ggcacacgaa ggtgtaggag atcagggaga 
240 

ggccggggcc catccggcgc tcagtgacgc ggggctcctg gtccttggcc tccgtgcagc 
300 

ccttggagag caccaggctc acttggggtc cgctctcaat gagcatcaac gtgtcctggc 

360 

an 

362 

<210> 5856 
<211> 113 
<2l2> PRT 
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<213> Homo sapiens 



<40O> S856 



Met 


Glu 


Pro 


Ala Arg Val Gly He 


Ala 


Ser Glu Gly Gly Arg 


Asp Ser 


1 






5 




10 


15 


Val 


Thr 


Ala 


Pro Leu Cys Ser Ala 


Asp 


Pro Leu Leu Ala Val 


Pro Pro 








20 


25 


30 




Ser 


Pro 


Pro 


Asp Pro Pro Ala Gly 


Thr 


Cys Trp Gly Leu Trp 


Gly Pro 






35 


40 




45 




Lys 


Arg 


Glu 


Gly Val Asn Glu Val 


Val 


Ala Glu Val Leu Leu 


Ala Ala 


50 




55 




€0 




His 


Glu 


Gly 


Val Gly Asp Gin Gly 


Glu 


Ala Gly Ala His Pro 


Val Leu 


65 




70 




75 


80 


Ser 


Asp 


Ala 


Gly Leu Leu Val Leu 


Gly 


Leu Arg Ala Ala Leu 


Gly Glu 






85 




90 


95 


His 


Gin 


Ala 


His Leu Gly Ser Ala 


Leu 


Asn Glu His Gin Arg 


Val Leu 








100 


105 


110 

* 





Ala 



<210> 5857 
<211> 1751 
<212> DNA 

<213> Homo sapiens 
<400> 5857 

gggcggcgcc gagctgaggt ggtgagggac tagctcccgg atgtggagaa gctggggaga 
60 

aggcgtggga ggaagatgga ctcggtggag aagggggccg ccacctccgt ctccaacccg 
120 

cgggggcgac cgtcccgggg ccggccgccg aagctgcagc gcaactctcg cggcggccag 
180 

ggccgaggtg gggagaagcc cccgcacctg gcagccctaa ttctggcccg gggaggcagc 
240 

aaaggcatcc ccctgaagaa cattaagcac ctggcggggg tcccgctcat tggctgggtc 
300 

ctgcgtgcgg ccctggattc aggggccttc cagagtgtat gggtttcgac agaccatgat 
360 

gaaattgaga atgtggccaa acaatttggt gcacaagttc atcgaagaag ttctgaagtt 
420 

tcaaaagaca gctctacctc actagatgcc atcatagaat ttcttaatta tcataatgag 
480 

gttgacattg taggaaatat tcaagctact tctccatgtt tacatcctac tgatcttcaa 
540 

aaagttgcag aaacgattcg agaagaagga tatgattctg ttttctctgt tgtgagacgc 
600 

catcagtttc gatggagtga aattcagaaa ggagttcgtg aagtgaccga acctctgaat 
660 

ttaaatccag ctaaacggcc tcgtcgacaa gacCgggatg gagaattata tgaaaatggc 

720 

tcattttatt ttgctaaaag acatttgata gagatgggtt acttgcaggg tggaaaaatg 
780 

gcatactacg aaatgcgagc tgaacatagt gtggatatag atgtggatat tgattggcct 
840 
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attgcagagc aaagagtatt aagatatggc tattttggca aagagaagct taaggaaata 
900 

aaacttttgg tttgcaatat tgatggatgt ctcaccaatg gccacattta tgtatcagga 
960 

gaccaaaaag aaataatatc ttatgatgta aaagatgcta ttgggataag tttattaaag 
1020 

aaaagtggta ttgaggtgag gctaatctca gaaagggcct gttcaaagca gacgctgtct 
1080 

tctttaaaac tggattgcaa aatggaagtc agtgtatcag acaagctagc agttgcagat 
1140 

gaatggagaa aagaaatggg cctgtgctgg aaagaagtgg catatcttgg aaatgaagtg 
1200 

tctgatgaag agtgcttgaa gagagtgggc ctaagtggcg ctcctgctga tgcctgttct 
1260 

actgcccaga aggctgttgg atacatttgc aaatgtaatg gtggccgtgg tgccatccga 
1320 

gaatttgcag agcacatttg cctactaatg gaaaaggtta ataattcatg ccaaaaatag 
1380 

aaattagcgt aatattgaga aaaaaatgat acagccttct tcagccagtt tgcttttatt 
1440 

tttgattaag taaattccat gttgtaatgt tacagagagt gtgatttggt ttgtgatata 
1500 

tatatattgt gctctacttt tctctttacg caagataatt atttagagac tgattacagt 
1560 

ctttctcaga tttttagtaa atgcaagtaa gaacatcatc aaagttcact ttgtattgta 
1620 

ccctgtaaaa ctgtgtgttc gtgtgctttc aaagatgttg ggattttatt tatctgggga 
1680 

cagtgtgtat ggtaagacat gcccttctat taataaaact acatttctca aaaaaaaaaa 
1740 

aaaaaaaaaa a 
1751 

<210> 5858 

<211> 434 

c212> PRT 

c213> Homo sapiens 



<400> 5858 



Met Asp 


Ser 


Val Glu Lys Gly Ala Ala 


Thr 


Ser Val Ser 


Asn 


Pro 


Arg 


1 




5 


10 






15 




Gly Arg 


Pro 


Ser Arg Gly Arg Pro Pro 


Lys 


Leu Gin Arg 


Asn 


Ser 


Arg 




20 25 






30 






Gly Gly 


Gin 


Gly Arg Gly Gly Glu Lys 


Pro 


Pro His Leu 


Ala 


Ala 


Leu 


35 


40 




45 








He Leu 


Ala 


Arg Gly Gly Ser Lys Gly 


He 


Pro Leu Lys 


Asn 


He 


Lys 


50 




55 




60 








His Leu 


Ala 


Gly Val Pro Leu He Gly 


Trp 


Val Leu Arg 


Ala 


Ala 


Leu 


65 




70 




75 






80 


Asp Ser 


Gly 


Ala Phe Gin Ser Val Trp 


Val 


Ser Thr Asp His 


Asp 


Glu 


85 


90 






95 




He Glu 


Asn 


Val Ala Lys Gin Phe Gly 


Ala 


Gin Val His 


Arg 


Arg 


Ser 






100 105 






110 






Ser Glu 


Val 


Ser Lys Asp Ser Ser Thr 


Ser Leu Asp Ala 


He 


He 


Glu 
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115 






120 






125 








Phe 


Leu 


Asn Tyr 


His Asn 


Glu 


Val 


Asp 


He Val Gly Asn 


He 


Gin 


Ala 




130 






135 






140 










Thr 


Ser 


Pro Cys 


Leu His 


Pro Thr Asp 


Leu Gin Lys 


Val 


Ala 


Glu 




145 






150 








155 








160 


lie 


Arg 


Glu Glu Gly Tyr 


Asp 


Ser 


Val 


Phe Ser Val 


Val 


Arg Arg 








165 








170 






175 




Gin 


Phe 


Arg Trp Ser Glu 


He 


Gin 


Lys 


Gly Val Arg Glu 


Val 


Thr 


uXU 






180 








185 






190 






Pro 


Leu 


Asn Leu 


Asn Pro 


Ala 


Lys 


Arg 


Pro Arg Arg Gin 


Asp Trp 


ASp 






195 






200 






205 








Gly 


Glu 


Leu Tyr Glu Asn 


Gly Ser 


Phe 


Tyr Phe Ala 


Lys 


Arg His 


T A«m 

liCU 




210 






215 






220 










He 


Glu 


Met Gly Tyr Leu 


Gin Gly Gly 


Lys Met Ala 


Tyr 


Tyr Glu 


Met 


225 






230 








235 








*> A ft 


Arg 


Ala 


Glu His 


Ser Val 


Asp 


He 


Asp 


Val Asp He 


Asp 


Trp 


Pro 


xie 








245 








250 






255 




Ala 


Glu 


Gin Arg Val Leu 


Arg Tyr Gly 


Tyr Phe Gly Lys 


Glu 


Lys 


Leu 






260 








265 






270 






Lys 


Glu 


lie Lys 


IjCU Leu 


Val 


Cys 


Asn 


He Asp Gly Cys 


Leu 


Thr 


Asn 






275 






280 






285 








Gly 


His 


He Tyr 


Val Ser 


Gly Asp Gin 


Lys Glu He 


He 


Ser 


Tyr 


Asp 




290 






295 






300 










Val 


Lys 


Asp Ala 


He Gly 


He 


Ser 


Leu 


Leu Lys Lys 


Ser 


Gly 


He 


Glu 


305 






310 








315 










Val 


Arg 


Leu He 


Ser Glu 


Arg 


Ala 


Cys 


Ser Lys Gin 


Thr 


Leu 


Ser 


Ser 








325 








330 






335 




Leu 


Lys 


Leu Asp 


Cys Lys 


Met 


Glu 


Val 


Ser Val Ser 


Asp 


Lys 


Leu 


Ala 






340 








345 






350 






Val 


Val 


Asp Glu 


Trp Arg 


Lys 


Glu 


Met 


Gly Leu Cys 


Trp 


Lys 


Glu 


Val 






355 






360 






365 








Ala 


Tyr 


Leu Gly 


Asn Glu 


Val 


Ser 


Asp 


Glu Glu Cys 


Leu 


Lys 


Arg 


Val 




370 






375 






380 










Gly 


Leu 


Ser Gly Ala Pro 


Ala 


Asp 


Ala 


Cys Ser Thr 


Ala 


Gin 


Lys 


Ala 


385 






390 








395 








400 


Val 


Gly 


Tyr He Cys Lys 


Cys Asn Gly 


Gly Arg Gly Ala 


He Arg 


Glu 








405 








410 






415 




Phe 


Ala 


Glu His 


He Cys 


Leu 


Leu 


Met 


Glu Lys Val Asn 


Asn 


Ser 


Cys 






420 








425 






430 







Gin Lys 



<210> 5859 

<211> 2267 

<212> DNA 

<213> Homo sapiens 

<400> 5859 

tttttttttt ttttttgaca gtagacaatg ttgttgttta tttaaaatgt ttactccaag 
60 

aaatatatat ataaaaaaaa taataagaca attacagcac taaaccaggc accttcgacc 
120 

aaatcacaac ctcctctttg attccccttc acgctaagcc tctttcaaat tctttttcct 
180 
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gagctggaag accagtcaga tgcccgcagg gtcagcgcca agcacattcc caaccgggca 



240 



actgcgtacc tttctctagg agtgcacgac acccttcccc cacaactcct tgttttaaag 



300 

gatttaaccc attaggaagc ccatgtttca atctaagcca gaaggagctg cgggacaagg 
360 

cagtcttcac tttgaaggtc cctttcctgc tccagtccct gggctagggt tctagaagag 
420 

gctggctgcc acgtttacat gaggccaccg aagatctaag tccagctaag cccagggagg 
480 

ctcctgcaaa ggctgggacc tcgggtgctg cgtcctcaac cctctcggtg accacggctc 
540 

aaaggagaga cctcaagggt gccaggagca caggtgcctg ggctgcattc caggaaagag 
600 

acctgtccag ggaaacggat caggctgtcg catggaagct tacgtcagag atggtggttt 
660 

tggggtgatt tggacaaatt aggttagttt agcaaagctc tgaagtagca gaagcttctc 
720 

ccctggacta ctgattgaac acagaacaag agatgcgcgc ggcgtcagac taagtcttag 
780 

agagatgcag gccagtctcc tcccacaggg ccttgggact ggcaggacag acactgctac 

840 

atgccctcca agggcaggag tcacggtaag gagcgactgg ggtggaaaat agggaaaaaa 
900 

gcaacaacaa ctacatcatt tttggcattt taacatggag acagtgacaa gtggtaacaa 
960 

agcaaaagaa aaaaaaaact tgaagagacc aatatttaac tttcccatcc acccaagtct 

1020 

cacacttaag ttctagtccc atctccccca taagcaccac tgaactaaat atctatttta 
1080 

aagcacccaa accagtccag accctctgga aaccaagagc cccagccaca gctgtcgcct 
13.40 

ctcttgggtc caggcgagag gagggttccg ggaaaggcac ctcataactc actcagcgca 
1200 

gcacacacgg cggcgagctc gggcacttga cggggacacg ggtggcagtc acggcatccg 
1260 

tgctgacatg tgaggaaggg gactctttgg taatcccaac tatttggtac tagagccaag 
1320 

caaacgtgac taaagggagc tgggtcagca gaacggtacc ccgagtctca gcaacaggat 
1380 

ggcccgcacg aggcaggatc caggcggggg ggagaaaaag agaccaaagc acaaggcgat 
1440 

cgaggctggc acagaaaggg ctgatccttc ttgcaaggac tggagaatgc acttgactgc 
1500 

tggctggtcc atctcttaat tggcgagtgc gcgtgacaag gctcagccct ggctccacag 
1560 

ggagccacca agctgactca actgatacaa atgttcccac ctctgcccca cccccaagtc 
1620 

cccatggttc cacaatcacc cgattttcat ttggacctct ttaacagcta aagtagatat 
1680 

aaatggctaa acacagatcc ccaatccccc accagggggg acacggccga ttctataatg 
1740 

ccgcagccag aaggctgtgg gcgtacaggc agccaagggg agaaacagaa ccgacaccgg 
1600 
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cctaggccca tctgcaagaa aaagcggaga aggagtgacc cggatgcttc cgaagcacgc 
1860 

gagcgtgatt ttggatggag gcgggccggt gactgcctag ctgctgccgg ttcctgtaag 
1920 

ggacattttt tctgagtaaa tggcgattcc tcttccatgt ggcatctgct tggatcacga 
1980 

tgctaattgt aactggaaag gggtgttttg gggagtgtat tcaggagagg aagaaagaaa 
2040 

aaacttaaaa aaaaaaaaaa aacctagatt gctcaaagtt tctgcctctt ttgtaggaat 
2100 

ggtaaatcaa ctatgagcaa gtattttaat tcaacattaa gggaaaaaaa aggactttgg 
2160 

aaagcataca gaaaaaaagg tagtcaacgt tggatcatgt gtaaaacgga acctcaggga 
2220 

gtctaaacaa aaatgcacct tcggtcaact tttgcttttt taaattt 
2267 

<210> 5860 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 5860 

Met Glu Glu Glu Ser Pro Phe Thr Gin Lys Lys Cys Pro Leu Gin Glu 

1 5 10 15 

Pro Ala Ala Ala Arg Gin Ser Pro Ala Arg Leu His Pro Lys Ser Arg 

20 25 30 

Ser Arg Ala Ser Glu Ala Ser Gly Ser Leu Leu Leu Arg Phe Phe Leu 

35 40 45 

Gin Met Gly Leu Gly Arg Cys Arg Phe Cys Phe Ser Pro Trp Leu Pro 

50 55 60 

Val Arg Pro Gin Pro Ser Gly Cys Asp lie He Glu Ser Ala Val Ser 
65 70 75 80 

Pro Leu Val Gly Asp Trp Gly Ser Val Phe Ser His Leu Tyr Leu Leu 

85 90 95 

<210> 5861 

<211> 1951 

<212> DNA 

<213> Homo sapiens 

<400> 5861 

ncaattgcag ctttctatgg cggcaagtcc attctcatca cgggggccac aggctttctg 
60 

ggcaaagtgc tgatggagaa gctgtttcgc accagcccag acctgaaagt catttacatc 
120 

cttgtgaggc ccaaggctgg ccagacactg cagcagaggg ttttccagat cctagacagt 
180 

aagctatttg agaaagtcaa agaagtttgt ccaaatgtgc atgagaagat cagagctatt 
240 

tatgcagatc tcaatcagaa tgactttgcc atcagcaaag aggacatgca ggagcttctc 
300 

tcctgtacaa acataatatt tcactgtgca gccactgtac gctttgacga cactctcaga 
360 
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catgctgtgc aacttaacgt cactgccacc cggcagctct tgcttatggc tagtcagatg 
420 

ccaaagctgg aagcctttat acatatctct actgcctatt caaattgtaa cctgaagcac 
4B0 

atcgatgaag ttatctatcc gtgccctgtg gagccaaaaa aaaaaatcat tgattccctt 
540 

gagtggttag acgatgctat tattgacgag attacaccca agctgatcag agattggccc 
6O0 

aatatttata cctacaccaa ggccttggga gaaatggtgg tgcagcaaga gagcaggaac 
660 

ctgaacattg ccatcataag gccctccatt gtgggagcaa cttggcagga gcctttccca 
720 

ggttgggttg acaatataaa tggacctaat ggaatcatta ttgcgactgg gaaagggttt 
780 

cttcgggcca taaaagctac tccaatggct gtggcagacg taattccagt tgatacagtc 
640 

gtcaatctca tgctagctgt aggatggtat actgcagttc acagacctaa gtcaacatta 
900 

gtctaccaca ttacatctgg taacatgaat ccctgcaatt ggcacaaaat gggagtccaa 
960 

gtcttggcaa cctttgaaaa aatcccattt gagagacctt tcaggaggcc aaatgctaat 
1020 

tttaccagca acagcttcac atcacagtac tggaatgcgg tcagccaccg ggcccctgcc 
1080 

attatctatg actgctatct gcggctcact ggaaggaagc ccaggatgac aaagctcatg 
1140 

aatcggcttt taagaactgt ttccatgttg gagtatttca tcaaccggag ttgggaatgg 

1200 

agcacgtaca atacagaaat gctgatgtct gagctgagtc ctgaagacca gagagtattc 
1260 

aactttgacg tgcgccagtt gaactggttg gaatacattg aaaaCtatgt tttgggagtt 
1320 

aaaaaatact tattgaaaga ggatatggct gggatcccaa aagcaaagca acgcttaaaa 
1380 

aggctccgaa atattcacta cctctttaat actgccctct tccttatcgc ctggcgcctt 
1440 

ctcattgcaa gatctcagat ggctcggaat gtctggttct tcattgtaag cttctgttat 
1500 

aaattcctct cctactttag agcatccagc acgctcaaag tttaagagca tttagccatc 
1560 

gccttttatc tggaacctct cagatacctc taaaacagca aactgtgatt ctcaagatta 
1620 

gaaagtaaca aggaatatgc ccaaactgtc aaatgtcacc tgttatgtat tcgtccctat 
1680 

tccttaacta tgtattttta tttcagtgag agaaggaaag ttgtaaacta gcccatagtc 
1740 

acctatattt tagggaaaaa aatccaaatt gtttcctaac attctatttt atgcccttgc 
1800 

gtattaaacg tgaaagtact cccacttttc. tatatttagt ttttcctttc tctctgagat 
1860 

gattcattta aactcagtaa atatggaaag atgcatggca gaagctgaaa tgagctcaag 
1920 

cagtactaac cttggaacca ttctgggtac c 
1951 
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<210> 5862 
<211> 514 
<212> PRT 

<213> Homo sapiens 
<400> 5862 

Xaa lie Ala Ala Phe Tyr Gly Gly Lya Ser lie Leu lie Thr Gly Ala 

15 10 15 

Thr Gly Phe Leu Gly Lys Val Leu Met Glu Lys Leu Phe Arg Thr Ser 

20 25 30 

Pro Asp Leu Lys Val He Tyr He Leu Val Arg Pro Lys Ala Gly Gin 

35 40 45 

Thr Leu Gin Gin Arg Val Phe Gin He Leu Asp Ser Lys Leu Phe Glu 

50 55 60 

Lys Val Lys Glu Val Cys Pro Asn Val His Glu Lys He Arg Ala He 
65 70 75 80 

Tyr Ala Asp Leu Asn Gin Asn Asp Phe Ala He Ser Lys Glu Asp Met 

85 90 95 

Gin Glu Leu Leu Ser Cys Thr Asn He He Phe His Cys Ala Ala Thr 

100 105 110 

Val Arg Phe Asp Asp Thr Leu Arg His Ala Val Gin Leu Asn Val Thr 

115 120 125 

Ala Thr Arg Gin Leu Leu Leu Met Ala Ser Gin Met Pro Lys Leu Glu 

130 135 140 

Ala Phe He His He Ser Thr Ala Tyr Ser Asn Cys Asn Leu Lys His 
145 150 155 160 

He Asp Glu Val He Tyr Pro Cys Pro Val Glu Pro Lys Lys Lys He 

165 170 175 

He Asp Ser Leu Glu Trp Leu Asp Asp Ala He He Asp Glu He Thr 

180 185 190 

Pro Lys Leu He Arg Asp Trp Pro Asn He Tyr Thr Tyr Thr Lys Ala 

195 200 205 

Leu Gly Glu Met Val Val Gin Gin Glu Ser Arg Asn Leu Asn He Ala 

210 215 220 

He He Arg Pro Ser He Val Gly Ala Thr Trp Gin Glu Pro Phe Pro 
225 230 235 240 

Gly Trp Val Asp Asn He Asn Gly Pro Asn Gly He He He Ala Thr 

245 250 255 

Gly Lys Gly Phe Leu Arg Ala He Lys Ala Thr Pro Met Ala Val Ala 

260 265 270 

Asp Val He Pro Val Asp Thr Val Val Asn Leu Met Leu Ala Val Gly 

275 280 285 

Trp Tyr Thr Ala Val His Arg Pro Lys Ser Thr Leu Val Tyr His He 

290 295 300 

Thr Ser Gly Asn Met Asn Pro Cys Asn Trp His Lys Met Gly Val Gin 
305 310 315 320 

Val Leu Ala Thr Phe Glu Lys He Pro Phe Glu Arg Pro Phe Arg Arg 

325 330 335 

Pro Asn Ala Asn Phe Thr Ser Asn Ser Phe Thr Ser Gin Tyr Trp Asn 

340 345 350 

Ala Val Ser His Arg Ala Pro Ala He He Tyr Asp Cys Tyr Leu Arg 

355 360 365 

Leu Thr Gly Arg Lys Pro Arg Met Thr Lys Leu Met Asn Arg Leu Leu 
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370 375 380 



Arg 


Thr 


Val 


Ser Met Leu Glu 


Tyr 


Phe 


He 


Asn 


Arg 


Ser 


Trp Glu 


Trp 


385 






390 








395 








400 


Ser 


Thr 


Tyr 


Asn Thr Glu Met 


Leu 


Met 


Ser 


Glu 


Leu 


Ser 


Pro Glu 


Asp 






405 






410 








415 




Gin Arg 


Val 


Phe Asn Phe Asp 


val 


Arg 


Gin 


Leu 


Asn 


Trp 


Leu Glu 


Tyr 








420 




425 










430 




He 


Glu 


Asn 


Tyr Val Leu Gly Val Lys 


Lys 


Tyr 


Leu 


Leu 


Lys Glu 


Asp 






435 




440 










445 






Met 


Ala 


Gly 


He Pro Lys Ala 


Lys 


Gin 


Arg 


Leu Lys 


Arg 


Leu Arg 


Asn 




450 




455 










460 








He 


His 


Tyr 


Leu Phe Asn Thr 


Ala 


Leu 


Phe 


Leu 


He 


Ala 


Trp Arg 


Leu 


465 




470 








475 








480 


Leu 


He 


Ala 


Arg Ser Gin Met 


Ala 


Arg 


Asn 


Val 


Trp 


Phe 


Phe He 


Val 








4B5 






490 








495 




Ser 


Phe 


Cys 


Tyr Lys Phe Leu 


Ser 


Tyr 


Phe 


Arg 


Ala 


Ser 


Ser Thr 


Leu 






500 




505 










510 





Lys Val 



<210> 5863 
<211> 438 
<212> DNA 

<213> Homo sapiens 
<400> 5863 

acgcgtaggt gtgatcttgc tgtaataatg tcccctggca ggtaagattg ctgcagccaa 
60 

ggggtgttag aggaagatcc ttaaatactc ttcttggaac agaatttggg tctctaagca 
120 

agaagtgcca gtcttaacat tcactgtttg tgactgattt atagaaaaag gggctggatt 
180 

ctggtagccg ggggagccca gggtgaacac tgaggttcta ccctgttcta gtggttgctt 
240 

tgattgatac tcagccatga aagggacata gctcagatac tgacaaaaca gctttgtatt 
300 

tgagtgtgtt tgtccaactg gcaaggaaca gtctggggac aaacagtgcc ttatttggag 
360 

ttgcttattc ttctccccca tggagtgacc tcagataacc tttcccagct tggaaagacc 
420 

tgaatcagat tttgtaca 
438 

<210> SB64 
<211> 104 
<212> PRT 

<213> Homo sapiens 
<400> 5864 

Met Gly Glu Lys Asn Lys Gin Leu Gin He Arg His Cys Leu Ser Pro 

15 10 15 

Asp Cys Ser Leu Pro Val Gly Gin Thr His Ser Asn Thr Lys Leu Phe 

20 25 30 

Cys Gin Tyr Leu Ser Tyr Val Pro Phe Met Ala Glu Tyr Gin Ser Lys 
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35 40 45 

Gin Pro Leu Glu Gin Gly Arg Thr Ser Val Phe Thr Leu Gly Ser Pro 

50 55 60 

Gly Tyr Gin Asn Pro Ala .Pro Phe Ser lie Asn Gin Ser Gin Thr Val 
65 70 75 80 

Asn Val Lys Thr Gly Thr Ser Cys Leu Glu Thr Gin He Leu Phe Gin 

85 90 95 

Glu Glu Tyr Leu Arg He Phe Leu 
100 

<210> 5865 

<2X1> 1229 

<212> DNA 

<213> Komo sapiens 

<400> 5865 

nntccggaaa caggtgtggc ccggggcata gacttccacc atgtgtctgc tgtgctcaac 
60 

tttgatcttc ccccaacccc tgaggcctac atccatcgag ctggcaggac agcacgcgcC 
120 

aacaacccag gcatagtctt aacctttgtg cttcccacgg agcagttcca cttaggcaag 
180 

attgaggagc ttctcgtgga gagaacaggg gccccattct gctcccctac cagttccgga 
240 

tggaggagat cgagggcttc cgctatcgct gcaggtgtcc acccccagga tgccatgcgc 

300 

tcagtgacta agcaggccat tcgggaggca agattgaagg agatcaagga agagcttctg 
360 

cattctgaga agcttaagac atactttgaa gacaacccta gggacctcca gctgctgcgg 
420 

catgacctac ctttgcaccc cgcagtggtg aagccccacc tgggccatgt tcctgactac 
480 

ctggttcccc ccgctctccg tggcctggta cgccctcaca agaagcggaa gaagctgtct 
540 

tcctcttgta ggaaggccaa gagagcaaag tcccagaacc cactgcgcag cttcaagcac 
600 

aaaggaaaga aattcagacc cacagccaag ccctcctgag gttgttgggc ctctctggag 
660 

ctgagcacat tgtggagcac aggcttacac ccttcgtgga caggcgaggc tctggtgctt 
720 

actgcacagc ctgaacagac agttctgggg ccggcagtgc tgggcccttt agctccttgg 
780 

cacttccaag ctggcatctt gccccttgac aacagaataa aaattttagc tgccccagtt 
840 

tgtgcctcca gcatatgaaa aggactattt gaatccccaa aacatcagga gtcgggaaac 
900 

ttcggaagac agctgtgcct ggctctgtgg ctgcatgcag tgcttcactt ggccagcaga 
960 

ggtcagctgt gccgagctgc cccagccatg agaagagaag cctgcccttg ctggcaggtg 
1020 

gctatggccg gcccagagcc ttcctgccca gctcctgcag ccctgctgcc tgggatcagg 
1080 

ctgggagatg ggccttcctg accgccagcc ttcctctccc cgagcacacg cacatgtaga 
1140 
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ttcgggggga agctgcctgc tcttccttag 
1200 

ttctgaacaa ctgttgatgt gtgaaaaaa 
1229 



aggagccggg gcagctatct gctggtccct 



<210> 5866 

<211> 212 

<212> PRT 

<213> Homo sapiens 



<400> 5866 . „ , - 

Xaa Pro Glu Thr Gly Val Ala Arg Gly He Asp Phe His His Val Ser 

1 5 10 15 

Ala val Leu Asn Phe Asp Leu Pro Pro Thr Pro Glu Ala Tyr He His 

20 25 30 

Arg Ala Gly Arg Thr Ala Arg Ala Asn Asn Pro Gly He Val Leu Thr 

35 40 45 

Phe Val Leu Pro Thr Glu Gin Phe His Leu Gly Lys He Glu Glu Leu 

50 55 60 

Leu Val Glu Arg Thr Gly Ala Pro Phe Cys Ser Pro Thr Ser Ser Gly 
65 70 75 80 

Trp Arg Arg Ser Arg Ala Ser Ala He Ala Ala Gly Val His Pro Gin 

85 ^0 95 

Asp Ala Met Arg Ser Val Thr Lys Gin Ala He Arg Glu Ala Arg Leu 

100 105 110 

Lys Glu He Lys Glu Glu Leu Leu His Ser Glu Lys Leu Lys Thr Tyr 

115 120 125 

Phe Glu Asp Asn Pro Arg Asp Leu Gin Leu Leu Arg His Asp Leu Pro 

130 13S 140 

Leu His Pro Ala Val Val Lys Pro His Leu Gly His Val Pro Asp Tyr 
145 ISO 155 160 

Leu Val Pro Pro Ala Leu Arg Gly Leu Val Arg Pro His Lys Lys Arg 

165 170 175 

Lys Lys Leu Ser Ser Ser Cys Arg Lys Ala Lys Arg Ala Lys Ser Gin 

180 185 190 

Asn Pro Leu Arg Ser Phe Lys His Lys Gly Lys Lys Phe Arg Pro Thr. 

195 200 205 

Ala Lys Pro Ser 
210 



<210> 5B67 

<211> 1882 

<212> DNA 

<213> Homo sapiens 



<400> 5867 
tcctatcgtg 
60 

catgagaaag 
120 

gcgtcccatt 
180 

ggccaacagc 
240 



gtaccagaga 
aactcatccc 
gccttcaccg 
gcccgtggct 



tcttcctgcc 
catcctccat 
cccgttccag 
tccagattcc 



atctgaggat 
taccacttat 
gaagctctgg 
ctatgttacc 



gagtgtgggg 
gagacctgcc 
atcaacttca 
tatgatgagg 



acgtcctcgt 
agacctacga 
agacaagcga 
actatgagca 
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gctggtagaa gacattgtgc gagatggccg gctctatgcc tctgaaaacc accaggagat 
300 

tttaaaggac aagaagctca tcaaggcctt ctttgaggtg ctagcccacc cccagaacta 
360 

cttcaagtac acagagaaac acaaggagat gctgccaaaa tccttcatca agctgctccg 
420 

ctccaaagtt tccagcttcc tgaggcccta caaatagtaa ccctaggctc agagacccaa 
480 

ttttttaagc ccccagactc cttagccctc agagccggca gccccctacc ctcagacaag 

540 ^ ^ 

gaactctctc ctctcttttt ggagggaaaa aaaaatatca ctacacaaac caggcactct 

600 ^ 
ccctttctgt ctttctagtt tcctttcctt gtctctctct gcctgcctct ctactgttcc 

660 

cccttttcta acacactacc tagaaaagcc attcagtact ggctctagtc cccgtgagat 
720 

gtaaagaaac agtacagccc cttccactgc ccattttacc agctcacatt cccgacccca 
780 

tcagcttgga agggtgctag aggcccatca aggaagtggg tctggtggga aacggggagg 

840 ^ ^ 

ggaaagaagg gcttctgcca ttatagggtt gtgccttgct agtcaggggc caaaatgtcc 

900 

cctggctctg ctccctaggg tgattctaac agcccagggt cctgccaaag aagcctttga 
960 

tttacaggct taatgccagc accagtcctc tggggcacat ggtttgagct ctggacttcc 
1020 

cacatggcca gctttcttgt ctatacagat cctctctttc tttccctacg tctgcctggg 
1080 

gtctactcca taagggttta caaatggccc acaacactga gttagtggac accggctaaa 
1140 

tgaggaagag cagcaggcat tgtcatggtg aatgccccgc tgtagctccc tgagagaaag 
1200 

actgtaactc tgcaggacag aaacaaggtt ttaaagcatt gccaaaaaaa agaaaacaga 
1260 

aagaaaaaat gtatcatcta aaggtctaga cacagaacaa ttggaagtca acttcaaaca 
1320 

ctaatccctt ttcttgtctt ccctggccca gccacctcct cagccccatg tgatgctccc 
1380 

tgggggagcc ctactcccct tgctacatgt tgtccttaaa catggttatt gacctgaagc 
1440 

cagcctaggc cttgccctac agttgttttt cccttgtagc cccagctggc ttgtgggctt 
1500 

caccaaagag gaccccactc tgaagccagc ctggagccac ctacctctgg cctcaggctg 
1560 

tgggcagcaa aaggaatgtg tgtgcacttg gcgagcctcc tgcccaccct gtccacacct 
1620 

aataagtgca atcattttga gtctttctat gttgtctaga cggaggggtt tttgttttct 
1680 

gggtttgttt tttgtttttg tttcttcttc ctctattagc aaaaccctat ttatagctgc 
1740 

ccaagagaaa agagtgtatg tttggagtgg aagaaaatcg gttttgaatc tcatgaacct 
1800 

tgagtgctgg agcatctgat ctgtctctat gccaccaccg gccacctaga gcccttggct 
1860 
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gtggtaatca catgggtaat tg 
1882 

<210> 5868 
<211> 131 
<212> PRT 

<213> Homo sapiens 



<400> 5868 ^ « 

Met Arg Lys Asn Ser Ser Pro Ser Ser He Thr Thr Tyr Glu Thr Cys 

15 10 15 

Gin Thr Tyr Glu Arg Pro He Ala Phe Thr Ala Arg Ser Arg Lys Leu 

20 25 30 

Trp He Asn Phe Lys Thr Ser Glu Ala Asn Ser Ala Arg Gly Phe Gin 

35 40 45 

He Pro Tyr Val Thr Tyr Asp Glu Asp Tyr Glu Gin Leu Val Glu Asp 

50 55 60 

He val Arg Asp Gly Arg Leu Tyr Ala Ser Glu Asn His Gin Glu He 
65 70 75 80 

Leu Lys Asp Lys Lys Leu He Lys Ala Phe Phe Glu Val Leu Ala His 

85 90 95 

Pro Gin Asn Tyr Phe Lys Tyr Thr Glu Lys His Lys Glu Met Leu Pro 

100 105 HQ 

Lys Ser Phe He Lys Leu Leu Arg Ser Lys Val Ser Ser Phe Leu Arg 

115 120 125 

Pro Tyr Lys 
130 



<210> 5869 

<211> 910 

<212> DNA 

<213> Homo sapiens 



<400> 5869 

tgatcagtac aaagcacaag aatttcccct 
60 

tctaggggct cacaggccac aggctaacct 
120 

aagaaactca ccctgacgaa gctcgcccat 
180 

tggtattccg tgatattcaa atactaaaat 
240 

ctatttcatt atttcaacat ttaaaaaatt 
300 

aagacaaacg gatgggttgg cttcaagtct 
360 

agaatcatcg cagatcacaa caggcagcct 
420 

cagggtaatt cccactctgg ttcaaacagg 
480 

cgtatttggg tctgcggcaa acctttttag 
540 

aggctgtctt ccatattcct gccaagaacc 
600 



catctgctat aggaggtttc tctcctccct 
ggtggctcct ggcagccatc ttgggactga 
tagtgactgc aatttctgtt tttagagttt 
acatgagttt ttattggtgt aattccatca 
gcaagtctat gactcaatga ttccacagaa 
agactcgcct tcagagtctg tcttctccag 
tctaattaCg catcacgaag cttctaccca 
tttgcatggt cgtcacatcc tggggagaca 
ttgtgccata gaccaggttt ttccgaacga 
aaactcatca ctccagtacc aaatccagtc 
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agtggtgagg atgaagtgtg gaggtttggt gacagaggag gccgtggaga ggcggcgagc 

660 ^ ^ « 

ctgggtagca ccgtaagtca tggcgttaaa gttcagacaa tgagagtgaa aggtactggc 

720 

tgactcagag cacaggatcc tttctatttt gggattgcaa tatgcctctt caataagttc 
780 

catgttgtcc aaatcctccc atttgcctct atccaagaat tgccatcgat acggcaaatg 
840 

gaaatgaact ctatggcact tatcttgaaa gctacaactt ttccggatat ggtacaaaca 
900 

gatctgatca 
910 

<210> 5870 

<211> 129 

<212> PRT 

<213> Homo sapiens 



<400> 5870 



Met He 


Pro 


Gin 


Lys Arg Gin Thr Asp Gly Leu 


Ala 


Ser 


Ser Leu Asp 


1 






5 10 






15 


Ser Pro 


Ser 


Glu 


Ser Val Phe Ser Arg Glu Ser 


Ser 


Gin 


He Thr Thr 




20 


25 






30 


Gly Ser 


Leu 


Leu 


He Met His His Glu Ala Ser 


Thr 


His 


Arg Val He 


35 




40 




45 


Leu Gly Arg 


Pro Thr 


Leu 


Val 


Gin Thr Gly Leu His Gly Arg 


His 


He 


50 






55 


60 




He Asp Gin 


His Val 


Phe 


Gly 


Ser Ala Ala Asn Leu Phe Ser 


Cys 


Ala 


65 




70 75 






80 


Val Phe 


Pro 


Asn 


Glu Gly Cys Leu Pro Tyr Ser 


Cys 


Gin 


Glu Pro Asn 








85 90 






95 


Ser Ser 


Leu 


Gin 


Tyr Gin He Gin Ser Val Val 


Arg 


Met 


Lys Cys Gly 






100 


105 






110 


Gly Leu 


Val 


Thr 


Glu Glu Ala Val Glu Arg Arg Arg 


Ala 


Trp Val Ala 


115 




120 




125 





Pro 



<210> 5871 

<211> 2217 

<212> DNA 

<213> Homo sapiens 

<400> 5871 

ntanatttct ctctaaacac tgcctnagct 
60 

ttgttctcat tggtttcaaa taacttgttt 
120 

tagtcattca ggagcaagtt gttcagtttc 
180 

taaattattt ctactacttc tttgcacccc 
240 

attaaataat aattggactc tagtaatttt 
300 



gcatcccata gattgtggta cattttgtct 
atttctgtct taattgcatt gtttacccag 
catatagatt ctgtgtgttt tagtcttgct 
tttgctagtt ttctcagtgc cgtagggttt 
ttttaatgag agagagggaa actatatttg 
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aaattggatt gggacattta ttttacttaa acagaagttt gcttatgaca cataatctag 
360 

atgggataca tcttatctat agtgtatcca cctgctgtaa gtagatactg tatttgtata 
420 

gccattattt tgctgtaagt actttatcat tttaattaaa ttgattaaga ggaaaaaaaa 
480 

agaatggaat tctctttgat gcaacttttt ccccccagac cagaatccgt agaagctagc 
540 

cctgtggtag ttgagaaatc caacagttat ccccaccagt tatataccag cagctcacat 
600 

cattcacaca gttacattgg tttgccctat gcggaccaca attatggtgc tcgtcctcct 
660 

ccgacacctc cggcttcccc tcctccatca gtccttatta gcaaaaatga agtaggcata 
720 

tttaccactc ctaattttga tgaaacttcc agtgctacta caatcagcac atctgaggat 
780 

ggaagtcatg gtactgatgt aaccaggtgc atatgtggtt ttacacatga tgatggatac 
840 

atgatctgtt gtgacaaatg cagcgtttgg caacatattg actgcatggg gattgatagg 
900 

cagcatattc ctgatacata tctatgtgaa cgttgtcagc ctaggaattt ggataaagag 
960 

agggcagtgc tactacaacg ccggaaaagg gaaaatatgt cagatggtga taccagtgca 
1020 

actgagagtg gtgatgaggt tcctgtggaa ttatatactg catttcagca tactccaaca 
1080 

tcaattactt taactgcttc aagagtttcc aaagttaatg ataaaagaag gaaaaaaagc 
1140 

ggggagaaag aacaacacat ttcaaaatgt aaaaaggcat ttcgtgaagg atctaggaag 
1200 

tcatcaagag ttaagggttc agctccagag attgatcctt catctgatgg ttcaaatttt 
1260 

ggatgggaga caaagatcaa agcatggatg gatcgatatg aagaagcaaa taacaaccag 
1320 

tacagtgagg gtgttcagag ggaggcacaa agaatagctc tgagattagg caatggaaat 
1380 

gacaaaaaag agatgaataa atccgatttg aataccaaca atttgctctt caaacctcct 
1440 

gtagagagcc atatacaaaa gaataagaaa attcttaaat ctgcaaaaga tttgcctcct 
1500 

gatgcactta tcattgaata cagagggaag tttatgctga gagaacagtt tgaagcaaat 
1560 

gggtatttct ttaaaagacc ataccctttt gtgttattct actctaaatt tcatgggcta 
1620 

gaaatgtgtg ttgatgcaag gacttttggg aatgaggctc gattcatcag gcggtcttgt 
1680 

acacccaatg cagaggtgag gcatgaaatt caagatggaa ccatacatct ttatatttat 
1740 

tctatacaca gtattccaaa gggaactgaa attactattg cctttgattt tgactatgga 
1600 

aattgtaagt acaaggtgga ctgtgcatgc ctcaaagaaa acccagagtg ccctgttcta 
1860 

aaacgtagtt ctgaatccat ggaaaatatc aatagtggtt atgagaccag acggaaaaaa 
1920 



5038 



wo 00/58473 



PCT/USOO/08621 



ggaaaaaaag acaaagatat ttcaaaagaa aaagatacac aaaatcagaa tattactttg 
1980 

gattgtgaag gaacgaccaa caaaatgaag agcccagaaa ctaaacaaag aaagctttct 
2040 

ccactgagac tatcagtatc aaataatcag gaaccagatt ttattgatga tatagaagaa 
2100 

aaaactccta ttagtaatga agtagaaatg gaatcagagg agcagattgc agaaaggaaa 
2160 

aggaagatga caagagaaga aagaaaaatg gaagcaattt tgcaagcttt tgccggc 
2217 

<210> 5B72 

<211> 578 

<212> PRT 

<213> Homo sapiens 

<400> 5872 

Met Glu Phe Ser Leu Met Gin Leu Phe Pro Pro Arg Pro Glu Ser Val 

15 10 15 

Glu Ala Ser Pro Val Val Val Glu Lys Ser Asn Ser Tyr Pro His Gin 

20 25 30 

Leu Tyr Thr Ser Ser Ser His His Ser His Ser Tyr lie Gly Leu Pro 

35 40 45 

Tyr Ala Asp His Asn Tyr Gly Ala Arg Pro Pro Pro Thr Pro Pro Ala 

50 55 60 

Ser Pro Pro Pro Ser Val Leu He Ser Lys Asn Glu Val Gly He Phe 
65 70 75 80 

Thr Thr Pro Asn Phe Asp Glu Thr Ser Ser Ala Thr Thr He Ser Thr 

85 90 95 

Ser Glu Asp Gly Ser Tyr Gly Thr Asp Val Thr Arg Cys He Cys Gly 

100 105 110 

Phe Thr His Asp Asp Gly Tyr Met He Cys Cys Asp Lys Cys Ser Val 

115 120 125 

Trp Gin His He Asp Cys Met Gly He Asp Arg Gin His He Pro Asp 

130 135 140 

Thr Tyr Leu Cys Glu Arg Cys Gin Pro Arg Asn Leu Asp Lys Glu Arg 
145 ISO 155 160 

Ala Val Leu Leu Gin Arg Arg Lys Arg Glu Asn Met Ser Asp Gly Asp 

165 170 175 

Thr Ser Ala Thr Glu Ser Gly Asp Glu Val Pro val Glu Leu Tyr Thr 

180 185 190 

Ala Phe Gin His Thr Pro Thr Ser He Thr Leu Thr Ala Ser Arg Val 

195 200 205 

Ser Lys Val Asn Asp Lys Arg Arg Lys Lys Ser Gly Glu Lys Glu Gin 

210 215 220 

His He Ser Lys Cys Lys Lys Ala Phe Arg Glu Gly Ser Arg Lys Ser 
225 230 235 240 

Ser Arg Val Lys Gly Ser Ala Pro Glu He Asp Pro Ser Ser Asp Gly 

245 250 255 

Ser Asn Phe Gly Trp Glu Thr Lys He Lys Ala Trp Met Asp Arg Tyr 

260 265 270 

Glu Glu Ala Asn Asn Asn Gin Tyr Ser Glu Gly Val Gin Arg Glu Ala 

275 280 285 

Gin Arg He Ala Leu Arg Leu Gly Asn Gly Asn Asp Lys Lys Glu Met 
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290 




295 


Asn 


Lys 


Ser Asp Leu 


Asn Thr Asn 


305 






310 


GXu 


Ser 


His lie Gin 


Lys Asn Lys 






325 




Leu 


Pro 


Pro Asp Ala 


Leu He He 






340 




Arg 


Glu 


Gin Phe Glu 


Ala Asn Gly 






355 


360 


Phe 


Val 


Leu Phe Tyr 


Ser Lys Phe 




370 




375 


Ala 


Arg 


Thr Phe Gly 


Asn Glu Ala 


385 






390 


Pro 


Asn 


Ala Glu Val 


Arg His Glu 






405 




Tyr 


He 


Tyr Ser He 


His Ser He 






420 




Ala 


Phe 


Asp Phe Asp 


Tyr Gly Asn 






435 


440 


Cys 


Leu 


Lys Glu Asn 


Pro Glu Cys 




450 




455 


Ser 


Met 


Glu Asn He 


Asn Ser Gly 


465 






470 


Lys 


Lys 


Asp Lys Asp 


He Ser Lys 






485 




lie 


Thr 


Leu Asp Cys 


Glu Gly Thr 






500 




Thr 


Lys 


Gin Arg Lys 


Leu Ser Pro 






515 


520 


Gin 


Glu 


Pro Asp Phe 


He Asp Asp 




530 




535 


Asn 


Glu 


Val Glu Met 


Glu Ser Glu 


545 






550 


Lys 


Met 


Thr Arg Glu 


Glu Arg Lys 






565 




Ala 


Gly 







300 



Asn 


Leu 


Leu Phe Lys 


Pro 


Pro 








315 






320 

<7 « W 


Lys 


He 


Leu Lys Ser 


Ala 


Lys 


nSp 




330 






335 




Glu Tyr 


Arg Gly Lys 


Phe 


Met 


Leu 


345 






350 






Tyr 


Phe 


Phe Lys Arg 


Pro Tyr 


pro 






365 








His Gly 


Leu Glu Met 


Cys 


Val 


Asp 






380 








Arg 


Phe 


He Arg Arg 


Ser 


Cys 


Tnr 






395 






40U 


He 


Gin 


Asp Gly Thr He His 


Leu 




410 






415 




Pro Lys 


Gly Thr Glu He Thr 


He 


425 






430 






Cys 


Lys 


Tyr Lys Val 


Asp Cys 


Ala 






445 








Pro 


Val 


Leu Lys Arg 


Ser 


Ser 


Glu 






460 








Tyr 


Glu 


Thr Arg Arg Lys 


Lys 


Gly 






475 






480 


Glu 


Lys 


Asp Thr Gin 


Asn 


Gin 


Asn 




490 






495 




Thr 


Asn 


Lys Met Lys 


Ser 


Pro 


Glu 


505 






510 






Leu 


Arg 


Leu Ser Val 


Ser 


Asn 


Asn 






525 








He 


Glu 


Glu Lys Thr 


Pro 


He 


Ser 






540 








Glu 


Gin 


He Ala Glu Arg 


Lys 


Arg 






555 






560 


Met 


Glu 


Ala He Leu 


Gin 


Ala 


Phe 




570 






575 





<210> 5873 

<211> 3463 

<212> DNA 

<213> Homo sapiens 

<400> 5873 

nccgcagtcc tcttccgggt gatggcggcc gggtgccccg gatgtagccc tggcgcaagc 
60 

atctcttctt tttCccacct cgccttccgc ggaCtcccag cttgagaaac acctctttgc 
120 

cccgtcatgc caaagaggaa agtgaccttc caaggcgtgg gagatgagga ggatgaggat 
180 

gaaatcattg tccccaagaa gaagctggtg gaccctgtgc ctgggtcagg gggtcctggg 
240 

agccgcttta aaggcaaaca ctctttggat agcgatgagg aggaggatga tgatgatggg 
300 
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gggtccagca 
360 

ctccccagcg 
420 

ggccactttg 
480 

tggctggaca 
540 

tcagactcgg 
600 

gagggactct 
660 

ggggcccgag 
720 

ctggaccggc 
780 

caggaaacaa 
840 

ccccacaatc 
900 

gaactggaga 
960 

gtggatgtga 
1020 

ttcaccagcg 
1080 

tgccggaagc 
1140 

cccf.acacct 
1200 

gaggaggcac 
1260 

cctttcccaa 
i 1320 

gcc.=^'jgggcc 

1380 

gatccttctt 
1440 

cgtgtaaaca 
1500 

ctcttaggtc 
1560 

gagccccaga 
1620 

Gcctgttggg 
1680 

atgctgggca 
1740 

gtgtctcccc 
1800 

aijtgcaaact 
I860 

agtgactcac 
1920 



aatatgacat 
aggggggtgt 
atgccgatgg 
acattgactg 
aggaggagga 
tggagctcct 
gaggaggcaa 
tctccgggtt 
gggaacggtt 
ccacaccccc 
ccccaacccc 
tgtgggaata 
cccagatgca 
tggacccccc 
gagcctgctg 
caagtgtctc 
taaaagccct 
ttctccacag 
ggaggtgcct 
cccccaactg 
ttcggctttc 
agtggatgtt 
ggtgagcatg 
gaagtgggat 
taatctggct 
cagtggccaa 
tggagatcac 



cttggcctca 
tcggatcaca 
caactacttc 
ggtgaagatc 
cagcttgggc 
actgcctaga 
agggagaaag 
ggccgaccag 
ggctatgcgt 
accctccctg 
tacccagaga 
taagtgggag 
gacctgggtg 
tggtggtcag 
■ggggcccagt 
aggcagcgag 
tagttgtgta 
tccctttgga 
gtcaggtatc 
cgctgctctg 
aggacctcag 
ttaggcccag 
gaaccctctt 
gagtggccca 
tbcctctatc 
gtgtgggcca 
aggaatcaaa 



gaggatgtag 
ccctttaacc 
ctgaaccggg 
cgggagcggc 
cagacctcaa 
gagacagtgg 
gggcctgggc 
atggtggccc 
ctgaagggtt 
gacatgttcg 
ggagaagcag 
aacacggggg 
agtgaaggct 
ttctacaact 
ttggtgggcc 
gaaattggag 
ctggggcctt 
cttgtcttgg 
ctgtggcctc 
tgctcctctc 
attctttatc 
aaggaccagg 
actctcgctt 
agaccgagat 
cttgccgtcg 
agtgtgcatt 
gggctggccc 



aaggtcagga 
tgcaggagga 
atgctcagat 
cacctggcca 
tgagtgccca 
ctggggcact 
aacccagttc 
ggggcaacct 
t9999tgtca 
ctgaggagtt 
agtcgcgggg 
atgccgagct 
acttcccgga 
ccaaacgcat 
cttctttcct 
gccatttctc 
ggctgtgctg 
tccctgagta 
cctgcctgga 
ccaggtttct 
cttgtagcca 
gcatcgagaa 
caccctctca 
ccctaaggtt 
ttcccacagc 
gtactggcac 
agacccagtg 



ggcagccaca 
gatggaggaa 
ccgagacagc 
gcgccaggcc 
agccctcttg 
gaggcgtctg 
ccctcagcgc 
tggtgtgtac 
gaccctagga 
ggcggaggag 
agatggtctg 
gtatgggccc 
cggtgtttat 
tgactttgac 
ggactttgtg 
agtcaacttc 
atggccagaa 
ctcccatgaa 
ctctgcttgc 
tgttcgattc 
ccagaggaca 
gacattggga 
agctccttag 
Gtgagagcca 
ccttcagtga 
agagaggggc 
ggctcctttc 
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ccagaccttt 


ctcggcacaa 


1980 




tctctggacc 


ccactatgtg 


2040 




gggttggtcc 


ccttccagga 


2100 • 




gtaattctat 


agcctggcgc 


2160 




cgcctccctt 


gccccacgtt 


2220 




agtctcctgg 


ggagctgtaa 


2280 




gcccaggcat 


tgggcatttt 


2340 




gagagcccct 


gagtcagatc 


2400 




gaccccaccg 


tggttggaga 


2460 




gggggcctgg 


gcactggagc 


2520 




agcaactagg 


aaagacttgg 


2580 




ccccttctag 


tgcctgctca 


2640 




gataccttcc 


tttaaacgCc 


2700 




cattgatcca 


aagatgcgtc 


2760 




ggccgctgag 


gtacagggtt 


2820 




cgtgcgtggt 


aaatggatgg 


2880 




aacctagccc 


ttctgaagcc 


2940 




ctgatgacgg 


tgggtggaat 


3000 




tgggaaagtg 


ttaccttgcg 


3060 




tcgtggtggg 


gagatgaccg 


3120 




tataagggaa 


ggggagtcac 


3180 




gatggcaaga 


aggcctgggg 


3240 




ttggattctg 


ccccagagcc 


3300 




ggtgaaaacc 


attttggact 


3360 




gcccagcCcc 


tcctgatgcc 


3420 




cggagtctcg 


ctctgtctcc 


3463 





<210> 5874 



agcccttgct gcccggccct 
cccggcacag ggctagtgcc 
attcagagtc tggtggcagg 
ctggcaccct ccacctccac 
agatggcttc ttccggtttc 
tatctctttg gagattcaga 
ggaagccccc aggtgttttc 
cccatggttt aggcacacct 
gctgagcatg tgtgtggctt 
tgcaggacac ttgggatccc 
gggccagggc ggagtggggt 
caccggaatt tcattcactc 
actaagaaag aagaggcctg 
ttgacttcag aaaggtccgg 
ctcctgCagg ccccagggat 
agcccagggg cgcctcccgc 
gacctcacgt gacctcacag 
aacagccccc agagatgtcc 
tggcaaaagg gacccggcgc 
tggatggttg aggtgggccc 
gagggtctgc gcatgaagca 
ccaggcgatg aggtggcccc 
cccgtggaga aacaaagccg 
cctgacctct agaactgaac 
aagacctgag aggagtttct 
caggctgaag tgcagtggcg 

5042 



ggaggccctg cggcctacac 
ttgaggaaac tgaggtagct 
ggcatgggaa atagacagat 
gccccaccag cattgcctta 
gcactctggc tgccccttgg 
ttgagctggt ctaggttgtg 
agcttgcagc caggccgagg 
agcgggaggg gtggctcctg 
tagtggggtc tgttagttat 
aggtcagaaa gggccagatg 
cacctgacac tcttgtgagg 
caagaagcca tcaggggtaa 
ccggtgacac agtaagatgc 
aagtggaaag caggtttcag 
ggtctcaggg gtgctgagtg 
cagtgccctc caggcactca 
cccctcctga aggcgcctca 
aggtttggaa ccccaggacg 
ctgtgcttca gttcaggatt 
tgagtaatca tgggggccct 
aggaagcttc tggctgtgaa 
tggaggagct ggaaaaggca 
cactgacaag acttcagcct 
caagccggag acctggacat 
cccaaggatg gatttcaaga 
cgc 
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<211> 341 
<212> PRT 

<213> Homo sapiens 
<46o> 5874 

Met Pro Lys Arg Lys Val Thr Phe Gin Gly Val Gly Asp Glu Glu Asp 

15 10 IS 

Glu Asp Glu He He Val Pro Lys Lys Lys Leu Val Asp Pro Val Pro 

20 25 30 

Gly Ser Gly Gly Pro Gly Ser Arg Phe Lys Gly Lys His Ser Leu Asp 

35 40 45 

Ser Asp Glu Glu Glu Asp Asp Asp Asp Gly Gly Ser Ser Lys Tyr Asp 

50 55 60 

He Leu Ala Ser Glu Asp Val Glu Gly Gin Glu Ala Ala Thr Leu Pro 
65 70 75 80 

Ser Glu Gly Gly Val Arg He Thr Pro Phe Asn Leu Gin Glu Glu Met 

85 90 95 

Glu Glu Gly His Phe Asp Ala Asp Gly Asn Tyr Phe Leu Asn Arg Asp 

100 105 110 

Ala Gin He Arg Asp Ser Trp Leu Asp Asn He Asp Trp Val Lys He 

115 120 125 

Arg Glu Arg Pro Pro Gly Gin Arg Gin Ala Ser Asp Ser Glu Glu Glu 

130 135 140 

Asp Ser Leu Gly Gin Thr Ser Met Ser Ala Gin Ala Leu Leu Glu Gly 
145 150 155 160 

Leu Leu Glu Leu Leu Leu Pro Arg Glu Thr Val Ala Gly Ala Leu Arg 

165 170 175 

Arg Leu Gly Ala Arg Gly Gly Gly Lys Gly Arg Lys Gly Pro Gly Gin 

180 185 190 

Pro Ser Ser Pro Gin Arg Leu Asp Arg Leu Ser Gly Leu Ala Asp Gin 

195 200 205 

Met Val Ala Arg Gly Asn Leu Gly Val Tyr Gin Glu Thr Arg Glu Arg 

210 215 220 

Leu Ala Met Arg Leu Lys Gly Leu Gly Cys Gin Thr Leu Gly Pro His 
225 230 235 240 

Asn Pro Thr Pro Pro Pro Ser Leu Asp Met Phe Ala Glu Glu Leu Ala 

245 250 255 

Glu Glu Glu Leu Glu Thr Pro Thr Pro Thr Gin Arg Gly Glu Ala Glu 

260 265 270 

Ser Arg Gly Asp Gly Leu Val Asp Val Met Trp Glu Tyr Lys Trp Glu 

275 280 285 

Asn Thr Gly Asp Ala Glu Leu Tyr Gly Pro Phe Thr Ser Ala Gin Met 

290 295 300 

Gin Thr Trp Val Ser Glu Gly Tyr Phe Pro Asp Gly Val Tyr Cys Arg 
305 310 315 320 

Lys Leu Asp Pro Pro Gly Gly Qln Phe Tyr Asn Ser Lys Arg He Asp 

325 330 335 

Phe Asp Leu Tyr Thr 
340 



<210> 5875 

<211> 5933 

<212> DNA 

c213> Homo sapiens 
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<400> 5875 

cttaccattc accttcctgc 
60 

ncttttcttg caacctgccc 
120 

atgctacctt tgtccactcc 
180 

gCaaaagccg aagtagcttc 
240 

acattaggcc tttcacaaat 
300 

gcaacagtta ataatccatt 
360 

tggttacggc tattacatca 
420 

agtgcagctg cacctactgc 
480 

tactgtggaa tgcattcacc 
540 

actagaattg gcctgaagcC 
600 

gatcctacag atttgaatag 
660 

tctacgatag atattcttta 
720 

attcaggcct tgttaaaacg 
780 

ggcaggatga actacatgtg 
840 

tctccctctc attcgcaccg 
900 

gaatatgact taccagcact 
960 

atgtctcctc cctgcaatat 
1020 

tgtcacgtac acccaaacta 
1080 

ccagtgcaat gccatcatag 
1140 

tcatctttaa cagatgactc 
1200 

ttggctaccc ttgcttcctc 
1260 

ggtttgcctt ctctitcttgt 
1320 

tcagaaagca ttgcccagtc 
1380 

ccacaacaat gtaataagat 
1440 

ttgacagaag ttggcaatag 
1500 

ccactatgga cagcacttct 
1560 



agcagtgctg cttaaggaga 
ttcctcagtg tctgttgaag 
tgtcgtcaca agtggcctca 
tgctgcctgc cttagactac 
taaattattg gggctcactg 
ccttccatct gaagatcagg 
ttgccttact cacataagtg 
taatcCgctg cagacttgtg 
caacatcgag gttgtgcttg 
catagacatt ctcctgagaa 
ccctttactt tctggaagac 
ccagcttgga acaactcagg 
ggtcagtgat Cctgcaagag 
tcctaacccc tcaacagtag 
tgtagcagcc atCcCgtggc 
cctggaccaa gagctctttg 
ggtcttgaag aaagctgctg 
ttttccttcg ctcatgggct 
actgtccatg acagatgata 
taaaaatgca caagcacctc 
ttctcaatct cctgaagcta 
gaggagtctg gctagcctct 
aatagatatt tcccaggaca 
gcctatcaca gccgacctag 
ccatattatg aaagattggc 
gtttttatcg tgtcactctg 



cacatatcca gcctcatctg 
taagtgcaga tggggtaaat 
cctacataaa aattcagctt 
atcgtccacg ggatgccagc 
ctttcggtac cacctcttct 
tatccaaaac aagtattgga 
atctagaagg aatgatggca 
cggccttatt gatgtcacct 
taaagatagg actgcagtct 
attgtgcagc atcaggcagc 
taaatggact ctcttctgac 
aCcctggCac aaaagacaga 
tggctgctat gaagagaagt 
agtatggtcc tctgatgcca 
atagttatga gctgcttgta 
agttactttt taattggtcc 
acagtctact ttgctcaatg 
ggatgggaat tacccctcct 
gcaaaaagca ggatcttagt 
tcgcattaac tgaatcacat 
ttaaacaatt actagactca 
gctttagcca catttctagc 
aactcaggcg ccatcatgtc 
ttgctcctat tcttaggttt 
ttggtggtcc tgaagtcaat 
ggtccacttc tggaagccat 
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aatttaggtg 
1620 

ggactgacta 
1680 

tgcatttcat 
1740 

cagacatctc 
1800 

agattatttt 
1860 

tgtccactgt 
1920 

ggagcaggcc 
1980 

cttgacagag 
2040 

gacaaagaaa 
2100 

gacaattaca 
2160 

gctacaccac 
2220 

acttcaggag 
2280 

aaactcttgg 
2340 

ctatatgacc 

2400 

tcaagagtta 
2460 

gaaaaagatc 
2520 

gatgaatgca 
2580 

ccattacaag 
2640 

ctatatccag 
2700 

aagccgaagg 
2760 

tatgaagcac 
2620 

acgtctccca 
2880 

tatgcggaag 
2940 

ggagtgacag 
3000 

ccaacccttc 
3060 

gatggtgtac 
3120 

tgtctctctg 
3180 



cacaacagac 
ctcaacagcg 
gccatcctaa 
ctcaaagagg 
tacagttgat 
acaaaggtag 
acaaattccg 
tgtcagatac 
agaaaaacca 
gtgttgttgt 
ctcgcccacc 
cagag;gctgc 
caggccagcc 
gaaaacttcc 
taacagaccc 
atggagactt 
cggatgggat 
tttttgcagg 
aagcaattca 
atagcgatca 
cagaaactgt 
tacctgccca 
tgctactgaa 
atgatggaga 
ctttccacgt 
Ctctaaggcg 
ctttgagcca 



cagtgcaaga 
cacagcaatt 
taatcaaaag 
gaaccttcca 
gctggaagat 
aattaatgct 
tactcttcat 
tccaagtatc 
tgaagagaaa 
tgcctctggg 
atccaggagg 
caacaaaata 
attgccagct 
tcagggttac 
cagtctatca 
acttgctagc 
actggatgaa 
aatgggtgga 
acaggtgagt 
gtttgaatgg 
tgcggctgaa 
tcctttggct 
agagagaaaa 
aggaagtcat 
ccttcgtagc 
gatggcattg 
ccattcccca 



tcagcttctc 
gagaatgcaa 
ctgatggcac 
acatctggga 
gagaaagtga 
actagccacg 
tCgccagtct 
acagctaaat 
gaaaaagtta 
ctgaagtctc 
gggaggacaa 
attactgtcc 
gaaatgacac 
cgctcaatag 
aaaacagatc 
tgtccagaag 
tctttgcttg 
ctggctctta 
gctccagctg 
gtgaccattg 
cctccaccta 
gcttttggat 
catgcccagt 
attcttcaat 
ttgtttagca 
gaaattggag 
cgagttccaa 



tttcttcagc 
ctgttgcgtt 
aggtcctttg 
acaCttcagg 
caatgtttct 
tcatccagca 
caacaacatt 
caattagtga 
aagcggaaaa 
aatctaaacg 
tacctgaCaa 
cagtgCttca 
ttgcccagct 
atctgactgt 
cttataaaag 
atgaggctct 
aaacctgccc 
ttgcCgaaag 
taacatctac 
aacagtcagg 
tcaagtcagc 
tatttcttcg 
gccttcttcg 
ctccatcagc 
ctacaccttt 
ccttacacct 
actctagcgt 



tgctacaaca 
ctttctacag 
tgaactatct 
gtttatacga 
tcagtctcca 
tccaacgtat 
atcagatgtt 
acaaaaagat 
tggatttcaa 
tgctgtgtca 
aataggaagt 
cctgcttcac 
tctaactctc 
taaattggga 
accacaccct 
cactccaggt 
aattcagtca 
actacccatg 
cactcaggaa 
ggagttagtt 
agtacagacc 
tcttccgggc 
aCtggtattg 
caatgtgctt 
gacaactgat 
cattcttgtc 
gaatcaaact 
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gagccacagg 
3240 

gccaaaggga 
3300 

ttaactaagc 
3360 

tacataaatc 
3420 

gggcagaaca 
3480 

atcccagcca 
3540 

ccactctatc 
3600 

cccctattgt 
3660 

caaacttctg 
3720 

cgtttaagat 
3780 

gaaccagaag 
3840 

gcagccacca 
3900 

aaggcggcta 
3960 

gctgttacga 
4020 

aaattgggat 
4080 

aacagtgctg 
4140 

cctctgtctt 
4200 

aaggttctaa 
4260 

gcgtattttc 
4320 

ggtcatagcg 
4380 

ttaaacacgt 
4440 

caagcgttgg 
4500 

ggatatgaac 
4560 

aacattcgac 
4620 

tgttttaaag 
4680 

tgtgaggagt 
4740 

atgtctcacc 
4800 



tgtcaagctc 
ctggctttgg 
aaaggctgga 
ccgtcagtag 
gtaatgccct 
tgtcatctta 
gggcactgct 
tgcccctttc 
ttggtacatt 
ctaaaaggga 
gacctactcc 
ccagtttgcg 
tgaaacccaa 
agaaactaca 
ttaaagtaaa 
ccagagctcg 
catcctctag 
Caactggtcc 
ctcaagatta 
tgcgattcaa 
ggcatggaag 
tgtctgtcca 
ggtctagagg 
aagcaacagt 
aggtaataca 
ggattgcgga 
atgcagcagc 



tcataacccc 
aacaggctct 
agaggaacat 
tgcggtaaat 
tccttctgta 
tctacgaaat 
ggaattgctt 
tacagagaac 
gttagccaaa 
aaatgtCaaa 
tttggtacca 
gcgagcaaac 
accctcgtca 
gtttgatacg 
ttaccactac 
ccgccttgcc 
tgtgtttgca 
agcggacacc 
tcccagttca 
tccaaacctt 
accagaagag 
gtcccttata 
cactcccagt 
taagtgggca 
caaacatttt 
tatccagcag 
tctcaagcgt 



acatcaacag 
acagcttctg 
gttacctgcc 
ggagaagctc 
cttctcgagc 
gattcagttc 
cgggccactg 
ggtgaagagg 
atgaagacct 
acaggagtaa 
gacatccaaa 
caggaaaaaa 
gtattaaagt 
tttgaaatgg 
atgcctcagg 
caggaagctg 
cgctgtgatg 
ccttatgcaa 
ccccctcttg 
tataatgatg 
aagtggaatc 
ttagtagctg 
ggcacacaga 
atgctagaac 
tacttgaaaa 
tacagcagtg 
cacactgctc 



aagaacaaca 

ggtgggatgt 

ttctgcaggt 
agtcatctca 
ttctcagtca 
tggacatggc 
cttcttgtgc 
aagaagaaca 
gtgttgatac 
aaccagatgc 
agactgctga 
aactgggtga 
cacttgaaga 
tttctgaaga 
tgaaaaatgc 
tgacactttc 
aggagcgack 
atggctgctt 
tgaatctaga 
gcaaggtttg 
ctcagacctc 
agccttattt 
gttctcgaga 
aaatcagaaa 
gagttgagat 
ataagcgggt 
agctccgcga 



gtcatattgg 
ggaacaagcc 
tcttgccagt 
tgagactaga 
gtcctgcctc 
aagacatgtg 
tgccatggtg 
gtcagaatgt 
ctataccaac 
gtctgatcaa 
gatagtttat 
atactccaag 
aaaatatgtg 
tgaagatggg 
taatgatgcg 
aacctcactg 
tgatatcatg 
tgagtttgat 
gacaactggt 
tttaagcatc 
aagctttttg 
taatgaaccg 
atatgatgga 
cccttcacca 
aatggcccaa 
aggcaggact 
agagttgctg 
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aaacttccct gccctgaagg 
4860 

gccacaacag gtgctgagga 
4920 

gaacccccca gtgacttcca 
4960 

cttcgaagca caagccaaat 
5040 

taatgaaact gaaactatac 
5100 

ttattcaccc gtacaggagt 
5160 

actgattggt atgttcaaca 
5220 

aagggaaact accttaggaa 
5280 

tactatagag tgaggggttg 
5340 

ttaaagtcag caactcttca 
5400 

tcacatttga tttctgaaga 
5460 

ccctcttttt tgatttactg 
5520 

tatctggaga cttgcacCtg 
5580 

ccttctaatt ctaagatgca 
5640 

tcgggcctct gaatgtatct 
5700 

gaaagtcatt ctaaactgat 
5760 

gttttatgac taaagtcaca 
5820 

cgtacctctc tggtgctgtt 
5880 

caaattcttc ctagagccaa 
5933 



cttggatcct gacactgacg 
gactctaatg catgatcagg 
gttatgagcC gcattgatgt 
atgtcaatat ttgtatgtaa 
tatgccctta aggagatcca 
gtaaactttt ttgtgctttt 
aatttgtgta tacaaagaaa 
agaatgttta ctgaatgttt 
ttaacaaaga atatatattg 
ctgaatttga tagatcttat 
cctcctacat acacctcaac 
gtacattttt aaaataataa 
tatggatgaa ttcattacat 
gaaaaaaata aatgaacatg 
gttatttgaa tttaagtatt 
tttttttttc taaagggctc 
tgtatgcatt aaacattgag 
acagtacatt ctgtacctgc 
ataaataaag actcaggtga 



atgccccaga ggtgtgcaga 
ttaaacccag cagcagcaaa 
ggacttcata gacacaaagg 
gaaactaacc acgtaatagg 
gttcaattca aggtgatctt 
atttctcaat tgtgagaacc 
tggataaatc actgctatat 
attttatttt tttttttttc 
gtcattctta caactactat 
gtttggccat atcttcatgc 
aaaagttaaa tggacatact 
atctgccata aaatgcatta 
tcaacatatt taattttatg 
attttattct atgccaacat 
tgaaaaggaa tggtcaattt 
cttttttcct ggactatgtg 
gctctgtaga ggagagagga 
catacaggct cattttcatg 
aaaaaaaaaa aaa 



<210> 5876 
<211> 1648 
<212> PRT 

<213> Homo sapiens 
<400> 5876 

Leu Thr lie His Leu Pro Ala Ala 

1 5 
Gin Pro His Leu Xaa Phe Leu Ala 

20 

Glu Val Ser Ala Asp Gly Val Asn 

35 40 
Val Thr Ser Gly Leu Thr Tyr lie 

50 55 
Val Ala Ser Ala Val Cys Leu Arg 



Val Leu Leu Lys Glu lie His He 

10 15 
Thr Cys Pro Ser Ser Val Ser Val 
25 30 
Met Leu Pro Leu Ser Thr Pro Val 

45 

Lys He Gin Leu Val Lys Ala Glu 

60 

Leu His Arg Pro Arg Asp Ala Ser 
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65 


70 






75 


80 


Thr Leu Gly Leu Ser 


Gin 


lie 


Lys 


Leu Leu Gly Leu Thr 


Ala Phe Gly 


85 








90 


95 


Thr Thr Ser Ser Ala 


Thr 


Val 


Asn 


Asn Pro Phe Leu Pro 


Ser Glu Asp 


100 








105 


110 


Gin Val Ser Lys Thr 


Ser 


He Gly Trp Leu Arg Leu Leu 


His His Cys 


lis 






120 


125 




Leu Thr His lie Ser 


Asp 


Leu Glu Gly Met Met Ala Ser 


Ala Ala Ala 


130 




135 




140 




Pro Thr Ala Asn Leu 


Leu 


Gin Thr Cys Ala Ala Leu Leu 


Met Ser Pro 


145 


150 






155 


160 


Tyr Cys Gly Met His 


Ser 


Pro 


Asn 


He Glu Val Val Leu 


Val Lys He 


165 








170 


175 


Gly Leu Gin Ser Thr 


Arg 


He Gly Leu Lys Leu He Asp 


He Leu Leu 


180 








185 


190 


Arg Asn Cys Ala Ala 


Ser 


Gly Ser Asp Pro Thr Asp Leu 


Asn Ser Pro 


195 






200 


205 




Leu Leu Phe Gly Arg 


Leu 


Asn Gly Leu Ser Ser Asp Ser 


Thr He Asp 


210 




215 




220 




lie Leu Tyr Gin Leu 


Gly 


Thr Thr Gin Asp Pro Gly Thr 


Lys Asp Arg 


225 


230 






235 


240 


lie Gin Ala Leu Leu 


Lys 


Trp Val 


Ser Asp Ser Ala Arg 


Val Ala Ala 


245 








250 


255 


Met Lys Arg Ser Gly 


Arg 


Met 


Asn Tyr Met Cys Pro Asn 


Ser Ser Thr 


260 








265 


270 


Val Glu Tyr Gly Leu 


Leu 


Met 


Pro 


Ser Pro Ser His Leu 


His Cys Val 


275 






280 


285 




Ala Ala lie Leu Trp 


His 


Ser 


Tyr 


Glu Leu Leu Val Glu 


Tyr Asp Leu 


290 




295 




300 




Pro Ala Leu Leu Asp 


Gin 


Glu 


Leu 


Phe Glu Leu Leu Phe 


Asn Trp Ser 


305 


310 






315 


320 


Met Ser Leu Pro Cys 


Asn 


Met 


Val 


Leu Lys Lys Ala Val 


Asp Ser Leu 


325 








330 


335 


Leu Cys Ser Met Cys 


His 


Val 


His 


Pro Asn Tyr Phe Ser 


Leu Leu Met 


340 








345 


350 


Gly Trp Met Gly lie 


Thr 


Pro 


Pro 


Pro Val Gin Cys His 


His Arg Leu 


355 






360 


365 




Ser Met Thr Asp Asp 


Ser 


Lys 


Lys 


Gin Asp Leu Ser Ser 


Ser Leu Thr 


370 




375 




380 




Asp Asp Ser Lys Asn 


Ala 


Gin 


Ala 


Pro Leu Ala Leu Thr 


Glu Ser His 


385 


390 






395 


400 


Leu Ala Thr Leu Ala 


Ser 


Ser 


Ser 


Gin Ser Pro Glu Ala 


He Lys Gin 


405 








410 


415 


Leu Leu Asp Ser Gly 


Leu 


Pro 


Ser 


Leu Leu Val Arg Ser 


Leu Ala Ser 


420 








425 


430 


Phe Cys Phe Ser His 


He 


Ser 


Ser 


Ser Glu Ser He Ala 


Gin Ser He 


435 






440 


445 




Asp lie Ser Gin Asp 


Lys 


Leu Arg Arg His His Val Pro 


Gin Gin Cys 


450 




455 




460 




Asn Lys Met Pro lie 


Thr 


Ala Asp Leu Val Ala Pro He 


Leu Arg Phe 


465 


470 






475 


480 


Leu Thr Glu Val Gly 


Asn 


Ser 


His 


He Met Lys Asp Trp 


Leu Gly Gly 


485 








490 


495 


Ser Glu Val Asn Pro 


Leu 


Trp 


Thr 


Ala Leu Leu Phe Leu 


Leu Cys His 
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500 

Ser Gly Ser Thr Ser Gly 
515 

Ser AXa Ser Leu 



Ala Arg 
530 
Gin Gin 
545 

Cys He 

Cys Glu 

Gly Asn 

Glu Asp 
610 
Lys Gly 
625 

Gly Ala 

Leu Ser 

Lys Leu 

Glu Lys 
690 
Val Val 
705 

Ala Thr 

Lys He 

Val Pro 

Pro Ala 
770 
Lys Leu 
785 

Ser Arg 

Arg Leu 

Glu Asp 

Asp Glu 
BSD 
Phe Ala 
865 

Leu Tyr 
Thr Thr 
He Glu 
Ala Glu 



Arg Thr Ala He 
550 

Ser Cys His Pro 
565 

Leu Phe Gin Thr 
580 

He Ser Gly Phe 
595 

Glu Lys Val Thr 



Arg He 

Gly His 

Asp Val 
660 
He Ser 
675 

Glu Lys 

Val Ala 

Pro Pro 

Gly Ser 
740 
Val Phe 
755 

Glu Met 



Asn Ala 
630 

Lys Phe 
645 

Leu Asp 

Glu Gin 

Val Lys 

Ser Gly 
710 
Arg Pro 
725 

Thr Ser 
His Leu 
Thr Leu 



Pro Gin Gly Tyr 
790 

Val He Thr Asp 
805 

His Pro Glu Lys 
820 

Glu Ala Leu Thr 
835 

Ser Leu Leu Glu 

Gly Met Gly Gly 
870 

Pro Glu Val He 
885 

Gin Glu Lys Pro 
900 

Gin Ser Gly Glu 

915 

Pro Pro Pro He 



505 

Ser His Asn 

520 
Ser Ser Ala 
535 

Glu Asn Ala 

Asn Asn Gin 

Ser Pro Gin 
585 

He Arg Arg 

600 
Met Phe Leu 
615 

Thr Ser His 

Arg Thr Leu 

Arg Val Ser 
665 

Lys Asp Asp 

660 
Ala Glu Asn 
695 

Leu Lys Ser 

Pro Ser Arg 

Gly Ala Glu 
745 

Phe His Lys 

760 
Ala Gin Leu 
775 

Arg Ser He 

Pro Ser Leu 

Asp His Gly 
825 

Pro Gly Asp 

840 
Thr Cys Pro 
855 

Leu Ala Leu 

Gin Gin Val 

Lys Asp Ser 
905 

Leu Val Tyr 
920 

Lys Ser Ala 



Leu Gly 

Ala Thr 

Thr Val 
555 
Lys Leu 
570 

Arg Gly 

Leu Phe 

Gin Ser 

Val He 
635 
His Leu 

650 

Asp Thr 

Lys Glu 

Gly Phe 

Gin Ser 
715 
Arg Gly 
730 

Ala Ala 

Leu Leu 

Leu Thr 

Asp Leu 
795 
Ser Lys 
810 

Asp Leu 

Glu Cys 

He Gin 

He Ala 
875 
Ser Ala 
890 

Asp Gin 
Glu Ala 
Val Gin 



Ala Gin 
525 
Thr Gly 
540 

Ala Phe 

Met Ala 

Asn Leu 

Leu Gin 
605 
Pro Cys 
620 

Gin His 

Pro Val 

Pro Ser 

Lys Lys 
685 
Gin Asp 
700 

Lys Arg 

Arg Thr 

Asn Lys 

Ala Gly 
765 
Leu Leu 
780 

Thr Val 

Thr Asp 

Leu Ala 

Met Asp 
845 
Ser Pro 
860 

Glu Arg 

Pro Val 

Phe Glu 

Pro Glu 
925 
Thr Met 



510 

Gin Thr Ser 

Leu Thr Thr 

Phe Leu Gin 
560 

Gin Val Leu 

575 
Pro Thr Ser 
590 

Leu Met Leu 

Pro Leu Tyr 

Pro Met Tyr 
640 

Ser Thr Thr 

655 
He Thr Ala 
670 

Asn His Glu 

Asn Tyr Ser 

Ala Val Ser 
720 

He Pro Asp 

735 
He He Thr 
750 

Gin Pro Leu 

Tyr Asp Arg 

Lys Leu Gly 
800 

Ser Tyr Lys 

815 
Ser Cys Pro 
830 

Gly He Leu 

Leu Gin Val 

Leu Pro Met 
880 

Val Thr Ser 

895 
Trp Val Thr 
910 

Thr Val Ala 
Ser Pro He 
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930 


935 




940 






Pro Ala His 


Ser Leu Ala Ala Phe Gly 


Leu 


Phe Leu Arg Leu 


Pro 


Gly 


945 


950 




955 




960 


Tyr Ala Glu 


Val Leu Leu Lys Glu Arg 


Lys 


His Ala Gin Cys 


Leu 


Leu 




965 


970 




975 




Arg Leu Val 


Leu Gly Val Thr Asp Asp 


Gly 


Glu Gly Ser His 


lie 


Leu 




980 985 




990 






Gin Ser Pro 


Ser Ala Asn Val Leu Pro 


Thr 


Leu Pro Phe His 


Val 


Leu 


995 


1000 




1005 






Arg Ser Leu 


Phe Ser Thr Thr Pro Leu 


Thr 


Thr Asp Asp Gly 


Val 


Leu 


1010 


1015 




1020 






Leu Arg Arg 


Net Ala Leu Glu lie Gly 


Ala 


Leu His Leu lie 


Leu 


val 


1025 


1030 




1035 




1040 


Cys Leu Ser 


Ala Leu Ser His His Ser 


Pro 


Arg Val Pro Asn 


Ser 


Ser 




1045 


1050 


1055 


Val Ash Gin 


Thr Glu Pro Gin Val Ser 


Ser 


Ser His Asn Pro 


Thr 


Ser 




1060 1065 


1070 




Thr Glu Glu 


Gin Gin Leu Tyr Trp Ala Lys Gly Thr Gly Phe Gly Thr 


1075 1080 




1085 






Gly Ser Thr Ala Ser Gly Trp Asp Val Glu Gin Ala Leu Thr 


Lys 


Gin 


1090 


1095 




1100 






Arg Leu Glu 


Glu Glu His Val Thr Cys 


Leu 


Leu Gin Val Leu 


Ala 


Ser 


1105 


1110 




1115 




1120 


Tyr lie Asn 


Pro Val Ser Ser Ala Val Asn Gly Glu Ala Gin 


Ser 


Ser 




1125 


1130 


1135 


His Glu Thr Arg Gly Gin Asn Ser Asn Ala 


Leu Pro Ser Val 


Leu 


Leu 




1140 1145 


1150 




Glu Leu Leu 


Ser Gin Ser Cys Leu lie 


Pro 


Ala Met Ser Ser 


Tyr 


Leu 


1155 1160 




1165 






Arg Asn Asp 


Ser Val Leu Asp Met Ala 


Arg 


His Val Pro Leu 


Tyr Arg 


1170 


1175 




1180 






Ala Leu Leu 


Glu Leu Leu Arg Ala lie 


Ala 


Ser Cys Ala Ala 


Met 


Val 


1185 


1190 




1195 




1200 


Pro Leu Leu 


Leu Pro Leu Ser Thr Glu Asn Gly Glu Glu Glu Glu Glu 




1205 


1210 


1215 


Gin Ser Glu Cys Gin Thr Ser Val Gly Thr Leu Leu Ala Lys 


Met 


Lys 



1220 1225 1230 



Thr Cys Val Asp Thr Tyr Thr Asn Arg Leu Arg Ser Lys Arg Glu Asn 

1235 1240 1245 

Val Lys Thr Gly Val Lys Pro Asp Ala Ser Asp Gin Glu Pro Glu Gly 

1250 1255 1260 

Leu Thr Leu Leu Val Pro Asp lie Gin Lys Thr Ala Glu lie Val Tyr 
1265 1270 1275 1280 

Ala Ala Thr Thr Ser Leu Arg Arg Ala Asn Gin Glu Lys Lys Leu Gly 

1285 1290 1295 

Glu Tyr Ser Lys Lys Ala Ala Met Lys Pro Lys Pro Leu Ser Val Leu 

1300 1305 1310 

Lys Ser Leu Glu Glu Lys Tyr Val Ala Val Met Lys Lys Leu Gin Phe 

1315 1320 1325 

Asp Thr Phe Glu Met Val Ser Glu Asp Olu Asp Gly Lys Leu Gly Phe 

1330 1335 1340 

Lys Val Asn Tyr His Tyr Met Ser Gin Val Lys Asn Ala Asn Asp Ala 
1345 1350 1355 1360 

Asn Ser Ala Ala Arg Ala Arg Arg Leu Ala Gin Glu Ala Val Thr Leu 
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1365 1370 1375 

Ser Thr Ser Leu Pro Leu Ser Ser Ser Ser Ser Val Phe Val Arg Cys 

1380 1385 1390 

Asp Glu Glu Arg Leu Asp He Met Lys Val Leu He Thr 61y Pro Ala 

1395 1400 1405 

Asp Thr Pro Tyr Ala Asn Gly Cys Phe Glu Phe Asp Val Tyr Phe Pro 

1410 1415 1420 

Gin Asp Tyr Pro Ser Ser Pro Pro Leu Val Asn Leu Glu Thr Thr Gly 
1425 1430 1435 1440 

Gly His Ser Val Arg Phe Asn Pro Asn Leu Tyr Asn Asp Gly Lys Val 

1445 1450 1455 

Cys Leu Ser He Leu Asn Thr Trp His Gly Arg Pro Glu Glu Lys Trp 

1460 1465 1470 

Asn Pro Gin Thr Ser Ser Phe Leu Gin Val Leu Val Ser Val Gin Ser 

1475 1480 1485 

Leu He Leu Val Ala Glu Pro Tyr Phe Asn Glu Pro Gly Tyr Glu Arg 

1490 1495 1500 

Ser Arg Gly Thr Pro Ser Gly Thr Gin Ser Ser Arg Glu Tyr Asp Gly 
1505 1510 1515 1520 

Asn He Arg Gin Ala Thr Val Lys Trp Ala Met Leu Glu Gin He Arg 

1525 1530 1535 

Asn Pro Ser Pro Cys Phe Lys Glu Val He His Lys His Phe Tyr Leu 

1540 1545 1550 

Lys Arg Val Glu He Met Ala Gin Cys Glu Glu Trp He Ala Asp He 

1555 1560 1565 

Gin Gin Tyr Ser Ser Asp Lys Arg Val Gly Arg Thr Met Ser His His 

1570 1575 1580 

Ala Ala Ala Leu Lys Arg His Thr Ala Gin Leu Arg Glu Glu Leu Leu 
1585 1590 1595 1600 

Lys Leu Pro Cys Pro Glu Gly Leu Asp Pro Asp Thr Asp Asp Ala Pro 

1605 1610 1615 

Glu Val Cys Arg Ala Thr Thr Gly Ala Glu Glu Thr Leu Met His Asp 

1620 1625 1630 

Gin Val Lys Pro Ser Ser Ser Lys Glu Leu Pro Ser Asp Phe Gin Leu 
1635 1640 1645 

<210> 5877 

<211> 683 

<212> DNA 

<213> Honio sapiens 

<400> 5877 

ngcggcggcg cgacgggcgg cggcggcggt tccagcatga aggggagagc tggcctgggg 
60 

ggcagcatga ggtcagtggt gggcttcttg tcccagcggg gcttgcatgg ggaccccctg 
120 

ctcactcagg actttcagag gagacgcctg cggggctgca gaaacctcta caagaaggac 
180 

ctcctcggcc acttcggctg tgtcaatgcc attgaattct ccaacaatgg aggccagtgg 

240 

ctggtctcag gaggagatga ccgccgggtt ctgctatggc acatggaaca agccatccac 
300 

tccagggtca agcccataca gctgaaagga gagcaccatt ccaacatttt ttgcctggct 
360 
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ttcaacagtg ggaacactaa agtgttctct ggaggcaatg atgagcaagt tatcctccat 
420 

gatgttgaaa gcagtgagac attggacgtg tttgctcatg aagatgcagt atatggcttg 
480 

tctgtgagcc cagtgaatga caacattttt gccagttcct cagatgatgg ccgggttctc 
540 

atttgggaca ttcgggaatc cccccatgga gagcccttct gctgggcaaa ctatccatca 
600 

gcctttcata gtgtcatgtt taaccctgtg gagcccaggt tgttggcccc agccaattca 
660 

aaggaaggag tgggactctg gga 
683 

<210> 5878 

<211> 227 

<212> PRT 

<213> Homo sapiens 



<400> 5878 












Xaa 


Gly 


Gly 


Ala 


Thr 


Gly Gly Gly Gly Gly 


Ser Ser Met Lys Gly Arg 


1 








5 




10 


15 


Ala 


Gly 


Leu 


Gly 


Gly 


Ser Met Arg Ser 


val 


Val Gly Phe Leu Ser Gin 








20 




25 




30 


Arg 


Gly 


Leu 


His 


Gly 


Asp Pro Leu Leu 


Thr 


Gin Asp Phe Gin Arg Arg 






35 






40 




45 


Arg 


Leu 


Arg 


Gly 


Cys 


Arg Asn Leu Tyr 


Lys 


Lys Asp Leu Leu Gly His 




50 








55 




60 


Phe 


Gly 


Cys 


val 


Asn 


Ala He Glu Phe 


Ser 


Asn Asn Gly Gly Gin Trp 


65 










70 




75 80 


Leu 


Val 


Ser 


Gly 


Gly 


Asp Asp Arg Arg 


Val 


Leu Leu Trp His Met Glu 










85 




90 


95 


Gin 


Ala 


lie 


His 


Ser 


Arg Val Lys Pro 


He 


Gin Leu Lys Gly Glu His 








100 




105 




110 


His 


Ser 


Asn 


He 


Phe 


Cys Leu Ala Phe 


Asn 


Ser Gly Asn Thr Lys Val 






115 






120 




125 


Phe 


Ser 


Gly 


Gly 


Asn 


Asp Glu Gin val 


He 


Leu His Asp Val Glu Ser 




130 








135 




140 


Ser 


Glu 


Thr 


Leu 


Asp 


Val Phe Ala His 


Glu 


Asp Ala Val Tyr Gly Leu 


145 










150 




155 160 


Ser 


Val 


Ser 


Pro 


Val 


Asn Asp Asn He 


Phe 


Ala Ser Ser Ser Asp Asp 










165 




170 


175 


Gly 


Arg 


Val 


Leu 


He 


Trp Asp He Arg Glu 


Ser Pro His Gly Glu Pro 








180 




185 




190 


Phe 


Cys 


Trp 


Ala 


Asn 


Tyr Pro Ser Ala 


Phe 


His Ser Val Met Phe Asn 






195 






200 




205 


Pro 


Val 


Glu 


Pro 


Arg 


Leu Leu Ala Pro 


Ala 


Asn Ser Lys Glu Gly Val 




210 








215 




220 


Gly 


Leu 


Trp 













225 



<210> 5879 

<211> 1555 

<212> DNA 

<213> Homo sapiens 
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<400> 5879 

tttttttttt tttttttttt 
60 

taacagtgaa ctggaataat 
120 

tccatttggg gtgctgggga 
180 

ctcctacgca acCCctgagg 
240 

tcaggagctg ggtgctgggg 
300 

caacaagaac cacgaaggag 
360 

gacaaagctt atcccctttc 
420 

gtcaataaat ccataaccag 
480 

ggagtggggc gaaggatgct 
540 

aaccatccct gtaaagtgtc 
600 

ggcagtgcac ccacataagg 
660 

tctgcggcta ctaacagcct 
720 

ggctgcctga cagggcgaca 
780 

ctgggaactc acgctctctc 
840 

tgaagacaaa tggaagccag 
900 

gaagccacgt gagtggggac 
960 

gaggctgctc ctccggccct 
1020 

aattgggcag catctcctcc 
1080 

ggtccgagat gtccagcctg 
1140 

acagtcaccg gcatccacag 
1200 

gaaatggcca tacttatctg 
1260 

ctgcttcagg atgaaaaagg 
1320 

gtaagatcga tttttctcat 
1380 

agcctccaca tcgtagaaat 
1440 

actgccctct ggggccactg 
1500 

catgggggcg accaggcgca 
1555 



ttttgaacag ggaaagctta 
gagggcCtca ctggtaaaat 
acgttattcc cagagaggtg 
gctggagggt gccaagggca 
aagccacatg cactgcggcg 
gcgcctttcc tcctataatg 
aaaaaacagc caactgaaaa 
caatactatg gggcctgggg 
gcatgtcctg cagtgggcac 
agtagtagcc cctgtgtcag 
acagtctgag aagagtctcc 
gagcctttac ctccccaggc 
ggagctgtga cctttagcca 
ctgtgattgg ccagcaccac 
aagtgtggtg agctaccaga 
agggctaaag gctaggcagg 
gacttcaggc cctcagccca 
accaatatct gagtgaggcc 
cggaggttcg gaggttatcc 
cttcgacagg cacttcacag 
gcctgatcca ctccttgtct 
cacctgcgcc gtatggacca 
gcaccttgta catctccctt 
agttggtcag gaactggagt 
ccgcacccag gcgatggatg 
gggacgccca gggagccgcc 



atatagagaa 


ttactggctt 


gcttctgaat 


tgactggaaa 


cctcagtgga 


ggcgctgtgt 


gctgctgacc 


gcccggcgct 


tccagaggca 


gaagcacaac 


ccCgtttggt 


gccctctact 


agctgaattt: 


ggaacataaa 


tgcgctggcc 


tttagtgagt 


aQcqaccctcr 


cacgggQQag 


tcaaaQtccc 


tgcaagaaat 


tcracaaQQtcT 


agtgtggctc 


ctaaacaaog 


crcataQaaag 


aQQQcaQCca 


ggaataaata 


tcccccaccc 


tgacgttgag 


cattccatgc 


agcccQctga 


qacagggctg 


gctgtgtccc 


gtcgactccc 


acaacctcgc 


agggttggac 


acggcaggga 


aggccctcgt 


agttgatgtc 


aaattccaga 


actcctgaga 


cgaaacttga 


ctgcgcctcc 


tgttgcttct 


ccagccaggt 


tggagcaagt 


aatccctcag 


attgtccttt 


tcttcttctg 


cccctgatac 


gcccattcca 


atcttgctaa 


ggttt 
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<210> 5660 
<211> 185 
<212> PRT 

<213> Homo sapiens 



<400> 5880 



Met 


Ala 


Ala 


Pro 


Trp Ala Ser Leu Arg Leu Val 


Ala Pro Met Trp 


Asn 


1 








5 10 


15 




Gly 


Arg 


He 


Arg 


Gly He His Arg Leu Gly Ala 


Ala Val Ala Pro 


Glu 








20 


25 


30 




Gly 


Ser 


Gin 


Lys 


Lys Lys Arg Thr He Leu Gin 


Phe Leu Thr Asn 


Tyr 






35 




40 


45 




Phe 


Tyr 


Asp 


Val 


Glu Ala Leu Arg Asp Tyr Leu 


Leu Gin Arg Glu 


Met 




50 






55 


60 




Tyr 


Lys 


Val 


His 


Glu Lys Asn Arg Ser Tyr Thr 


Trp Leu Glu Lys 


Gin 


65 








70 75 




80 


His 


Gly 


Pro 


Tyr 


Gly Ala Gly Ala Phe Phe He 


Leu Lys Gin Gly 


Gly 










85 90 


95 




Ala 


Val 


Lys 


Phe 


Arg Asp Lys Glu Trp He Arg 


Pro Asp Lys Tyr 


Gly 








100 


105 


110 




His 


Phe 


Ser 


Gin 


Glu Phe Trp Asn Phe Cys Glu 


Val Pro Val Glu 


Ala 






115 




120 


125 




Val 


Asp 


Ala 


Gly 


Asp Cys Asp He Asn Tyr Glu 


Gly Leu Asp Asn 


Leu 




130 






135 


140 




Arg 


Thr 


Ser 


Ala 


Gly Trp Thr Ser Arg Thr Ser 


Leu Pro Cys Pro 


Thr 


145 








150 155 




160 


Leu 


Ala 


Ser 


Leu 


Arg Tyr Trp Trp Arg Arg Cys 


Cys Pro He Ala 


Arg 










165 170 


175 




Leu 


Trp 


Glu 


Ser 


Thr Gly Leu Arg Ala 












180 


IBS 







<210> 5681 

<211> 327 

<212> DUh 

<213> Homo sapiens 



<400> 5881 

ngcgcgcccc 
60 

gtggacgtgg 
120 

agccacacgc 
160 

accatccacg 
240 

aagagcctgg 
3O0 

gcgcccgccg 
327 



ggcccgtggc 
acctgctggc 
tgcccagggc 
tgccgctgga 
agggccgcgg 
aacccatgcc 



ccgcgagaag 
cccgcgcagc 
cagcgcgccc 
cgcctcgcgc 
cctggggctg 
ggaggan 



acctcgctgg 
cccatggcca 
tcgctggacg 
tccaagcagc 
cccgacgacg 



gcagcttgaa 
aggagaacaC 
accccgcgcg 
tcatcagcga 
ccagccccgg 



gcgcgccagc 
ggtgaccttc 
ccgccacatg 
gtggaagcag 
gcacctgcgc 



<210> 5882 

<211> 109 
<212> PRT 



5054 



wo 00/58473 



PCT/USOO/08621 



<213> Homo sapiens 
<400> 5682 



Xaa 


Ala 


Pro 


Arg 


Pro Val Ala Arg Glu 


Lys 


Thr 


Ser 


Leu 


Gly 


Ser 


Leu 


1 








5 


10 










15 




Lys 


Arg 


Ala 


Ser 


Val Asp Val Asp Leu 


Leu 


Ala 


Pro 


Arg 


Ser 


Pro 


Met 








20 


25 










30 






Ala 


Lys 


Glu 


Asn 


Met Val Thr Phe Ser 


His 


Thr 


Leu 


Pro 


Arg 


Ala 


Ser 






35 




40 








45 








Ala 


Pro 


Ser 


Leu 


Asp Asp Pro Ala Arg 


Arg 


His 


Met 


Thr 


He 


His 


Val 




50 






55 






60 










Pro 


Leu 


Asp 


Ala 


Ser Arg Ser Lys Gin 


Leu 


He 


Ser 


Glu 


Trp 


Lys 


Gin 


65 








70 




75 










80 


Lys 


Ser 


Leu 


Glu 


Gly Arg Gly t<eu Gly 


Leu 


Pro Asp 


Asp 


Ala 


Ser 


Pro 










85 


90 










95 




Gly His 


Leu 


Arg 


Ala Pro Ala Glu Pro 


Met 


Pro 


Glu 


Xaa 









100 105 



<210> 5883 

<211> 579 

<212> DNA 

<213> Homo sapiens 

<400> 5883 

nggtcgacct ctgcttcctt acagcacccc cacctgccag agctgatcct ccctaggccc 
60 

tgcctaacct tgagttggcc cccaatccct ctggctgcag aagtcccctt acccccaatg 
120 

agaggagggg caggaccaga tcttttgaga gctgagggtt gagggcattg agccaacaca 
180 

cagatttgtc gcctctgtcc ccgaagacac ctgcaccctc catgcggagc caagatgggg 
240 

aatggaactg aggaagatta taactttgtc ttcaaggtgg tgctgatcgg cgaatcaggt 
300 

gtggggaaga ccaatctact ttcccgattc acgcgcaatg agttcagcca cgacagccgc 
360 

accaccatcg gggttgagtt ctccacccgc actgtgatgt tgggcaccgc tgctgtcaag 
420 

gctcagatct gggacacagc tggtgtttga cctaaccaag caccagacct atgctgtggt 
460 

ggagcgatgg ctgaaggagc tctatgacca tgctgaagcc acgatcgtcg tcatgctcgt 
540 

gggtaacaaa agtgacctca gccaggcccg ggaagtgcc 
579 

<210> 5884 

<211> 71 

<212> PRT 

<213> Homo sapiens 

<400> 5884 

Met Gly Asn Gly Thr Glu Glu Asp Tyr Asn Phe Val Phe Lys Val Val 

15 10 15 

Leu He Gly Glu Ser Gly Val Gly Lys Thr Asn Leu Leu Ser Arg Phe 
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20 

Thr Arg Asn Glu Phe Ser His Asp 

35 40 
Phe Ser Thr Arg Thr Val Met Leu 

50 55 
He Trp Asp Thr Ala Gly Val 
65 70 



25 30 
Ser Arg Thr Thr He Gly Val Glu 

45 

Gly Thr Ala Ala Val Lys Ala Gin 
60 



<210> 5685 ■ 

<211> 1905 

<212> DNA 

<213> Homo sapiens 



<400> 5885 
ggcaagggaa 
60 

cgtgtccttt 
120 

acgtagacgg 
180 

cccgtgaagc 
240 

gagttttgac 
300 

catcctccgc 
360 

tgcgggcccc 
420 

ggcgccggcc 

480 

gccgccggct 
540 

ctaggggaga 
600 

ccagagggtg 
660 

ggcaagctcc 
720 

gtgaacaggg 
780 

gcgtatgtga 
840 

cccaccaaca 
900 

cccaCgtgca 
960 

gtgctggtct 
1020 

ctcaacctgt 
1080 

ggcactacag 
1140 

cctggcctac 
1200 



aaccggctgc 
gcagacacct 
tagacagttc 
gatgtttccc 
ccctccgacg 
ggacgcccgc 
cgggcctaca 
cgctatactc 
ccgcggcgat 
ccacaggaca 
cccagatcct 
agagcctgcc 
tctccccaga 
ttcagcggta 
tcctggggga 
tcctgggtgc 
cggagttgat 
actatgagcg 
caccacccat 
ctcccccatc 



ggagaaggaa 
tctggggcga 
gcgtgcgttt 
ctcgaaaggc 
ctccgtccct 
tgccatggcg 
gcggcctgcg 
gcaccacctc 
ggcgctctat 
ccgcaccctg 
gcaggagcgt 
ggaaggctcc 
cacccgagca 
ccgggaggtg 
gatcgtggtg 
attctttgga 
cccatgggcc 
gcgctgggag 
gcacgtccag 
ccctgcttcc 



atagggcccg 
ggtgacatgg 
ccttcgccCa 
cgtagacgcc 
gacagaatcg 
actctgctgc 
gcagaaatgc 
cccacctccc 
aacccctacc 
aaggtcctca 
ccccggattt 
ctcggtcgcg 
cccacccgct 
cacgacatgc 
aaatggtttg 
ccgatccgac 
gttcagaacg 
cagtccctga 
ggcttggcct 
cttggaggca 



gcgctgagtg 
cgagagtctt 
cttggcctac 
gtcagaatcg 
cggcgttctt 
gccctgtcct 
ccccccgggc 
cgctgcagaa 
gccacgacat 
gggaccagat 
cgacatccac 
agtatctccg 
tcgCggacga 
ttcacaccct 
aggccgccca 
ttggcgccca 
ggcgcagagc 
gggctctgcg 
gagctcctga 
gagggctccc 



agcgtggttg 
ggatcggtgg 
atgccttctg 
gtttttcagt 
cgtacccgcc 
ccgtcggctc 
taggagcgac 
agcgctgttg 
ggCcgcagtt 
gaggagggat 
cctcgacctg 
tttcctggat 
tgaggagcta 
gctggggatg 
gactggcctg 
gagcctgcaa 
cccatgtgtc 
ggaggagctg 
gccagcgggg 
ttgactacct 
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ttgttcctct tctttgaaca ctgacccttg gacaacattt atcataattt gtcataacca 
1260 

ctgctgagtg gccttgagga cgaaccccgc agggagcaag cagtacagtg gcattcccag 
1320 

ggggaccagc agctacccaa ggagaaccat gcatgaacag tatcagtcgt ctgggctcat 
1380 

gctgggatgt cgcagtgctc ctgttgcaac tcctcccagc cagccaggtt tgctgggggc 
1440 

caggctgggt gtcctcacag gagtgagggc tacacccaat tccaaaagcc tgagaagaga 
1500 

gaagtggagg gggaggcgag cgtgtgaata aaggctccca tcaggtcaaa aaaaaaaaaa 
1S60 

aaagaaaaca aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaactccgg gggggggccc 
1620 

agtacccatt ttgcccttta agtgggggct atttaacctt taacttggcc ccggtttttt 
1680 

aaacctcttg atcctgggga aaccccgggg ggttttcccc cctttaattg cccttttaag 
1740 

ggcatccccc tcttttgcca ctgggggaat ttttgccaag ggggcccccc atttagcctt 
1800 

tttccaagct tttggacgcc catttgggag ttggccattc tagcgttatt tttttttttt 
1860 

taattacggc gggactattt tgttttaaat cgaccctctt ttttt 
1905 

<210> 5886 

<211> 265 

<212> PRT 

<213> Homo sapiens 



<400> 5886 



Met 


Ala 


Thr 


Leu 


Leu 


Arg 


Pro 


Val 


Leu 


Arg 


Arg 


Leu 


Cys 


Gly 


Leu 


Pro 


1 








5 










10 










15 




Gly 


Leu 


Gin 


Arg 


Pro 


Ala 


Ala 


Glu 


Met 


Pro 


Leu 


Arg 


Ala 


Arg 


Ser 


Asp 








20 










25 










30 






Gly 


Ala 


Gly 


Pro 


Leu 


Tyr 


Ser 


His 


His 


Leu 


Pro 


Thr 


Ser 


Pro 


Leu 


Gin 






35 










40 










45 








Lys 


Ala 


Leu 


Leu 


Ala 


Ala 


Gly 


Ser 


Ala 


Ala 


Met 


Ala 


Leu 


Tyr 


Asn 


Pro 




50 










55 










60 










Tyr 


Arg 


His 


Asp 


Met 


Val 


Ala 


Val 


Leu 


Gly 


Glu 


Thr 


Thr 


Gly 


His 


Arg 


65 










70 










75 










80 


Thr 


Leu 


Lys 


Val 


Leu 


Arg 


Asp 


Gin 


Met 


Arg 


Arg 


Asp 


Pro 


Glu 


Gly 


Ala 










85 










90 










95 




Gin 


lie 


Leu 


Gin 


Glu 


Arg 


Pro 


Arg 


He 


Ser 


Thr 


Ser 


Thr 


Leu 


Asp 


Leu 








100 










105 










110 






Gly 


Lys 


Leu 


Gin 


Ser 


Leu 


Pro 


Glu 


Gly 


Ser 


Leu 


Gly 


Arg 


Glu 


Tyr 


Leu 






115 










120 










125 








Arg 


Phe 


Leu 


Asp 


Val 


Asn 


Arg 


Val 


Ser 


Pro 


Asp 


Thr 


Arg 


Ala 


Pro 


Thr 




130 










135 










140 










Arg 


Phe 


Val 


Asp 


Asp 


Glu 


Glu 


Leu 


Ala 


Tyr 


Val 


He 


Gin 


Arg 


Tyr 


Arg 


145 










ISO 










155 










160 


Glu 


Val 


His 


Asp 


Met 


Leu 


His 


Thr 


Leu 


Leu 


Gly 


Met 


Pro 


Thr 


Asn 


He 










165 










170 










175 




Leu 


Gly 


Glu 


He 


Val 


Val 


Lys 


Trp 


Phe 


Glu 


Ala 


Val 


Gin 


Thr 


Gly 


Leu 
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180 185 190 

Pro Met Cys He Leu Oly Ala Phe Phe Gly Pro He Arg Leu Gly Ala 

195 200 205 

Gin Ser Leu Gin Val Leu Val Ser Glu Leu He Pro Trp Ala Val Gin 

210 215 220 

Asn Gly Arg Arg Ala Pro Cys Val Leu Asn Leu Tyr Tyr Glu Arg Arg 
225 230 235 240 

Trp Glu Gin Ser Leu Arg Ala Leu Arg Glu Glu Leu Gly He Thr Ala 

245 250 255 

Pro Pro Met His Val Gin Gly Leu Ala 
260 265 



<210> 5887 

<2H> 3779 

<212> DNA 

<213> Homo sapiens 



<400> 5887 
gccggcgaca 
60 

caaggagcgc 
120 

aaccaactgg 
180 

tctcggtcag 
240 

gacagtggtc 
300 

gtggagctgg 
360 

agcccctaga 
420 

gaaccacacc 
480 

ggggcagctg 
540 

caacggccag 
600 

caaaggaaac 
660 

tgggaagttc 
720 

agtggccatc 
780 

tgggaggagg 
840 

tacatgtggt 
900 

agcatggagg 
960 

accaagggct 
1020 

gtaaccctga 
1080 



gcaggcaagg 
gtcaaacttg 
gacttgattg 
aatttgtggg 
tcgggctcgt 
ggccgaaatg 
ctcatcgagg 
ttggccttiga 
ggccttggca 
ccaattacca 
ctctattcct 
atcgcccggg 
ttcattgaga 
accgggacac 
ttctcctgta 
tggcggctgc 
tcaccaccgc 
acttcagagg 



cgggcggcgc 
aagggtcaaa 
gtcgaaaaga 
ggccccacag 
gtgctgcaca 
agaaggggca 
gtcttagcca 
cggraaacggg 
accagacaga 
aaatggcctg 
ttgggtgccc 
cacagcggat 
agacgaaaga 
cgtggtcgaa 
ctgcgagggg 
taaggggctt 
agtcaagtgc 
aaacaagaac 



ggccgtggtc 
gtgcaaaggg 
agtgcctaaa 
atatgggtgc 
cagcctcctc 
gctgggacat 
cgaagtgatt 
ctccgtgttt 
cgctgttccc 
tggggctgaa 
tgaatatggt 
agagtacgac 
tggacagatt 
gggctgaggc 
acgcgcttca 
cctgtcctca 
ctccggggga 
ccgtccctgc 

5058 



atcaccgaac 
cagcttttga 
cagcaagctg 
ctggcggggg 
atcaccacgg 
ggtgacacca 
gtgtctgcag 
gcgtttgggg 
agccccgcgc 
ttcagtatga 
cagctgggac 
tgtgaactag 
ctgcctgtac 
gcctgtcgga 
cggagaccaa 
agcaccacct 
cagtcgcagc 



ccgagcacac 
tttttggggc 
cttaccgcaa 
tccgggtgcg 
aagggcagct 
agagagCaga 
catgtgggcg 
aaaacaagat 
agataatgta 
taatggactg 
acaacCcaga 
ttccccggcg 
caagcggaag 
ctaccccgag 
gcaccgcgtt 
gctgccgcgg 
tgtctatgac 
ctacgggaag 
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aagtacgagg cggacacgtg 
1140 

aaggaagcag ctcagtggct 
1200 

aagactctgg atggcatgtt 
1260 

accctcctga acttcctgtc 
1320 

tcttgggcgt ctttgccagc 
1380 

gagcagcttc ctttggagtt 
1440 

agctacggaa accaagagtt 
1500 

cggccctgac ggtggtatcc 
1560 

attagaaact atttttctta 
1620 

aaagaattca gaaggcctgt 
1680 

atctccacgc gcgcccgtgg 
1740 

tctccagaac tccgcttcca 
1800 

caaattcctc ggtttttaat 
1860 

gcaccccccg cccccgaaac 
1920 

ggccgggtcc cgtcccccgg 
1980 

cccgtggagg gcgcccgtag 
2040 

agtcggagcc ctcactctgc 
2100 

tttctagagc cctgtctgtc 
2160 

tttttaaagt ggatgggccc 
2220 

agctcctttg tcgctctcat 
2280 

gggaggaccc tcggggctac 
2340 

agaacagggc agccCgtggg 
2400 

ctctgctttt taaaggtggt 
2460 

ttatttttac tggttgatct 
2520 

gcacccccca ccccccagcc 
2580 

cggtgtcact gcggcccggc 
2640 

gagagtccag gcagagcaga 
2700 



cgtgaggaga tttcctctgg 
tcataaactg taccaggaga 
tccaggggag cagttttaga 
ctgggccacc attctcctgt 
ggatcacctc tcctgatcct 
cgcagactga taggagtiaac 
taagaaaaag gaataattaa 
agctaactca aaaccaacac 
ttaactggtg actaatatta 
caggCgaagt cttcagcctc 
gaggcgggtc cggccggaga 
agagggagcc tttggctgct 
cagttacctt gggaacttaa 
tgtctcgtaa tgaatttctg 
gagcaccgcc cggctcagca 
tgataagcac accggcacga 
cctgtcctgg ggctggctga 
ctagctccta tctgaccttg 
ctgagaactc agtgaaatgc 
ggctgtcaga tcctggtccc 
cgcgcgcccc cccatcccac 
actctaggat gcttcagaag 
Cggagactgt taacactgag 
cttggtggtt ttcaacttcc 
tcgcactgtg tccttgggga 
cacccctgag cgcccagctc 
gggcagcgct cggccggtca 



aagacatccc gctggatgaa 
aggacgcgct ccaggaggta 
ctcctccccg gagccgttgg 
ctcccctctt cagttttnng 
gactttcttg gggtttgtgg 
tgagatagaa aaagggctcc 
tggctgtgac tgaacacacg 
acagagtgca ggaaaagaca 
acaaaacttg agccaagagc 
ccacagcgca gggtcccagc 
ggcctcccgc ggacgccgcc 
ttctctcctt aaacttagat 
cctggcccct cacctcttct 
ctgtcctcct gggagtggac 
ccttggctcc cagCgggggc 
acgtcaggtc cattcctcga 
gggcgaacgc cccacctcac 
tgtgtaaata cgtacatctg 
agagttctcc atgcacctaa 
tccacactgg gtgctgggga 
agatcaggag ccaaggaggg 
aagcgacggc accgtcaacc 
ctcattgact tctagagatt 
tgctggaaac tagaggtggg 
gggcccgccc ccatcctggc 
cctacctcct ggacgtctct 
tgctggctcc cttggccttg 
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cagcgagccc cCggcccacg 
2760 

ccggcatggc caggtggggc 
2820 

cggtaccatc agcccacctg 
2880 

Ccatcttttt agcaaggtaa 
2940 

gcgttctgaa tagaggtagg 
3000 

gaagaaaagt aaaccgagaa 
3060 

aggggacggc agcgttctgc 
3120 

tgctctcagg gcgtgtgcgg 
3180 

caggggtgaa ggggcagacc 
3240 

cttgcagaca ctgttgtttt 
3300 

ccgcccactc gggcagctgt 
3360 

gagactcccc tgcaccttcc 
3420 

atccatgcca ttcactgact 
3480 

gtacgaccat gcacatatgt 
3540 

gttattgttt cccatagaag 
3600 

cactgagcca tggcggagct 
3660 

caggggtcac acctcatctg 
3720 

accaagtctt taagagcaat 
3779 



ccgagcgagg gatgctcccc 
ccccggggca atggcagtgg 
catttggctt tcgacttgct 
aaaaaccaaa atgggtgtta 
tcgagttttc taggggaaaa 
cataattagg catcgggcct 
atgatggagg cgctgccggg 
gacgccacct gtgcacacct 
aacgaaacca gatgagacca 
ggaaatgtgc ttccctccat 
gccgcgggca gggcatgcgc 
tcatgccgca cgctgctcat 
cactaacacc tgcaaaatct 
gacccggaaa atgcaaattt 
ttccctccct ttgaaattaa 
gggcagcccc taggttagag 
gtttccttcc catctcacag 
aaaaactaca ccatgaaaaa 



cctacagcat gtccactccc 
tagaacgctc aacttggttg 
tgttctaagt cacagcgccc 
tctctgatat cttgaaacca 
caaatggaga aaagaggcat 
aagtgtcctg gggagattgg 
ccccgggtct gtgggggccg 
gctcagagca cggctcctcg 
acgacaccat gcgagacacg 
ctgaaatctc atccctccac 
tcccctggct gagcacccca 
ccgtctccat gtgtgttcag 
ttaaggaaaa aagctgaagg 
agatctttta cgatttaatc 
tatataatgt ataaattctg 
tggagacgga ggcccaggcg 
cttagctcgt gcttctcaac 
aaaaaaaaaa aaaaaaaaa 



<210> 5886 

<211> 166 

<212> PRT 

<213> Homo sapiens 

<400> 5888 

Glu Asp Glu Arg Trp Thr Asp Ser Ala Cys Thr Lys Arg Lys Trp Glu 

15 10 15 

Glu Asp Arg Asp Thr Val Val Glu Gly Leu Arg Arg Leu Ser Asp Tyr 

20 25 30 

Pro Glu Tyr Met Trp Phe Leu Leu Tyr Cys Glu Gly Thr Arg Phe Thr 

35 40 45 

Glu Thr Lys His Arg Val Ser Met Glu Val Ala Ala Ala Lys Gly Leu 

50 55 60 

Pro Val Leu Lys Tyr His Leu Leu Pro Arg Thr Lys Gly Phe Thr Thr 
65 70 75 80 

Ala Val Lys Cys Leu Arg Gly Thr Val Ala Ala Val Tyr Asp Val Thr 
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85 90 95 

Leu Asn Phe Arg Gly Asn Lys Asn Pro Ser Leu Leu Gly He Leu Tyr 

100 105 110 

Gly Lys Lys Tyr Glu Ala Asp Met Cys Val Arg Arg Phe Pro Leu Glu 

115 120 125 

Asp He Pro Leu Asp Glu Lys Glu Ala Ala Gin Trp Leu His Lys Leu 

130 135 140 

Tyr Gin Glu Lys Asp Ala Leu Gin Glu Val Lys Thr Leu Asp Gly Met 
145 150 155 160 

Phe Pro Gly Glu Gin Phe 

165 

<210> 5889 

<211> 2198 

<212> DNA 

<213> Homo sapiens 

<400> 5889 

gctagccgtc cgagccgagc cgtccgagcc ggggaagccg ggcgcgtgct gccgctcgtg 
60 

gcgggccgag acagtcttgc actgttccct aggctggagt gcagtggcac aatcacagct 
120 

cactgcagcc ttgacttccc aggctcaagc cattctccta cctcagcctc ccaagcagtt 
ISO 

gggaccacag gagaggagag gcagcagcat ggcgagtgtc ctgtcccgac gccttggaaa 
240 

gcggtccctc ctgggagccc gggtgttggg acccagtgcc tcggaggggc cctcggctgc 
300 

cccaccctcg gagccactgc tagaaggggc cgctccccag cctttcacca cctctgatga 
360 

caccccctgc caggagcagc ccaaggaagt ccttaaggct cccagcacct cgggccttca 

420 

gcaggtggcc tttcagcctg ggcagaaggt ttatgtgtgg tacgggggtc aagagtgcac 
480 

aggactggtg gagcagcaca gctggatgga gggtcaggtg accgtctggc tgctggagca 
540 

gaagctgcag gtctgctgca gggtggagga ggtgtggctg gcagagctgc agggcccctg 
600 

tccccaggca ccacccctgg agcccggagc ccaggccctg gcctacaggc ccgtctccag 
660 

gaacatcgat gccccaaaga ggaagtcgga cgcagtggaa atggatgaga tgatggcggc 
720 

catggtgctg acgtccctgt cctgcagccc tgttgtacag agtcctcccg ggaccgaggc 
780 

caacttctct gcttcccgtg cggcctgcga cccatggaag gagagtggtg acatctcgga 
840 

cagcggcagc agcactacca gcggtcactg gagtgggagc agtggtgtct ccaccccctc 
900 

gcccccccac ccccaggcca gccccaagta tttgggggat gcttttggtt ctccccaaac 
960 

tgatcatggc tttgagaccg atccCgaccc tttcctgctg gacgaaccag ctccacgaaa 
1020 

aagaaagaac tctgtgaagg tgatgtacaa gtgcctgtgg ccaaactgtg gcaaagttct 
1080 
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gcgctccatt gcgggcatca 

1140 

ctctgatcag tccaagcggg 
1200 

atctgctgct gctgctgctg 
1260 

cgagccagct cccaccccca 
1320 

gcacaaagcc cagccctccg 
1380 

ggctctcagc aagtcagctc 
1440 

ggctctgcca tcctCccaga 
1500 

tgctgccccc tccgccgcct 
1560 

cgagccccag cagccagcac 
.1620 

ggcccagagt ggtgccagga 
1680 

catcgagcac cgggaccagt 
1740 

tctggactga gctgtgctgc 
1800 

aagaggccag tgtgtcacca 
1860 

agtttgggct ctgttggcta 
1920 

attttatttt ttaaaaaaaa 
1980 

aaactgacca aggctattca 
2040 

cccacatccc cactctctag 
2100 

ctgcttcctg ctgagtcggt 
2160 

gcaagatgaa tttacttttc 
2198 



aacgacacgt caaagccctc 
aggaggattt ctacCacaca 
ctgctgccgc aggcacccca 
gcatgactgg cctgcctctg 
gcccagaaca tcctggcccg 
ctgggCcctt ctggcacatt 
tcccagtctc accacacatc 
gctctctctc tccggtccgg 
ctgcgatgaa atctcatctg 
aagcccgagg ggaggctaag 
ggtgcacggc gtgccggtgg 
aggttctact ctgttcctgg 
gccctcagca gaaaccgaaa 
aggtgcaaca cttaaagcaa 
gaaacaaaaa tattcttccc 
gcagtgaacc agtgaccaaa 
gggattagct tgtgcgtgtc 
gaattctttg ctttctaaac 
ttaaaaaaaa aaaaaaaa 



catctggggg acacagtgga 
gaggtgcagc tgaaggagga 
gtccctggga ctcccacctc 
tctgctcttc caccacctct 
gagtcctccc tgccctcagg 
caggcagatc atgcatacca 
tacaccagcg tcagctgggc 
agccggtcgc taagcttcag 
atcgtcactt ctccaccccg 
aagtgccgca aggtgtatgg 
aagaaggcct gccagcgctt 
ccctgccggc agccactgac 
gagaaagaac ggaaacacgg 
ttttctccca ttgtgcgaac 
cctaaaatag gagagagcca 
gaattaatta ccctccgttt 
aaaagaagga acagctcgtt 
tcttccagaa aggactgtga 



<210> 5890 
<211> 118 
<212> PRT 

<213> Homo sapiens 
<400> 5890 

Ala Ser Arg Pro Ser Arg Ala Val 

1 5 
Leu Pro Leu Val Ala Gly Arg Asp 
20 

Glu Cys Ser Gly Thr He Thr Ala 

35 40 
Ser Ser His Ser Pro Thr Ser Ala 

50 55 
Glu Glu Arg Gin Gin His Gly Glu 



Arg Ala Gly Glu Ala Gly Arg Val 

10 15 
Ser Leu Ala Leu Phe Pro Arg I^eu 
25 30 
His Cys Ser Leu Asp Phe Pro Gly 

45 

Ser Gin Ala Val Gly Thr Thr Gly 
60 

Cys Pro Val Pro Thr Pro Trp Lys 
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65 

Ala Val Pro Pro 

Ala Leu Gly Cys 
100 

Pro Ala Phe His 
115 



70 

Gly Ser Pro Gly 
85 

Pro Thr Leu Gly 
His Leu 



75 

Val Gly Thr Gin 
90 

Ala Thr Ala Arg 
IDS 



80 

Cys Leu Gly Gly 
95 

Arg Gly Arg Ser 
110 



<210> 5891 
<211> 1459 
<212> DNA 
c213> Homo sapiens 



<400> 5891 






nggcgagaca 


gggtctcact 


gtcgcccagg 


60 






ccacgagtcg gcggcgctac 


cgaggggctg 


120 






gtgcgcttac 


agttcctaac 


cccgaccctg 


180 






cagctaaggg ctctgctcgt 


agccgtcaac 


240 






gcgttggccg 


tgcttaaggg 


cttccggaac 


300 






cctcacgcgc 


tggtcatgac 


ctttctcttc 


360 






gccatactgc 


aggccacata 


tatccactcc 


420 






aagggtctcc 


gtgccctgca 


gccctacata 


480 






ctggcggcct 


tcctcggggg 


tatcctggtg 


540 






atcaacatgC acctgttgtc 


acgcgtcctg 


600 






ggctacatcc 


ctgaacccag 


gtgggacccg 


660 






ctggtgctgt ggctctctga 


gtatcaccga 


720 






atgacctacc 


tctatgagga 


cagcaatgta 


780 






aacaagagcc 


gtccctccaa 


ttaatgcagc 


840 






ggccccatgc agaccctccc 


aaaggatacc 


900 






aactggtgtt 


atcccagggt 


tccgcttgct 


960 






tgggtacctt 


tgtatggtgg 


cacaagtggc 


1020 






tccagcCgtg 


cagctgactt 


ctgtgagact 


1080 






ggggtcaagg 


agctcagagg 


agggccctga 


1140 






caactgttct 


tatgtcacag 


agggctcctt 



1200 



catgagtgac gcagaaacag cctatagacg 
tgggcgcgca gctggaacct ccggctgtca 
cgcgcagccc gcactatggc agccccgccg 
gcactgcCgc gcaagcgccg ctaccacgct 
ggggctgtct atggagccaa aatccgggcc 
cggaatggca gcctccagga gaagctgtgg 
tggaacctgg cacggtttgt gttcacctac 
caaggcaaga cctacccagc acacgcattc 
tttggagaaa acaataacat caacagccag 
tttgccccga gccgcctggc tgtagagaag 
ttcccgctgc tcactgcggt ggtgtggggg 
tccaccctgc agccctcgct gcagtcctcc 
tggcacgaca tctcagactt cctcgtctat 
cctgaggtgt ctggctgtgg ctcaagattt 
gcctcctcaa gaccataggc ctcagactcc 
gaagtaaaaa cactgatttt aaaatcccag 
cgaatcaggc tgaggaatct acggcttggt 
ggggccagcc acactactct ctaggcctca 
ggtctctttc cggtgggtat gttcattctt 
gctggtgggc agtgggttgt aaataccttt 
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taaaaaacac taagttcctt atctcagatg ctgttctact ggagaagttc tagattccca 
1260 

ctgtccaata gaaacacgtg agccatatat gtaattaaaa tgtttctagt agctgcatta 
1320 

caaaaaagaa gcccgggcac tgtggctcac tcctgtaatc tcagaacttt gggaggctga 
1380 

ggcaggtgga tcacttgagc tcaggagctt gagaccagcc tgggcaacat ggtgaaaccc 
1440 

agtttctaca aaaaaaaaa 
1459 

<210> 5892 

<211> 212 

<212> PRT 

<213> Komo sapiens 



<400> 5892 



Met 


Ala 


Ala 


Pro 


Pro 


Gin 


Leu Arg 


Ala 


Leu 


Leu 


Val 


Val 


Val 


Asn 


Ala 


1 








5 








10 










15 




Leu 


Leu 


Arg 


Lys 


Arg 


Arg Tyr His 


Ala 


Ala 


I*eu 


Ala 


Val 


Leu 


Lys 


Gly 








20 








25 










30 






Phe 


Arg 


Asn 


Gly 


Ala 


Val 


Tyr Gly 


Ala 


Lys 


He 


Arg 


Ala 


Pro 


His 


Ala 






35 








40 










45 








Leu 


Val 


Met 


Thr 


Phe 


Leu 


Phe Arg 


Asn 


Gly 


Ser 


Leu 


Gin 


Glu 


Lys 


Leu 




50 










55 








60 










Trp 


Ala 


lie 


Leu 


Gin 


Ala 


Thr Tyr 


lie 


His 


Ser 


Trp 


Asn 


Leu 


Ala 


Arg 


65 










70 








75 










80 


Phe 


Val 


Phe 


Thr 


Tyr 


Lys 


Gly Leu 


Arg 


Ala 


Leu 


Gin 


Ser 


Tyr 


He 


Gin 










85 








90 










95 




Gly 


Lys 


Thr 


Tyr 


Pro 


Ala 


His Ala 


Phe 


Leu 


Ala 


Ala 


Phe 


Leu 


Gly 


Gly 








100 








105 










110 






lie 


Leu 


Val 


Phe 


Gly 


Glu 


Asn Asn 


Asn 


He 


Asn 


Ser 


Gin 


He 


Asn 


Met 






115 








120 










125 








Tyr 


Leu 


Leu 


Ser 


Arg 


Val 


Leu Phe 


Ala 


Leu 


Ser 


Arg 


Leu 


Ala 


Val 


Glu 




130 










135 








140 










Lys 


Gly 


Tyr 


He 


Pro 


Glu 


Pro Arg 


Trp 


Asp 


Pro 


Phe 


Pro 


Leu 


Leu 


Thr 


145 










150 








155 










160 


Ala 


Val 


Val 


Trp 


Gly 


Leu 


Val Leu 


Trp 


Leu 


Phe 


Glu 


Tyr 


His 


Arg 


Ser 










165 








170 










175 




Thr 


Leu 


Gin 


Pro 


Ser 


Leu 


Gin Ser 


Ser 


Met 


Thr Tyr 


Leu 


Tyr 


Glu 


Aap 








180 








1B5 










190 






Ser 


Asn 


Val 


Trp 


His 


Asp 


He Ser 


Asp 


Phe 


Leu 


Val 


Tyr 


Asn 


Lys 


Ser 






195 








200 










205 








Arg 


Pro 


Ser 


Asn 

























210 



<210> 5893 

<211> 1389 

<212> DNA 

<213> Homo sapiens 

<400> 5893 

nnggatccga tgccggcagc gtcctggggc ccccgtagcg gggctggacc atgagcctgc 
60 
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tggacggcct cgcttcctcg ccgcgggctc cgctgcagcc cagcaaggcc aggatgaaaa 
120 

agctcccgaa gaagagccag aatgagaagt accggctgaa gtacctgcgg ctgcgcaaag 
180 

cggccaaggc cacggtgttt gaaaatgctg ctatttgtga tgaaattgct cgtcttgagg 
240 

aaaaatttct taaagcaaaa gaagaaagaa ggtacttgct aaagaagctc ccccagcttc 

300 

aggctccaac tgaaggggaa gtacaggctg cagctccttc ccacagtccc agtttgcccc 
360 

tgacttatgg tgtggccagc tctgtgggaa ctatacaggg agctgggcct atttcagggc 
420 

ccagcactgg ggctgaggaa ccatttggga agaaaactaa gaaggagaaa aaagaaaaag 
480 

gcaaagagaa caacaaactg gaagatcatc accgaccgac cCggctttca tgatgagagt 
540 

gccatctacc ccgtgggcca ttgcagtact cgaatatatg ccagcatgaa gtgcccagac 
600 

cagaagtgtc tatatacctg ccagatcaag gatggtggtg tgcagcctca gtttgaaatt 
660 

gttcctgaag acgaccccca gaatgccatt gtcagctctc ctgcagatgc ttgtcatgca 
720 

gaactgctca ggactataag cactactatg gggaaactaa tgcctaacct gcttccagct 
780 

ggagctgact tttttggatt ttctcatcca gccatccaca acctgatcca gagctgtcca 
840 

ggagctcgaa aatgcatcaa tcaccagtgg gtgaaatttg atgtgtgcaa acctggagat 
900 

gggcagctac ctgaggggct gccggagaat gacgcagcta tgagctttga agcctttcag 
960 

agacagatct ttgatgaaga tcagaatgat ccccttctgc caggatcctt ggacctccca 
1020 

gagcttcagc ctgcagcctt tgtgtcttct tiaccagccca tgtacctgac acatgaaccc 
1080 

ttggtagata ctcacctgca gcacttgaag tctccatcac agggtagccc aattcagtct 
1140 

tcagattgaa caagaaggga tcagatgcca catcgttttt gtcgtgatta atttaaccta 
1200 

aactaaaatt ttgggtatat gaaagaaggc agcaattcag aagtaaagaa gatactaacg 
1260 

tatttcatca tggaaggtcc tgtggtgatg gttttccctg ggaaaacctt cagctgcttt 
1320 

atttttagta ataaatttct cttgtcaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
1360 

aaaaaaaaa 
1389 

<210> 5894 
<211> 260 
<212> PRT 

<213> Homo sapiens 
<400> SB94 

Met Val Trp Pro Ala Leu Trp Glu Leu Tyr Arg Glu Leu Gly Leu Phe 
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Gin Gly Pro 

Arg Arg Lys 
35 

Thr Asp Arg 
50 

Tyr Cys Ser 
65 

Cys Leu Tyr 

Glu lie Val 

Ala Asp Ala 
115 

Gly Lys Leu 

130 
Phe Ser His 
145 

Arg Lys Cys 

Gly Asp Gly 

Ser Phe Glu 
195 

Pro Leu Leu 

210 
Phe Val Ser 
225 

Asp Thr His 
Gin Ser Ser 



S 

Ala Leu 
20 

Lys Lys 

Pro Gly 

Thr Arg 

Thr Cys 

85 
Pro Glu 
100 

Cys His 

Met Pro 

Pro TVla 

He Asn 
165 

Gin Leu 
180 

Ala Phe 
Pro Gly 

Ser Tyr 

Leu Gin 
245 

Asp 
260 



Gly Leii 

Lys Ala 

Phe His 

55 
He Tyr 
70 

Gin He 

Asp Asp 

Ala Glu 

Asn Leu 
135 
He His 
150 

Tyr Gin 

Pro Glu 

Gin Arg 

Ser Leu 
215 
Gin Pro 
230 

His Leu 



Arg Asn 

25 
Lys Arg 
40 

Asp Glu 

Ala Ser 

Lys Asp 

Pro Gin 
105 
Leu Leu 
120 

Leu Pro 

Asn Leu 

Tip Val 

Gly Leu 
185 
Gin He 
200 

Asp Leu 
Met Tyr 
Lys Ser 



10 

His Leu 

Thr Thr 

Ser Ala 

Met Lys 

75 
Gly Gly 
90 

Asn Ala 

Arg Thr 

Ala Gly 

He Gin 
155 
Lys Phe 
170 

Pro Glu 

Phe Asp 

Pro Glu 

Leu Thr 
235 
Pro Ser 
250 



Gly Arg Lys 
30 

Asn Trp Lys 
45 

He Tyr Pro 
60 

Cys Pro Asp 

Val Gin Pro 

He Val Ser 
110 

He Ser Thr 

125 
Ala Asp Phe 
140 

Ser Cys Pro 
Asp Val Cys 

Asn Asp Ala 

190 

Glu Asp Gin 

205 
Leu Gin Pro 
220 

His Glu Pro 
Gin Gly Ser 



15. 

Leu Arg 

He He 

Val Gly 

Gin Lys 

80 
Gin Phe 
95 

Ser Ser 

Thr Met 

Phe Gly 

Gly Ala 
160 
Lys Pro 
175 

Ala Met 

Asn Asp 

Ala Ala 

Leu Val 
240 
Pro He 
255 



<210> 5895 

<211> 2748 

<212> DNA 

<213> Homo sapiens 



<400> 5895 
gcaacaataa 
60 

agaatcagtc 
120 

gccacagagg 
180 

tggttgacgg 
240 

ctggtgagca 
300 

atggctctgt 
360 

atcttgatag 
420 



gaaagatgct 
ggcctattgt 
cagtggcgat 
aaatccgtgc 
cgagcaacac 
cactcacgct 
acatcatcgg 



gagcttctgg 
caacctcttt 
tttgacagcc 
tgtgtatcct 
agtcacggca 
ctgtttcgtg 
agtggacttt 



tggcctttgn 
gtttcccggg 
acataccctg 
gctttcgaca 
gcccacatca 
atgttttgga 
gcctttgcag 



gtctaattct 
accttggtgg 
tgggtcacat 
agaataaccc 
agaagttcac 
cacccaacgt 
aactctgtgt 



ggccacacag 
cagttctgca 
gccatacggc 
cagcaacaaa 
cttcgtctgc 
gtctgagaaa 
tgttcctttg 
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caQatctJ^ct T^a fatefl&fcgeg. ^gttccagtc acagtgaggg cgcatctcac cgggtggctg 
4-80 

atgacactga agaaaaccct cgtccttgcc cccagctctg cgctgcggat catcgtcctc 
540 

atcgccagcc tcgtggtcct accctacctg ggggtgcacg gCgcgaccct: gggcgtgggc 
600 

tcccccctgg cgggctttgt gggagaaCcc accatggtcg ccatcgctgc gtgctatgcc 
660 

taccggaagc agaaaaagaa gatggagaat gagtcggcca cggaggggga agaccctgcc 
720 

atgacagaca tgcctccgac agaggaggtg acagacatcg tggaaatgag agaggagaat 
780 

gaacaaggca cgggacgcca tgggcactgc agggacagtc agtcaggatg acacttcggc 
840 

atcatctctt ccctctccca tcgtattttg ttcccttttt tttgttttgt tttggtaatg 
900 

aaagaggcct tgatttaaag gtttcgtgtc aattctctag catactgggt atgctcacac 
960 

tgacgggggg acctagtgaa tggcctttac cgttgctacg Caaaaacaaa cgaaacaact 
1020 

gacttcatac ccctgcctca cgaaaaccca aaagacacag ctgcctcacg gttgacgttg 
1080 

tgtcctcctc ccctggacaa tctcctcttg gaaccaaagg actgcagctg tgccatcgcg 
1140 

cctcggtcac cctgcacagc aggccacaga ctctcctgtc ccccttcatc gctcttaaga 
1200 

atcaacaggt taaaactcgg cttcctttga cttgcttccc agtcacatgg ccgtacaaag 
1260 

agatggagcc ccggtggcct cttaaattCc ccttccgcca cggagCtcga aaccatctac 
1320 

tccacacatg caggaggcgg gtggcacgcC gcagcccgga gtccccgctc acactgagga 
1380 

acggagacct gtgaccacag caggctgaca gatggacaga atctcccgta gaaaggtttg 
1440 

gtttgaaatg ccccgggggc agcaaactga catggttgaa t;gatagcatt tcactctgcg 
1500 

ttctcctaga tctgagcaag ctgtcagttc tcacccccac cgtgtatata catgagctaa 
1560 

cttttCtaaa ttgtcacaaa agcgcatctc cagattccag accccgccgc atgacttttc 
1620 

ctgaaggctt gcttttccct cgcctttcct gaaggtcgca ttagagcgag tcacatggag 
1680 

catcctaact ttgcatttta gtttttacag tgaactgaag ctttaagtaa gtctcatcca 
1740 

gcattctaat gccaggttgc tgtagggtaa cttttgaagt agatatatta cctggttctg 
1800 

ctatccttag tcataactct gcggtacagg taattgagaa tgtactacgg tacttccctc 
1860 

ccacaccata cgataaagca agacatttta taacgatacc agagtcacta tgtggtcctc 
1920 

cctgaaataa cgcattcgaa atccatgcag tgcagtatat ttttctaagt tttggaaagc 
1980 

aggttttttc cttCaaaaaa attatagaca cggtCcacta aattgattta gtcagaattc 
2040 
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ctagaccgaa 
2100 

Ctatgtaatc 
2160 

tctaatacaa 
2220 

tcaatgaaca 
2280 

gtaaggctca 
2340 

cactggagta 
2400 

ccctttgtgt 
2460 

atgcaagggc 
2520 

cagtgctgat 
2580 

ttttcctcca 
2640 

tggtttcaga 
2700 

aaggacatta 
2748 



agaacctaaa 
cattttaggc 
tacggtgatt 
ttgtacccta 
gtaaatgaca 
ggaatagaag 
ctaccgtttt 
ataatgttag 
ggggtgtgcc 
ttaatacata 
ggcagatctg 
ctagaaaatt 



caaaaaaata 
tataatacat 
gcttgtgtgc 
ttggcagcag 
gaactatttt 
tgcaagctgg 
cagtgctgtg 
ctgtgaacat 
cacgtgggga 
tatgagcact 
agaagattaa 
aaacagtatt 



ttttaaagat 
ttcctatttt 
tcaacatacc 
ttttataaag 
tcattatggg 
aaaggcaaaa 
tgatcatatt 
gccagggttg 
catgtccttg 
gaagaattaa 
aaaaaaatct 
ttttaacaaa 



ataaaCatat 
cgcattctca 
tgcagtcgaa 
cccgtcactt 
taactgggga 
atgagaaaga 
gttcctcaca 
cattcacatt 
gcgtgcttcc 
tttgcatagc 
caatgtatca 
aaaaaaaa 



gcCgtatatg 
ataaaatgtc 
acgtattgta 
gcatttgaaC 
ataaatgggt 
aaaaggcagg 
gcaaaaaaga 
cccgggtacc 
tcagagtggc 
tgctttgcag 
gcttttttca 



<210> 5896 

<211> 261 

<212> PRT 

<213> Homo sapiens 



<400> 5896 
Ala Thr lie 
1 

Leu Ala Thr 

Arg Asp Leu 
35 

Thr Ala Thr 
50 

He Arg Ala 
65 

Leu Val Ser 

Thr Phe Val 

Trp Thr Pro 
115 

Asp Phe Ala 

130 
Phe Phe Pro 
145 

Met Thr Leu 
He He Val 



Arg Lys Met 
5 

Gin Arg He 
20 

Gly Gly Ser 

Tyr Pro Val 

Val Tyr Pro 
70 

Thr Ser Asn 
85 

Cys Met Ala 
100 

Asn Val Ser 

Phe Ala Olu 

Val Pro Val 
150 

Lys Lys Thr 

165 
Leu He Ala 



Leu Ser Phe Trp 
10 

Ser Arg Pro He 
25 

Ser Ala Ala Thr 
40 

Gly His Met Pro 
55 

Ala Phe Asp Lys 

Thr Val Thr Ala 
90 

Leu Ser Leu Thr 
105 

Glu Lys He Leu 
120 

Leu Cys Val Val 
135 

Thr Val Arg Ala 

Phe Val Leu Ala 
170 

Ser Leu Val Val 



Trp Pro Leu Xaa 

Val Asn Leu Phe 
30 

Glu Ala Val Ala 
45 

Tyr Gly Trp Leu 
60 

Asn Asn Pro Ser 
75 

Ala His He Lys 

Leu Cys Phe Val 
110 

He Asp He He 
125 

Pro Leu Arg He 
140 

His Leu Thr Gly 
155 

Pro Ser Ser Val 
Leu Pro Tyr Leu 



Leu He 
15 

Val Ser 

He Leu 

Thr Glu 

Asn Lys 

80 
Lys Phe 
95 

Met Phe 

Gly Val 

Phe Ser 

Trp Leu 
160 
Leu Arg 
175 

Gly Val 
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180 185 190 

His Gly Ala Thr Leu Gly Val Gly Ser Leu Leu Ala Gly Phe Val Gly 

195 200 205 

Glu Ser Thr Met Val Ala lie Ala Ala Cys Tyr Val Tyr Arg Lys Gin 

210 215 220 

Lys Lys Lys Met Glu Asn Glu Ser Ala Thr Glu Gly Glu Asp Ser Ala 
225 230 235 240 

Met Thr Asp Met Pro Pro Thr Glu Glu Val Thr Asp lie Val Glu Met 

245 250 255 

Arg Glu Glu Asn Glu 
260 

<210> 5897 
<211> 1930 
<212> DNA 

<213> Homo sapiens 
<400> 5897 

ngcgccgata agaggcagca gttcggaagc cggttcctga gagatccggc gcgcgtcttc 
60 

caccacaatg cctggtaatc actctgcccc ttcgcccggc ctgtcgctga ccctctgtcc 
120 

cgccgcctcg gagcattccg aaaagcccct gaccgccggc cacgagtcaa gctgccctac 
180 

ccggccacga gtcaagctgc cctacccgag gcactctcca aggggagaga aactcctagg 
240 

ccagcgactc accctgcccg cagccaggac gtgaagcccc taagctgccc gtttgatttt 
300 

ctcagggaca atgtggagtg gtcggaagag caagccgcgg cggcggagag aaaagtccag 
360 

gagaacagta tccagcgggt gtgccaggag aaacaagttg atcatgagat caatgcccac 
420 

aaatactgga atgacttcta caaaatccac gaaaatgggt ttttcaagga tagacattgg 
480 

cttttcaccg aattccctga gctggcacct agccaaaatc aaaatcattt gaaggactgg 
540 

ttcttggaga acaagagtga agtatgtgaa tgtagaaaca atgaggatgg acctggttta 
600 

ataatggaag aacagcacaa gtgttcttcg aagagccttg aacataaaac acagacacct 
660 

cctgtggagg agaatgtaac tcagaaaatt agtgacctgg aaatttgtgc tgatgagttt 
720 

cctggatcct cagccaccta ccgaatactg gaggttggct gtggtgtggg aaacacagtc 
780 

tttccaattt tacaaacgaa caatgaccca ggactctttg tttattgctg tgatttttct 
840 

tccacagcta tagaactggt ccagacaaat tcagaatatg atccttctcg gtgttttgcc 
900 

tttgttcacg acctgtgtga tgaagagaag agttacccag tgcccaaggg cagtcttgat 
960 

attatcattc tcatatttgt tctttcagca attgttccag acaagatgca gaaggctatc 
1020 

aacaggctga gcaggcttct gaaacctggg gggatggtac ttctgcgaga ttacggccgc 
1080 
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tatgacatgg ctcagcttcg gtttaaaaaa ggtcagtgtc tatctggaaa tttctacgtg 
1140 

agaggtgatg gaaccagagc ttacttcttc acacaagagg aactggacac gcttttcacc 
1200 

actgctggac cggaaaaagt tcagaacctg gtggatcgcc gactgcaggt gaaccgagga 
1260 

aagcaactga caatgtaccg ggtttggatt cagtgcaaat actgcaagcc ccttctgtcc 
1320 

agcaccagct gagaggcacc cgctgccaac acgatgcaag cccattgtgt ttccgggctt 
1380 

ttttaaaaaa aaaattgtag cactgggcgt ggtgcatgcc tgtaatccca gccactcagg 

1440 

aggctgaggc ggggaggatc cactgagccc agcagtccaa cctgggcaaa atagtgagag 
1500 

accctgtatc tgaaagtaat aataaaaata aaagaatata aatgaggtct cgttgatgtt 
1560 

ggacaattca agaattcaga cttgaacctt aaacctagga aaagttactt tgcatcagga 
1620 

ttccaacaat tatgcttcat atttgtgaag tcctttaaaa cataaCtttc Ccaagttctt 
1680 

tctttgagat ctcaatccgt cttagcattt tgtaaccaat aactgaaatt ttattcaaag 
1740 

gaattgtaaa ccttaaacca ccaatttatt tccatgtgaa aaagtgCtat atatgacaag 
1800 

tgtttttcga ttgtaattgc gttaaatctt ttgagagtgt aaatgccggc aaagtttcgc 
I860 

tcttgtcacc taggctggag tgcagtggtc cgatctcggc tcaccgcaac ctctgcctcc 

1920 

agggntcaag 
1930 

<210> 5898 
<211> 242 
<212> PRT 

<213> Homo sapiens 

r 

<400> 5898 

Met Glu Glu Gin His Lys Cys Ser 

1 5 
Gin Thr Pro Pro Val Glu Glu Asn 
20 

Glu He Cys Ala Asp Glu Phe Pro 

35 40 
Leu Glu Val Gly Cys Gly Val Gly 

50 55 
Thr Asn Asn Asp Pro Gly Leu Phe 
65 70 
Thr Ala He Glu Leu Val Gin Thr 

85 

Cys Phe Ala Phe Val His Asp Leu 
100 

Val Pro Lys Gly Ser Leu Asp He 

115 120 

Ala He Val Pro Asp Lys Met Gin 



Ser Lys Ser Leu 
10 

Val Thr Gin Lys 
25 

Gly Ser Ser Ala 

Asn Thr Val Phe 
60 

Val Tyr Cys Cys 
75 

Asn Ser Glu Tyr 
90 

Cya Asp Glu Glu 

105 

He He Leu He 
Lys Ala He Asn 



Glu His Lys Thr 
15 

He Ser Asp Leu 
30 

Thr Tyr Arg He 
45 

Pro lie Leu Gin 

Asp Phe Ser Ser 
80 

Asp Pro Ser Arg 
95 

Lys Ser Tyr Pro 
110 

Phe Val Leu Ser 

125 

Arg Leu Ser Arg 
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130 




135 




140 


Leu 


Leu 


Lys Pro 


Gly Gly Met 


Val Leu Leu Arg 


Asp Tyr Gly Arg Tyr 


145 






150 


155 


160 


Asp 


Met 


Ala Gin 


Leu Arg Phe 


Lys Lys Gly Gin 


Cys Leu Ser Gly Asn 








165 


170 


175 


Phe 


Tyr 


val Arg 


Gly Asp Gly 


Thr Arg Val Tyr 


Phe Phe Thr Gin Glu 






180 




185 


190 


Glu 


Leu 


Asp Thr 


Leu Phe Thr 


Thr Ala Gly Leu 


Glu Lys Val Gin Asn 






195 




200 


205 


Leu 


Val 


Asp Arg 


Arg Leu Gin 


Val Asn Arg Gly 


Lys Gin Leu Thr Met 




210 




215 




220 


Tyr Arg 


Val Trp 


lie Gin Cys 


Lys Tyr Cys Lys 


Pro Leu Leu Ser Ser 


225 






230 


235 


240 


Thr 


Ser 











<210> 5899 
<211> 1589 
<212> DNA 

<213> Homo sapiens 



<400> 5899 

nngctagcag cccgcatcgt 
60 

gaggagatta acaaagttgg 
120 

gaactgaaga cgagaggatt 
180 

ccagccctgg ccgtcctcag 
240 

ggcaaaggca tcgtctatga 
300 

gggatgaagc gagactgcgg 
360 

aagcagggtt tcaaagacaa 
420 

cccaatgcga caaggccaga 
480 

aacaacacgg atgccgaggg 
540 

gacctggggg ccgacatcat 
600 

acagggaagt accacgccgc 
660 

aaggcgggca ggaagtgtgg 
720 

ttcagcgagt tcacctcagc 
780 

agccccagct cctgtgctgg 
840 

gtctgggtcc acctggacat 
900 

ggtgtggccc tcctgctggc 
960 



ggacacaccc tgcaatgaga 
aaaggaactg gggatcatcc 
tggaggaatc tatggggttg 
ccacacccca gatggagcca 
cactggaggc ctcagcatca 
gggtgctgcg gccgtcctgg 
cctccacgct gtgttctgct 
tgacatccac ctgctgtact 
caggctggtg ctggcagatg 
cctggacatg gccaccctga 
ggtgctcacc aacagcgctg 
ggacctggtg cacccgctgg 
tgtggcggac atgaagaact 
cctcttcatc gcctcacaca 
tgctgcaccg gtgcatgctg 
gctcttcggc cgtgcctctg 



tgaacaccga caccttcctc 
caaccatcat ccgggatgag 
gcaaagccgc cctgcatccc 
cgcagaccat cgcctgggtg 
aagggaagac Caccatgccg 
gggccttcag agccgcaatc 
tggctgagaa ctcggtgggg 
cagggaagac ggtggaaatc 
gcgtgtccta tgcttgcaag 
ccggggctca gggcattgcc 
agtgggaggc cgcctgtgtg 
tctactgccc cgagctgcac 
cagtggcgga ccgagacaac 
tcggcttcga ctggcccgga 
gtgagcgagc cacaggcttc 
aggaccctct gctgaacctg 
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gtgtccccac tgggctgtga ggtggatgtc gaggaggggg acctggggag ggactccaag 
1020 

agacgcaggc ttgtgtgagc ctcctgcctc ggccctgaca aacggggatc ttttacctca 
1080 

ctttgcactg attaatttta agcaactgaa agattgccct tcatatgggt ctcggtttgt 
1140 

ctttctggtc gccagcgtgg tggtggaaac agctgaagtt ccaggagaca gcttagggtt 
1200 

tggtgcgggc cacggggagg ggaccgggaa gcgctggggc ttgtttctgt ttgttaccta 
1260 

caggactgag acatcttctg taaactgcta cccctggggc cttctgcacc ccggggtgag 
1320 

gcctcctgcc tgcctggtgc ccCgtcccag ccccaggtcc tgtgcagggc acctgcrgtgg 
1380 

ctgacagcca ggctcctact ccagccgggg ctgccagcgc atccagccag cccagccctg 
1440 

tgaaagatgg agctgacttg ctgcagggga cctgatccac agggcaagag aagtcacact 
1500 

ccggcctctc agaattcact tgaggttcaa ttaaatacag tcacaccgcc ccctcaaaaa 
1560 

aaaaaaaaaa aaaaaaaaca aaaaaaaaa 
1589 

<210> 5900 
<211> 345 
<212> PRT 

<213> Homo sapiens 



<400> 5900 



Xaa 


Leu 


Ala 


Ala 


Arg 


He 


Val 


Asp 


Thr 


Pro Cys Asn Glu Met Asn Thr 


1 








5 










10 IS 


Asp 


Thr 


Phe 


Leu 


Glu 


Glu 


He 


Asn 


Lys 


Val Gly Lys Glu Leu Gly He 








20 










25 


30 


lie 


Pro 


Thr 


He 


He 


Arg 


Asp 


Glu 


Glu 


Leu Lys Thr Arg Gly Phe Gly 






35 










40 




45 


Gly 


lie 


Tyr 


Gly 


val 


Gly 


Lys 


Ala 


Ala 


Leu His Pro Pro Ala Leu Ala 




50 










55 






60 


val 


Leu 


Ser 


His 


Thr 


Pro 


Asp 


Gly 


Ala 


Thr Gin Thr He Ala Trp Val 


65 










70 








75 80 


Gly 


Lys 


Gly 


He 


Val 


Tyr 


Asp 


Thr 


Gly 


Gly Leu Ser He Lys Gly Lys 










85 










90 95 


Thr 


Thr 


Met 


Pro 


Gly 


Met 


Lys 


Arg 


Asp 


Cys Gly Gly Ala Ala Ala Val 








100 










105 


110 


Leu 


Gly 


Ala 


Phe 


Arg 


Ala 


Ala 


He 


Lys 


Gin Gly Phe Lys Asp Asn Leu 






115 










120 




125 


His 


Ala 


val 


Phe 


Cys 


Leu 


Ala 


Glu 


Asn 


Ser Val Gly Pro Asn Ala Thr 




130 










135 






140 


Arg 


Pro 


Asp 


Asp 


He 


His 


Leu 


Leu 


Tyr 


Ser Gly Lys Thr Val Glu He 


145 










150 








155 160 


Asn 


Asn 


Thr 


Asp 


Ala 


Glu 


Gly 


Arg 


Leu 


Val Leu Ala Asp Gly Val Ser 










165 










170 175 


Tyr 


Ala 


Cys 


Lys 


Asp 


Leu 


Gly 


Ala 


Asp 


He He Leu Asp Met Ala Thr 








180 










185 


190 


Leu 


Thr 


Gly 


Ala 


Gin 


Gly 


He 


Ala 


Thr 


Gly Lys Tyr His Ala Ala Val 
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195 200 205 



Leu 


Tnr 


Asn 


Ser Ala Glu Trp 


Glu Ala Ala cys 


val Lys Ala Gly 


Arg 








2X9 








Lys 


Cys 


Gxy 


Asp Leu Val His 


Pro Leu Val Tyr 


Cys Pro Glu Leu 


His 


225 






230 


235 




240 


Phe 


Ser 


Glu 


Phe Thr Ser Ala 


Val Ala Asp Met 


Lys Asn Ser Val 


Ala 








245 


250 


255 




Asp 


Arg 


Asp 


Asn Ser Pro Ser 


Ser Cys Ala Gly 


Leu Phe He Ala 


Ser 








260 


265 


270 




His 


He 


Gly 


Phe Asp Trp Pro 


Gly Val Trp Val 


His Leu Asp He 


Ala 






275 




280 


285 




Ala 


Pro 


Val 


His Ala Gly Glu 


Arg Ala Thr Gly 


Phe Gly Val Ala 


Leu 




290 




295 




300 




Leu 


Leu 


Ala 


Leu Phe Gly Arg 


Ala Ser Glu Asp 


Pro Leu Leu Asn 


Leu 


305 






310 


315 




320 


val 


Ser 


Pro 


Leu Gly Cys Glu 


Val Asp Val Glu 


Glu Gly Asp Leu 


Gly 








325 


330 


335 




Arg 


Asp 


Ser 


Lys Arg Arg Arg 


Leu Val 












340 


345 







<210> 5901 

<211> 984 

<212> DNA 

<213> Homo sapiens 

<400> 5901 

ncggccgccg cagccatgac cgtggagttc gaggagtgcg tcaaggactc cccgcgcttc 
60 

agggcgacca ttgacgaggt ggagacggac gtggtggaga ttgaggccaa actggacaag 
120 

ctggtgaagc tgtgcagtgg catggtggaa gccggtaagg cctacgtcag caccagcagg 
180 

cttttcgtga gcggcgtccg cgacctgtcc cagcagtgcc agggcgacac cgccatctcg 
240 

gaatgtctgc agaggttcgc tgacagccta caggaggtgg tgaactacca catgatcctg 
300 

tttgaccagg cccagaggtc cgtgcggcag cagctccaga gctttgtcaa agaggatgtg 
360 

cggaagttca aggagacaaa gaagcagttt gacaaggtgc gggaggacct ggagctgtcc 
420 

ctggtgagga acgcccaggc cccgaggcac cggccccacg aggtggagga agccaccggg 
480 

gccctcaccc tcaccaggaa gtgcttccgc cacctggcac tggactatgt gctccagatc 
540 

aatgttctgc aggccaagaa gaagtctgag atcctggact ctacgctgtc cttcatgcac 
600 

gcccagccca gcttcttcca gcagggctac agcctcctgc accagctgga cccctacatg 
660 

aagaagctgg cagccgagct ggaccagctg gtgatcgact ctgcggtgga aaagcgtgag 

720 

atggagcgaa agcacgccgc catccagcag cggaccccta gggacttctc ctacgatgag 
780 

tcgaaagtgg agtttgacgt ggacgcgccc agtggggtgg tgatggaggg ctacctcttc 
840 
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aagagggcca gcaacncttt caagacatgg aaccggcgct ggttctccat tcagaacagc 
900 

cagctggtct accagaagaa gctcaaggat gccctcaccg tggtggtgga tgacctccgc 
960 

ctgtgctctg cgaagccgcg tgag 
964 

<210> 5902 

<211> 328 

<212> PRT 

<213> Homo sapiens 



<400> 5902 



Xaa 


Ala 


Ala 


Ala 


Ala 


Met 


Thr 


Val 


Glu 


Phe 


Glu 


Glu 


Cys 


Val 


Lys 


Asp 


1 








5 










10 










IS 




Ser 


Pro 


Arg 


Phe 


Arg 


Ala 


Thr 


He 


Asp 


Glu 


Val 


Glu 


Thr 


Asp Val 


Val 








20 










25 










30 






Glu 


lie 


Glu 


Ala 


Lys 


Leu 


Asp 


Lys 


Leu 


Val 


Lys 


Leu 


Cys 


Ser Gly 


Met 






35 










40 










45 








Val 


Glu 


Ala 


Gly 


Lys 


Ala 


Tyr 


Val 


Ser 


Thr 


Ser 


Arg 


Leu 


Phe 


Val 


Ser 




50 










55 










60 










Gly 


Val 


Arg 


Asp 


Leu 


Ser 


Gin 


Gin 


Cys 


Gin 


Gly 


Asp 


Thr 


Val 


He 


Ser 


65 










70 










75 










80 


Glu 


Cys 


Leu 


Gin 


Arg 


Phe 


Ala 


Asp 


Ser 


Leu 


Gin 


Glu 


Val 


Val 


Asn 


Tyr 










85 










90 










95 




His 


Met 


He 


Leu 


Phe 


Asp 


Gin 


Ala 


Gin 


Arg 


Ser 


Val 


Arg 


Gin 


Gin 


Leu 








100 










105 










110 






Gin 


Ser 


Phe 


Val 


Lys 


Glu 


Asp 


Val 


Arg 


Lys 


Phe 


Lys 


Glu 


Thr 


Lys 


Lys 






115 










120 










125 








Gin 


Phe 


Asp 


Lys 


Val 


Arg 


Glu 


Asp 


Leu 


Glu 


Leu 


Ser 


Leu 


val 


Arg 


Asn 




130 










135 










140 










Ala 


Gin 


Ala 


Pro 


Arg 


His 


Arg 


Pro 


His 


Glu 


Val 


Glu 


Glu 


Ala 


Thr 


Gly 


145 










150 










155 










160 


Ala 


Leu 


Thr 


Leu 


Thr 


Arg 


Lys 


Cys 


Phe 


Arg 


His 


Leu 


Ala 


Leu Asp 


Tyr 










165 










170 










175 




val 


Leu 


Gin 


He 


Asn 


Val 


Leu 


Gin 


Ala 


Lys 


Lys 


Lys 


Phe 


Glu 


He 


Leu 








180 










185 










190 






Asp 


Ser 


Met 


Leu 


Ser 


Phe 


Met 


His 


Ala 


Gin 


Ser 


Ser 


Phe 


Phe 


Gin 


Gin 






195 










200 










205 








Gly 


Tyr 


Ser 


Leu 


Leu 


His 


Gin 


Leu 


Asp 


Pro 


Tyr 


Met 


Lys 


Lys 


Leu 


Ala 




210 










215 










220 










Ala 


Glu 


Leu 


Asp 


Gin 


Leu 


Val 


He 


Asp 


Ser 


Ala 


Val 


Glu 


Lys Arg 


Glu 


225 










230 










235 










240 


Met 


Glu 


Arg 


Lys 


His 


Ala 


Ala 


He 


Gin 


Gin 


Arg 


Thr 


Leu 


Arg Asp 


Phe 










245 










250 










255 




Ser 


Tyr 


Asp 


Glu 


Ser 


Lys 


Val 


Glu 


Phe 


Asp 


Val 


Asp 


Ala 


Pro 


Ser 


Gly 








260 










265 


r 








270 






Val 


Val 


Met 


Glu 


Gly 


Tyr 


Leu 


Phe 


Lys 


Arg 


Ala 


Ser 


Asn 


Xaa 


Phe 


Lys 






275 










280 










285 








Thr 


Trp 


Asn 


Arg 


Arg 


Trp 


Phe 


Ser 


He 


Gin 


Asn 


Ser 


Gin 


Leu 


Val 


Tyr 




290 










295 










300 










Gin 


Lys 


Lys 


Leu 


Lys 


Asp 


Ala 


Leu 


Thr 


Val 


Val 


Val 


Asp 


Asp Leu 


Arg 


305 










310 










315 










320 


Leu 


Cys 


Ser 


Val 


Lys 


Pro 


Cys 


Glu 
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325 

<210> 5903 
<211> 3734 
<212> DNA 

<213> Homo sapiens 
<400> 5903 

ctctgggctc caaggtcacg ggaggccagc 
60 

a?999acctc cggcacacgc tccatgcccg 
120 

gcaggggacc tcacttaatc ccaattatgt 
leo 

gaggcgcttg gagccacgcc caggagtggg 
240 

caaactaggc ttggcctctt gcccatagtg 
300 

atgagcggca gagtcggcga tctgagcccc 
360 

gagaatgtcc aggatgtgct gccggccctg 
420 

tggccccgag ccagaagctt cgaccCgcag 
480 

gagttccgaa agcaaaagga cactgacaac 
540 

caacagtatc tgtcaggggg tacgtgtggc 
600 

gacataattg gacctctgga tgccaagggt 
660 

atccggaaag gcatcaaagt ccgtgagctg 
720 

aagctgggca ggaagatcga gatggcgctg 
780 

aaacacctgt ggaagccagc tgtggaggtc 
840 

aattatcctg agaccctgaa gaatttaatt 
900 

gccttcaact tggtcaagtc gttcatgagt 
960 

ggagcaaatt ggaaggaggt tttactgaaa 
1020 

tatgggggca ccatgactga ccctgatgga 
1080 

S9999tgaca tccccaggaa gtattatgtg 
1140 

agcgtgcaga tttcccgtgg ctcctcccaa 
1200 

tgtgtcctca ggtggcagtt tccgtgagat 
1260 

aagaccaaga tgggagagag gcagcgggca 
1320 

aggtacaact: cccacctggt ccctgaagat 
1380 



ctcccttcct cccagctgcc tcctcctggc 
cctgcccctc cagatctgtc cccaagccaa 
aatctgcaat ttaaacagtt ggcccatgag 
ggcaaaagga cccagccggg tcagggctga 
gccaccactc ctcaagcccc agccagcacg 
aggcagaagg aggcattggc caagtttcgg 
ccgaatccag atgactattt tctcctgcgt 
aagccggagg ccatgctccg gaagcatgtg 
atcattagct ggcagcctcc agaggtgatc 
tatgacctgg atggctgccc agtctggtac 
ctcctgctgt cagcctccaa gcaggatatg 
ccgctgcatg agtgtgagct gcagactcag 
atggtgtttg acatggaggg gctgagcctg 
taccagcagt tttttagcat cctggaagca 
gttattcgag ccccaaaact gttccccatg 
gaggacactc gtaagaagat catggtcctg 
catatcagcc ctgaccaggt gcctgtggag 
aaccccaagt gcaaatccaa gatcaactac 
cgagaccagg tgaaacagca gtatgaacac 
caagtggagt atgagatcct cttccctggc 
ggagcggatg ttggttttgg gattttcctg 
ggggagatga cagaggtgct gcccaaccag 
gggaccctca cctgcagtga tcctggcatc 
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tatgtcctgc 
1440 

gtggaggtcc 
1500 

accccgaaat 
1560 

ttctacccct 
1620 

ggacagacct 
1680 

ccgtgtccac 
1740 

gtctgtcctg 
1800 

gggggcatgt 
I860 

acttaacact 
1920 

gtttagatcg 
1980 

aaactcttcc 
2040 

aggaggtggc 
2100 

actttgagac 
2160 

tcagtgactc 
2220 

agcgccaggg 
2280 

tgggagtgaa 
2340 

caagcagtcc 
2400 

gcactcggag 
2460 

gactgacctg 
2520 

gcagggagtt 
2580 

gcccaaaggc 
2640 

gaaaccacag 
2700 

ttagagaaca 
2760 

ccccggcccc 
2820 

gctagcgcgg 
2680 

cccggcctgg 
2940 

gcgcagggag 
3000 



ggtttgacaa 
tgcttccaga 
aacaccttct 
tgtagcagtc 
caggagcttt 
caaataccta 
taaactgtgc 
accacagggt 
tcagggaagt 
caatgaggag 
aaacatttta 
ctgagccagc 
tttggcaact 
agagcttcct 
aaatgaccca 
tgctaaaagc 
tccatgtgag 
agggtgtttg 
agcaaggtct 
caggtgccgg 
ggggccggcg 
cccttacccc 
tgggaaggcg 
gtctgggaag 
accggaaggg 
gtttacaacg 
tgaaattcaa 



cacctacagc 
caaagcctca 
cctatagcag 
attttcgcac 
catttcagtt 
aggagtcccc 
caacttcacc 
ggcagcaggg 
cagctgccgg 
tagcagggta 
gcactgaggc 
acacatcttc 
cctgggccac 
gggactccgg 
cagggatcgc 
agatcgtcca 
caaccccgag 
ccagtctgag 
tactaagcag 
tcggcgtagc 
Cctcgcagac 
aatcccacga 
gccccagacc 
ctcatcttgc 
gccgaggctg 
ctgttaggaa 
tgcccaccgc 



ttcattcatg 
gaagagaaga 
gcctggcccc 
aaccctgaag 
aggcagagga 
aggagctggc 
tgtccaggga 
aaaaaaatca 
ggagaaactt 
gctggtcgct 
tggggtagct 

ccactcggta 
acggcctgcc 
gtacccaccc 
agctgcaggg 
gtgcccCttt 
acaaaaaCgc 
tgtcccgcgg 
tcccatctct 
caggcctgga 
taggggctgg 
gccccgccaa 
tggcgggaac 
gaagctgagg 
cacgggcctc 
aattaaccaa 
taggctcctc 



ccaagaaggc 
tgaaacagct 
ctcagtgtct 
cccaaagaaa 
agagcgactg 
tggccatcgt 
cagcgaagct 
gaaaagggtg 
gctcctaaat 
agagttacgg 
tttggctttt 
gacaggctgg 
tctttgatta 
gctgttctcc 
agggccaggg 
cagtgctacc 
taagtgggat 
tgcccgccaa 
gtgggaggca 
ggccccccag 
gggcggccac 
cgaaccacag 
gcctttccct 
gagctcaggg 
tgccagaacg 
tgaataaagc 
gctgcctctc 



caactccact 
gggggcaggc 
ccctgtcaat 
ctgggctgga 
cagtgggtct 
gataggatcc 
gggggtggcg 
aaagatcggg 
gaacacataa 
t9999a^cag 
cccaggtctc 
ccCctccctc 
ctaatgattg 
atgcaaacaa 
aggttggggg 
ggcctctcac 
caagagagca 
cccgcttcct 
tgcaacgcgt 
gcaggaggcc 
agacggcctc 
gtgctgggct 
cagagccagg 
caaaggccag 
ctcaagacat 
aacgttcagt 
actcaagagg 
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cccaaactca gacggcgtca gggacccgga cccagcagcc gtttcacgcc aatagatagg 
3060 

gcgcatgcgc agaaatcctc ctcggctctc Cagcgtgagc tttcccaagg ggccacgccc 
3120 

agcttgcctt ctgattggtc cagctggtgg gttgtcttcc gccatctttg atcagggcac 
3180 

taaggatgct cccgacggcc ttcacagtga cggcggagac cctgccccgc cagctgctca 
3240 

gtacgtgccg cgtagcccgt gcgagccaag tgcgagtccg ggcgagcgcc tgcggagcta 
3300 

gcactgggcc cagaatgaga gggaggcgga ggagcagcga tcacgtggtt ttagggactg 
3360 

tctaataatt ccacgccagc attgccggtg tttcaggggg tgggaaccgc tgcgttcccc 
3420 

accaactttt ctcccaccca ccaccctccc caacctacaa gcccagctca gcttgaggta 
3480 

actgctgacc ggacCgtcct atacagccct acaagacaga ggcgcctagg gctgaaagcg 
3540 

ggggcctccg tagggagcca gcgggggcct caacagttac tcattttctc tacctttgat 
3600 

gaaaataaga gctaattctt aataaggcct accgggcatc acgcaaaaac cctgtgctCa 
3660 

ctattacact ctgggttgtt gcaaagatta aaggaaataa gccgtgcaaa gcgcttaaaa 
3720 

aaaaaaaaaa aaaa 
3734 

<210> 5904 
<211> 308 
<212> PRT 

<213> Homo sapiens 



<400> 5904 



Met 


Ser 


Gly 


Arg 


Val 


Gly Asp Leu Ser Pro Arg 


Gin Lys Glu Ala 


Leu 


1 








5 


10 


IS 




Ala 


Lys 


Phe 


Arg 


Glu Asn Val Gin Asp Val Leu 


Pro Ala Leu Pro 


Asn 








20 




25 


30 




Pro 


Asp 


Asp 


Tyr 


Phe 


Leu Leu Arg Trp Leu Arg 


Ala Arg Ser Phe 


Asp 






35 






40 


45 




Leu 


Gin 


Lys 


Ser 


Glu 


Ala Met Leu Arg Lys His 


Val Glu Phe Arg 


Lys 




50 








55 


60 




Gin 


Lys 


Asp 


He 


Asp 


Asn He He Ser Trp Gin 


Pro Pro Glu Val 


He 


65 










70 75 




80 


Gin 


Gin 


Tyr 


Leu 


Ser Gly Gly Met Cys Gly Tyr 


Asp Leu Asp Gly 


Cys 










85 


90 


95 




Pro 


Val 


Trp 


Tyr 


Asp 


He He Gly Pro Leu Asp 


Ala Lys Gly Leu 


Leu 








100 




105 


110 




Leu 


Ser 


Ala 


Ser 


Lys 


Gin Asp Met He Arg Lys 


Gly He Lys Val 


Cys 






115 






120 


125 




Glu 


Leu 


Leu 


Leu 


His 


Glu Cys Glu Leu Gin Thr 


Gin Lys Leu Gly 


Arg 




130 








135 


140 




Lys 


He 


Glu 


Met 


Ala 


Leu Met Val Phe Asp Met 


Glu Gly Leu Ser 


Leu 


145 










150 155 




160 


Lys 


His 


Leu 


Trp 


Lys 


Pro Ala Val Glu Val Tyr 


Gin Gin Phe Phe 


Ser 
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165 



He 


Leu 


Glu 


Ala 


Asn 


Tyr Pro Glu 








180 






Arg 


Ala 


Pro 


Lys 


Leu 


Phe Pro Met 






195 






200 


Met 


Ser 


Glu 


Asp 


Thr 


Arg Lys Lys 




210 








215 


Lys 


Glu 


Val 


Leu 


Leu 


Lys His He 


22S 










230 


Tyr 


Gly 


Gly 


Thr 


Met 


Thr Asp Pro 










245 




Lys 


He 


Asn 


Tyr 


Gly 


Gly Asp He 








260 






Gin 


val 


Lys 


Gin 


Gin 


Tyr Glu His 






275 






280 


Ser 


Gin 


Gin 


Val 


Glu 


Tyr Glu He 




290 








295 


Trp 


Gin 


Phe 


Leu 







305 



170 175 
Thr Leu Lys Asn Leu lie Val He 
185 190 
Ala Phe Asn Leu Val Lys Ser Phe 

205 

He Met Val Leu Gly Ala Asn Trp 
220 

Ser Pro Asp Gin Val Pro Val Glu 
235 240 
Asp Gly Asn Pro Lys Cys Lys Ser 

250 255 
Pro Pirg Lys Tyr Tyr Val Arg Asp 
265 270 
Ser Val Gin He Ser Arg Gly Ser 

285 

Leu Phe Pro Gly Cys Val Leu Arg 
300 



<210> 5905 

<211> 2280 • 

<212> DMA 

<213> Homo sapiens 



<400> 5905 
nngttacttt 
60 

catagctgat 
120 

attgtgacag 
ISO 

gaattatcaa 
240 

gcggcacctc 
300 

catggaggcg 
360 

gggcactCtC 
420 

gcagagccaa 
480 

ggcttggaca 
540 

ataaagtcaa 
600 

tctgggttga 
660 

tcctcaaact 
720 

gcccagaaga 
780 

gggtttgccc 
840 



aaactttgta 
gcatctccaa 
cattatacag 
taatctcata 
cattgttttt 
tgttgtacaa 
ggagggcaaa 
cattcttctg 
ggaagtttga 
actccacacc 
ggtttgactt 
tcctgtccaa 
atgttggctc 
tccgagagtg 



tgttgttcaa 
aaattttttc 
agaggcccgg 
aattgtttga 
aatccactcc 
ggagctgttt 
ccccagcagg 
ggcaccagca 
ggacatgtca 
atgcaccgtc 
tatacccgat 
gccagtggat 
tgctggggtc 
cccctcggtc 



gaacagagta 
atgaaggcgg 
atgcctccca 
gatttgatgg 
agaaccaagc 
ccagcctgca 
tcatcacgga 
aaaatcacac 
caaaccagta 
tcatttgcgc 
gtcaagggag 
gtttccaagt 
accgtggtga 
ctggaataca 



tatcctggtt 
ccagcttctg 
cagacacgta 
agctaagctt 
ccatgacgta 
ccttgtattc 
caatcaccac 
caaacttgga 
ctgctccctt 
aataatacac 
cagtactggt 
ttagggtgat 
ttgtccgtga 
aggtgcaggc 



aggatgtgtt 
aacgtcttca 
gaatccttga 
ctccatggcc 
gatgctgaaa 
caggaccgag 
ggtgacccca 
aacatccact 
gacatcgggt 
gtaggaggca 
ttgtgacatg 
ttttgctggt 
tgacctgctg 
tggaaacagc 
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tccttgtaca 
900 

attaaaaaca 
960 

atttatgaga 
1020 

agaagcaaga 
108O 

aaaagatttc 
1140 

gtgggaggca 
1200 

gccgccttca 
1260 

acactctgtt 
1320 

taacacagta 
1380 

aacagcaaaa 
1440 

cttgaactgg 
1500 

gcctttgctg 
1560 

gttgcgatta 
1620 

ctaggtgctg 
1680 

tcaacattga 

1740 

gatcttcatg 
1800 

gtctgtcttt 
1860 

tatcactgat 
1920 

gcattccatt 
1980 

ttttatgaaa 

2040 

gagaaagttg 
2100 

attaccctat 
2160 

tttgctgaaa 
2220 

aaagaacatt 
2280 



acacgcctcc 
atggaggtgc 
ttatcgataa 
tgaatattcc 
ttgataaagc 
tccgggcctc 
tgaaaaaatt 
cCtgaacaac 
tttttctcaa 
catccacaac 
aagcatttta 
ctactttttc 
attatttctg 
aatctacaca 
ccattggagg 
ctgtcatcac 
aacaccatat 
atacgtagac 
agcaagagtt 
aagacckaga 
attggttggt 
cctttgttct 
agtctttccc 
aaagtcctaa 



atgtttcagc 
cgcggccatg 
ttctcaagga 
attccgcatt 
tcttgaactc 
tctgtataat 
tttggagatg 
atacaaagtt 
atgaacatgt 
cctgtaaagc 
agaaatcttg 
Cagttagatt 
gagtcatggg 
tctgtggggt 
agtggtttaa 
aggagaagtg 
actttatatt 
acttttagaa 
gtaccccctc 
agttcttgat 
tgtttttcaa 
ctactgtttt 
ctattgttta 
aacatctaaa 



atctacgtca 
gagaagctta 
ttetacgttt 
ggcaatgcca 
aatatgttgt 
gctgtcacaa 
catcagctat 
Caaagtaact 
ttattgcaga 
tggtgggacc 
ttgcttttct 
tcaaacttgc 
aacacacagc 
ctcctgggtc 
gagtgccagg 
acatacttta 
tctatacatt 
tttactaaat 
cccagtcctc 
tcatttttac 
ttatgccatt 
ctttgtaatg 
tctattgcca 
aaaaaaaaaa 



tgggcttggt 
gctccatcaa 
gtccagtgga 
aaggagatga 
ccttgaaagg 
ttgaagacgt 
gaacacatcc 
tggggatggc 
ttcttctttt 
taatgtcacc 
aacaaattcc 
ctgtggactt 
acagagggta 
cagcggctgt 
cgaagggcaa 
tatatgttta 
tacacttcta 
ccttgacctt 
gccttcctct 
cattctttcc 
aaactaaaca 
tatgaccacg 
gtattttatg 
aaaaaaaaaa 



tctggagtgg 
atctctaaca 
gccccaaaat 
tgctttagaa 
gcataggtct 
tcagaagctg 
taaccaggat 
tacaaaaagt 
ttgaaagaac 
ttaattctga 
cgcgtatttt 
aataatgcaa 
ggggggccct 
tgattcaagg 
actgtagatc 
tattagcaag 
ataatacagt 
gtgcattata 
ttttaagctg 
ataggtagaa 
tttctgttaa 
agagtgatac 
ttgaatatgt 
aaaaaaaaaa 



<210> 5906 
<211> 215 
<212> PRT 

<213> Homo sapiens 
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<400> 5906 



Glu 


Ala 


Ser 


Gly 


Leu 


Arg 


Phe 


Asp 


Phe 


He 


Pro 


Asp 


Val 


Lys 


Gly 


Ala 


1 








5 










10 










15 




Val 


Leu 


Val 


Cys 


Asp Met; 


Ser 


Ser 


Asn 


Phe 


Leu 


Ser 


Lys 


Pro 


Val 


Asp 








20 










25 










30 






Val 


Ser 


Lys 


Phe 


Arg val 


He 


Phe 


Ala 


Gly 


Ala 


Gin 


Lys 


Asn 


Val 


Gly 






35 










40 










45 








Ser 


Ala 
50 


Gly 


Val 


Thr 


Val 


Val 
55 


He 


Val 


Arg 


Asp 


Asp 
€0 


Leu 


Leu 


Gly 


Phe 


Ala 


Leu 


Arg 


Glu 


Cys 


Pro 


Ser 


Val 


Leu 


Glu 


Tyr 


Lys 


Val 


Gin 


Ala 


Gly 


65 










70 










75 










80 


Asn 


Ser 


Ser 


Leu 


Tyr Asn 


Thr 


Pro 


Pro 


Cys 


Phe 


Ser 


He 


Tyr 


Val 


Met 










85 










90 










95 




Gly 


Leu 


Val 


Leu 


Glu Trp 


He 


Lys 


Asn 


Asn 


Gly 


Gly 


Ala 


Ala 


Ala 


Met 








100 










105 










110 






Glu 


Lys 


Leu 
115 


Ser 


Ser 


He 


Lys 


Ser 
120 


Leu 


Thr 


He 


Tyr 


Glu 
125 


He 


He 


Asp 


Asn 


Ser 
130 


Gin 


Gly 


Phe 


Tyr 


Val 
135 


Cys 


Pro 


val 


Glu 


Pro 
140 


Gin 


Asn 


Arg 


Ser 


Lys 


Met 


Asn 


He 


Pro 


Phe 


Arg 


He 


Gly 


Asn 


Ala 


Lys 


Gly 


Asp 


Asp 


Ala 


145 










150 










155 










160 


Leu 


Glu 


Lys 


Arg 


Phe 
165 


Leu 


Asp 


Lys 


Ala 


Leu 

170 


Glu 


Leu 


Asn 


Met 


Leu 
175 


Ser 


Leu 


Lys 


Gly 


His 
180 


Arg 


Ser 


Val 


Gly 


Gly 
185 


He 


Arg 


Ala 


Ser 


Leu 
190 


Tyr 


Asn 


Ala 


Val 


Thr 


He 


Glu Asp 


Val 


Gin 


Lys 


Leu 


Ala 


Ala 


Phe 


Met 


Lys 


Lys 






195 










200 










205 








Phe 


Leu 


Glu 


Met 


His 


Gin 


Leu 





















210 215 



<210> 5907 

<211> 1989 

<212> DNA 

<213> Homo sapiens 

<400> 5907 

nnattggcta aataaggtgt tatcagctgc ttgatataga gctgataaaa tcttcagcta 
60 

ggcatacttg aggcctgatt acagaagtga ccgtagtcca cccacacacc tgaaatttat 
120 

ttaagagacc aagctaggct cttcctggcc tttaggaaga ggactggcat ggagaaatat 
180 

gttcctcact agttctccca agccatggca cgtcccaaca aattcctcct ttggttttgc 
240 

tgctttgcct ggctgtgttt tcctattagc cttggttctc aggcttctgg gggagaagct 
300 

cagattgctg ctagtgctga gttggaatct ggggctatgc cttggtcctt gctgcagcat 
360 

atagatgaga gagacagagc tggcctcctt cccgcgcttt tcaaagttct atctgttggg 
420 

cgaggtgggt cacctaggct gcagccagac tccagagctt t'gcactacat gaagaagctc 
460 

tataagacat atgctaccaa ggaagggatt cctaaatcca atagaagtca cctctacaac 
540 
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actgttcggc tcCtcacccc 
600 

ggaatccttc catcagtgga 
660 

Ctactcaagt cagtcttgct 
720 

aaatgtgtgt gcaatctaat 
780 

gctccatact catttacctt 
840 

cagattgatg tgaccagcct 
900 

atgtctataa attttacttg 
960 

ttgCCtaaca tgactctggt 
1020 

caggcttatc acagctggta 
1080 

caggagagaa gtctgtctgc 
1140 

tcccatcacc gtcaccgcag 
1200 

ggcccagctt ccttcaatct 
1260 

tgtgagctcc acgactttag 
1320 

gctccgcaca ggtacaaccc 
1380 

cggtatggct ctccagttca 
1440 

tcagtgccaa gaccgtcatg 
1500 

gagcccgatg gctcaattgc 
1560 

tgtcgttaac aaatggtcct 
1620 

gcctatgtgt gccttcaaga 
1680 

atataaagag gagcctgtgt 
1740 

aacatcaatt gttgctacag 
1800 

tgtggagaac tttacatttt 
1860 

tcttgatagg gaaaaaacct 
1920 

ggcaattcag attgctgtag 
1980 

aaaaaaaaa 
1989 



ctgtacccgg cacaagcagg 
actgccattt aacctggatc 
gtacaatatc aacaactcag 
gataaaggag ccaaagtctt 
taactcacag tttgaacttg 
ccttcaacct ttagtggcct 
catgaaagac cagctggagc 
gcccccccca ctgatcttat 
Ctcccttcac tataaaagga 
ctatcctgtg ggagaagagg 
aggtcaggaa actgtcagtt 
gagtgaatac ttcagacaat 
acttagcttt agtcagctga 
tcgatactgt aaaggggact 
caccatggta cagaacatca 
tgtacctgcc aaatacagcc 
ctataaagag tacgaagata 
cttaaaacct tgagcctatt 
gaaagcttca tatattaagt 
aggttagtac cttcCatggc 
agcctttttt tatttccaaa 
tttccttgag tgattttttt 
taattagcat caatcctgga 
tcttaataga agaataaatt 



ctcctggaga ccaggtaaca 
gcattactac cgttgaacac 
tttccctttc ctctgctgtc 
ctagcaggac tctcggcaga 
gaaagaaaca caaatggatt 
ccaacaagag aagtattcac 
atccttcagc acagaatggt 
atttgaatga cacaagtgct 
ggccttccca gggtccCgac 
ctgctgagga tgggagacct 
ctgaattgaa gaagcccttg 
ttcttcttcc ccaaaatgag 
agtgggacaa ctggattgtg 
gtccaagggc agttggacat 
tctatgagaa gctggactcc 
ccttgagtgt Cttgaccatt 
tgatagctac aaagtgcacc 
tggcaaagta actactgtgt 
ctctaaatgt agcatatgtt 
atctatcagg ataaagggac 
tttaaatgaa atataattat 
tcttttcata ggagtcttac 
tggacttgca gctataaata 
tactgtcaat ggcaaaaaaa 



<210> 5908 
<211> 454 
<212> PRT 
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<213> Homo sapiens 
<400> 5908 

Met Ala Arg Pro Asn Lys Phe Leu Leu Trp Phe Cys Cys Phe Ala Trp 

15 10 15 

Leu Cys Phe Pro lie Ser Leu Gly Ser Gin Ala Ser Gly Gly Glu Ala 

20 25 30 

Gin lie Ala Ala Ser Ala Glu Leu Glu Ser Gly Ala Net Pro Trp Ser 

35 40 45 

Leu Leu Gin His lie Asp Glu Arg Asp Arg Ala Gly Leu Leu Pro Ala 

50 55 60 

Leu Phe Lys Val Leu Ser Val Gly Arg Gly Gly Ser Pro Arg Leu Gin 
65 70 75 BO 

Pro Asp Ser Arg Ala Leu His Tyr Met Lys Lys Leu Tyr Lys Thr Tyr 

85 90 95 

Ala Thr Lys Glu Gly lie Pro Lys Ser Asn Arg Ser His Leu Tyr Asn 

100 105 110 

Thr Val Arg Leu Phe Thr Pro Cys Thr Arg His Lys Gin Ala Pro Gly 

115 120 125 

Asp Gin Val Thr Gly lie Leu Pro Ser Val Glu Leu Leu Phe Asn Leu 

130 135 140 

Asp Arg lie Thr Thr Val Glu His Leu Leu Lys Ser Val Leu Leu Tyr 
145 150 155 160 

Asn lie Asn Asn Ser Val Ser Phe Ser Ser Ala Val Lys Cys Val Cys 

165 170 175 

Asn Leu Met lie Lys Glu Pro Lys Ser Ser Ser Arg Thr Leu Gly Arg 

180 165 190 

Ala Pro Tyr Ser Phe Thr Phe Asn Ser Gin Phe Glu Phe Gly Lys Lys 

195 200 205 

His Lys Trp lie Gin lie Asp Val Thr Ser Leu Leii Gin Pro Leu Val 

210 215 220 

Ala Ser Asn Lys Arg Ser lie His Met Ser lie Asn Phe Thr Cys Met 
225 230 235 240 

Lys Asp Gin Leu Glu His Pro Ser Ala Gin Asn Gly Leu Phe Asn Met 

245 250 255 

Thr Leu Val Ser Pro Ser Leu lie Leu Tyr Leu Asn Asp Thr Ser Ala 

260 265 270 

Gin Ala Tyr His Ser Trp Tyr Ser Leu His Tyr Lys Arg Arg Pro Ser 

275 280 285 

Gin Gly Pro Asp Gin Glu Arg Ser Leu Ser Ala Tyr Pro Val Gly Glu 

290 295 300 

Glu Ala Ala Glu Asp Gly Arg Ser Ser His His Arg His Arg Arg Gly 
305 310 315 320 

Gin Glu Thr Val Ser Ser Glu Leu Lys Lys Pro Leu Gly Pro Ala Ser 

325 330 335 

Phe Asn Leu Ser Glu Tyr Phe Arg Gin Phe Leu Leu Pro Gin Asn Glu 

340 345 350 

Cys Glu Leu His Asp Phe Arg Leu Ser Phe Ser Gin Leu Lys Trp Asp 

355 360 365 

Asn Trp lie Val Ala Pro His Arg Tyr Asn Pro Arg Tyr Cys Lys Gly 

370 375 380 

Asp Cys Pro Arg Ala Val Gly His Arg Tyr Gly Ser Pro Val His Thr 
385 390 395 400 

Met Val Gin Asn lie lie Tyr Glu Lys Leu Asp Ser Ser Val Pro Arg 
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405 410 415 

Pro Ser Cys Val Pro Ala Lys Tyr Ser Pro Leu Ser Val Leu Thr lie 

420 425 430 

Glu Pro Asp Gly Ser lie Ala Tyr Lys Glu Tyr Glu Asp Met lie Ala 

435 440 445 

Thr Lys Cys Thr Cys Arg 
450 

<210> 5909 

<211> 4343 

<212> DNA 

<213> Homo sapiens 

<400> 5909 

nncggccgcg ggagggtcct tgtggcgccg ggcggcgggg tcctgcgtgg agagtgggac 
60 

gcaacgccga gaccgcgagc agaggctgcg cacagccgga tccggcactc agcgaccgga 
120 

cccaaggatc cgccggggaa caagccacag gagagcgact caggaacaag tgCgggagag 
180 

gaagcggcgg cggcggcgcc gggcccgggg gtggtgacag caggtctgag gttgcatcat 
240 

aaatacaaag gactgaagtt ataaaagaga aaagagaagt ttgctgctaa aatgaatctg 
300 

agcaatatgg aatattttgt gccacacaca aaaaggtact gaagatttac cccccaaaaa 
360 

aaactgtcaa tgagaaataa agctaactga tatcaaaaag cagagcctgc tctactggcc 
420 

atcatgcgta aaggggcgct gaaggaccca gagattgccg acctatccta caaagatgat 
480 

cctgaggaac tttttattgg tttgcatgaa attggacatg gaagttttgg agcagtttat 
540 

tttgctacaa atgctcacac cagtgaggcg gtggcaatta agaagatgtc ctatagtggg 
600 

aagcagaccc atgagaaatg gcaagatatt cttaaggaag ttaaattttt acgacaattg 
660 

aagcatccta atactactga gtacaaaggc tgttacttga aagaacacac tgcttggttg 
720 

gtgatggaat: attgcttagg ctcagcctct gatttattag aagttcataa aaaaccactt 
780 

caggaagtgg agaccgctgc cattactcat ggagccttgc atggacCagc ctacctacat 
840 

tctcatgcac tgattcatag ggatattaaa gcaggaaata ttcttctaac agagccaggt 
900 

caggtaaaac tagctgattt tggatctgct tcaatggcct ctcctgccaa ctccttcgtg 
960 

ggcacacctt actggatggc tccagaggtg atcttagcta tggatgaagg acagtatgat 
1020 

gggaaagttg atatttggtc acttggcatc acttgtattg aattggcgga acggaagccg 
1080 

ccccttttca acatgaatgc aatgagtgcc ttatatcaca ttgcccagaa tgactcccca 
1140 

acgttacagt ctaatgaatg gacagactcc tttaggagat ttgtCgatta ctgcttgcag 
1200 
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aaaatacctc aggaaaggcc 
1260 

gaccggccac tacgtgtcct 
1320 

ctagacaacc tacagtaccg 
13B0 

cccttgaatg agtcacagga 
1440 

gaaatggaca gcctgggcag 
ISOO 

cagagcagca gtgtgaacag 
1560 

atgatgcacg atgacgaaag 
1620 

catgtattca taagggatga 
1680 

cagtcagttc agagccaggc 
1740 

tcagcatctt tggttacacg 
1600 

cagatgccag gttataagcg 
1860 

aacaagctga aggctgagat 
1920 

catgccaaca actcgtccac 
1980 

gaaaaggagg caaaggtagc 
2040 

cagcagaaga aagatttgac 
2100 

aaggaaaaaa taaaagagga 
2160 

gagcggatcc tcaaacataa 
2220 

cttcccactt caacaggaga 
2280 

ataatgatca agcggcacga 
2340 

aggaccatga aggagatgga 
2400 

ctagagtaca ggcagctgca 
2460 

caccagacgg aactggaaaa 
2520 

agaaagcaCg tcatggaact 
2580 

attaaaaaac agtttcagga 
2640 

aatcaccagt tggaagttac 
2700 

gatgagcaga caagaaaact 
2760 

atgatggcct cCcaagcgtt 
2820 



aacatcagca gaactattaa 
cattgacctc atacagagga 
aaaaatgaaa aaaatacttt 
ggatgaggaa gacagtgaac 
caaccattcc attccaagca 
catgcaggaa gtcatggacg 
cacaatcaat tccagctcct 
ggcgggccac ggcgatccca 
cctccactac cggaacagag 
acagatccat gagcatgagc 
gatgcggcgc cagcaccaga 
ggacgagcac cgcctcaagc 
cgagctggag aagctggcca 
tgcagcagat gagaagaagc 
aacctcctta gaaagtcaga 
aatgaatgag gaccatagca 
agagaacttg caacacacac 
ctggactacg accaaaaatt 
ggtggagcag cagaacactc 
gcatgccatg ctaatccggc 
cacgttacag aagctacgga 
ccagctggag tacaataaga 
tcggcaacag ccaaaaaact 
cacttgcaaa gtacagacca 
tccaaagaat gagcacaaaa 
tgccactttg gcagagcagt 
acggctagat gaggctcaag 



ggcacgacct tgttcgacga 
caaaagatgc agttcgCgag 
tccaagagac acggaatgga 
atggaaccag cctgaacagg 
tgtccgtgag cacaggcagc 
agagcagttc cgaacctgtc 
ccgtcgtgca taagaaagat 
ggcctgagcc gcggcctacc 
agcgctttgc cacgatcaaa 
aggagaacga gttgcgggaa 
agcagctgat cgccctggag 
tacagaagga ggtggagacg 
agaagcaagt ggctatcata 
tccagcaaca gatcttggcc 
agaagcagta taagatttgt 
cacccaagaa agagaagcaa 
aggctgaaga ggaagcccac 
gtcgtttctt caagcggaaa 
gggaggaact aaacaaaaag 
acgacgagtc cacccgagag 
tggatctgat ccgtttacag 
ggcgagaaag agaactgcac 
taaaggccat ggaaatgcaa 
aacagtataa agcactcaag 
caatcttaaa gacactgaaa 
atgaacagag tataaatgaa 
aagcagaatg ccaggccttg 
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aggctacagc tccagcagga 
2880 

caaacagagg cacaacatga 
2940 

agagcacacc ttgagcagaa 
3000 

gagagaataa agaacctatt 
3060 

agcctcagaa tgggatttgg 
3120 

tgagattaaa ttttttgcca 
3180 

cagaccctgc aaaaccacaC 
3240 

ttactcttac tgacatcgtg 
3300 

ccttcctccc cccgtgtcaa 

3360 

cagtacacgt cacagcattg 
3420 

tttaacaaaa ccaataaacc 
3480 

ctcattacca ccaatctgtg 
3540 

agagagacac aatatccgca 
3600 

tttatttttt tggtatttat 
3660 

aaatttgata cattttacag 
3720 

acttttttgg ggacgggggg 
3780 

tggcaagagt ttaacttgtc 
3840 

tgcagaggat gtgaatacac 
3900 

tggcaaatcg tgtattttgt 
3960 

attgtatttt aactgtttct 
4020 

cctccctcct tttccagttc 
4080 

tgatcttttt ctttatctcc 
4140 

cattattcac actttcaaac 
4200 

ggctttactt cttttgcatg 
4260 

aagagcatga taactgtcag 
4320 

aaaaaaaaaa aaaaaaaaaa 
4343 

<210> 5910 



aatggagctg ctcaacgcct 
acgtgagctc cagaagctag 
gattgaagag gagctggctg 
ggaaaggcaa gagcgagaga 
gaatttggtt acattagatt 
tttacaaaaa aaaaaaaaaa 
tccccatttt aacgggcgtt 
tcggactagt gcctgtttat 
ctttcagtgc tggccaaaac 
atgtgattca aaatgtttca 
aacaacaaaa aaagtggatg 
aaagtaaagc aaaaaataat 
gccttacacc Ctaactagct 
tcatcaggaa taaaaaaaac 
aaactaattg tgatgtacat 
tgggtggggt gaagagatct 
ttcagcatat tctgattgta 
ttaaggagct cacagaatcc 
gtatagaagg aatttaagga 
ctgatcaaat ttttttactt 
agtatttgga gttcaacact 
cttccccttc ctaagtccca 
tgtgtatttt cttacaataa 
cactttaaaa acaaaacaaa 
agcttttaat tatatttgta 
aaa 



accagagcaa aatcaagatg 
agcagagagt gtctctgcgc 
cccttcagaa ggaacgcagc 
ttgaaacttt tgacatggag 
ttcctaagga ggactacaga 
aaagaaaaca aaaaaaaatt 
gctctcactc tctctctctc 
tcttactcca tcaggggccc 
ctggccgtct cttctattca 
gtgaaaacct tggagacagt 
tatattgctt taagcaatca 
aataataaat gccaaggggg 
gctgcattat tttattttat 
aaagttttat taaagattga 
atcagtggCg acatattatt 
tgcgattttt aagaacctgc 
tcataatcat tttctgctgt 
cagtagcaca aattgggctt 
gaggtattac ttattttcat 
cctcctcctg ttccCcccca 
gtctctcaat cagatcatct 
tttcttggtc ataaatattg 
aaaatgatga aaaaaaaaaa 
acatttttca ggttccaagg 
aataaaagtg ttcatcacaa 
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<2I1> 899 
<212> PRT 

<213> Homo sapiens 
<400> 59X0 

Met Arg Lys Gly Val Leu Lys Asp Pro Glu lie Ala Asp Leu Phe Tyr 

15 10 IS 

Lys Asp Asp Pro Glu Glu Leu Phe Zle Gly Leu His Glu lie Gly His 

20 25 30 

Gly Ser Phe Gly Ala Val Tyr Phe Ala Thr Asn Ala His Thr Ser Glu 

35 40 45 

Val Val Ala lie Lys Lys Met Ser Tyr Ser Gly Lys Gin Thr His Glu 

50 55 60 

Lys Trp Gin Asp lie Leu Lys Glu Val Lys Phe Leu Arg Gin Leu Lys 
65 70 75 80 

His Pro Asn Thr lie Glu Tyr Lys Gly Cys Tyr Leu Lys Glu His Thr 

85 90 95 

Ala Trp Leu Val Met Glu Tyr Cys Leu Gly Ser Ala Ser Asp Leu Leu 

100 105 110 

Glu Val His Lys Lys Pro Leu Gin Glu Val Glu He Ala Ala He Thr 

115 120 125 

His Gly Ala Leu His Gly Leu Ala Tyr Leu His Ser His Ala Leu He 

130 135 140 

His Arg Asp He Lys Ala Gly Asn He Leu Leu Thr Glu Pro Gly Gin 
145 150 155 160 

Val Lys Leu Ala Asp Phe Gly Ser Ala Ser Met Ala Ser Pro Ala Asn 

165 170 175 

Ser Phe Val Gly Thr Pro Tyr Trp Met Ala Pro Glu Val He Leu Ala 

180 185 190 

Met Asp Glu Gly Gin Tyr Asp Gly Lys Val Asp He Trp Ser Leu Gly 

195 200 205 

He Thr Cys He Glu Leu Ala Glu Arg Lys Pro Pro Leu Phe Asn Met 

210 215 220 

Asn Ala Met Ser Ala Leu Tyr His Zle Ala Gin Asn Asp Ser Pro Thr 
325 230 235 240 

Leu Gin Ser Asn Glu Trp Thr Asp Ser Phe Arg Arg Phe Val Asp Tyr 

245 250 255 

Cys Leu Gin Lys He Pro Gin Glu Arg Pro Thr Ser Ala Glu Leu Leu 

260 265 270 

Arg His Asp Phe Val Arg Arg Asp Arg Pro Leu Arg Val Leu He Asp 

275 280 285 

Leu He Gin Arg Thr Lys Asp Ala Val Arg Glu Leu Asp Asn Leu Gin 

290 295 300 

Tyr Arg Lys Met Lys Lys He Leu Phe Gin Glu Thr Arg Asn Gly Pro 
305 310 315 320 

Leu Asn Glu Ser Gin Glu Asp Glu Glu Asp Ser Glu His Gly Thr Ser 

325 330 335 

Leu Asn Arg Glu Met Asp Ser Leu Gly Ser Asn His Ser He Pro Ser 

340 345 350 

Met Ser Val Ser Thr Gly Ser Gin Ser Ser Ser Val Asn Ser Met Gin 

355 360 365 

Glu Val Met Asp Glu Ser Ser Ser Glu Leu Val Met Met His Asp Asp 

370 375 380 

Glu Ser Thr He Asn Ser Ser Ser Ser Val Val His Lys Lys Asp His 



5086 



wo 00/58473 PCTAJSOO/08621 



385 390 395 400 

Val Phe lie Arg Asp Glu Ala Gly His Gly Asp Pro Arg Pro Glu Pro 

405 410 415 

Arg Pro Thr Gin Ser Val Gin Ser Gin Ala Leu His Tyr Arg Asn Arg 

420 425 430 

Glu Arg Phe Ala Thr Xle Lys Ser Ala Ser Leu Val Thr Arg Gin He 

435 440 445 

His Glu His Glu Gin Glu Asn Glu Leu Arg Glu Gin Met Ser Gly Tyr 

450 455 460 

Lys Arg Met Arg Arg Gin His Gin Lys Gin Leu He Ala Leu Glu Asn 
465 470 475 480 

Lys Leu Lys Ala Glu Met Asp Glu His Arg Leu Lys Leu Gin Lys Glu 

485 490 495 

Val Glu Thr His Ala Asn Asn Ser Ser He Glu Leu Glu Lys Leu Ala 

500 505 510 

Lys Lys Gin Val Ala He He Glu Lys Glu Ala Lys Val Ala Ala Ala 

515 520 525 

Asp Glu Lys Lys Phe Gin Gin Gin He Leu Ala Gin Gin Lys Lys Asp 

530 535 540 

Leu Thr Thr Phe Leu Glu Ser Gin Lys Lys Gin Tyr Lys He Cys Lys 
545 550 555 560 

Glu Lys He Lys Glu Glu Met Asn Glu Asp His Ser Thr Pro Lys Lys 

565 570 575 

Glu Lys Gin Glu Arg He Phe Lys His Lys Glu Asn Leu Gin His Thr 

580 5B5 590 

Gin Ala Glu Glu Glu Ala His Leu Leu Thr Ser Thr Gly Asp Trp Thr 

595 600 605 

Thr Thr Lys Asn Cys Arg Phe Phe Lys Arg Lys He Met He Lys Arg 

610 615 620 

His Glu Val Glu Gin Gin Asn He Arg Glu Glu Leu Asn Lys Lys Arg 
625 630 635 640 

Thr Met Lys Glu Met Glu His Ala Met Leu He Arg His Asp Glu Ser 

645 650 655 

Thr Arg Glu Leu Glu Tyr Arg Gin Leu His Thr Leu Gin Lys Leu Arg 

660 665 670 

Met Asp Leu He Arg Leu Gin His Gin Thr Glu Leu Glu Asn Gin Leu 

675 680 685 

Glu Tyr Asn Lys Arg Arg Glu Arg Glu Leu His Arg Lys His Val Met 

690 695 700 

Glu Leu Arg Gin Gin Pro Lys Asn Leu Lys Ala Met Glu Met Gin He 
705 710 715 720 

Lys Lys Gin Phe Gin Asp Thr Cys Lys Val Gin Thr Lys Gin Tyr Lys 

725 730 735 

Ala Leu Lys Asn His Gin Leu Glu Val Thr Pro Lys Asn Glu His Lys 

740 745 750 

Thr He Leu Lys Thr Leu Lys Asp Glu Gin Thr Arg Lys Leu Ala He 

755 760 765 

Leu Ala Glu Gin Tyr Glu Gin Ser He Asn Glu Met Met Ala Ser Gin 

770 775 780 

Ala Leu Arg Leu Asp Glu Ala Gin Glu Ala Glu Cys Gin Ala Leu Arg 
785 790 795 800 

Leu Gin Leu Gin Gin Glu Met Glu Leu Leu Asn Ala Tyr Gin Ser Lys 

805 810 815 

He Lys Met Gin Thr Glu Ala Gin His Glu Arg Glu Leu Gin Lys Leu 
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820 




825 








830 






Glu 


Gin 


Arg 


val 


Ser Leu Arg Arg 


Ala 


His 


Leu 


Glu Gin 


Lys 


He 


Glu 






835 




840 








845 








Glu 


Glu 


Leu 


Ala 


Ala Leu Gin Lys 


Glu 


Arg 


Ser 


Glu Arg 


lie 


Lys 


Asn 




850 






ess 








860 








Leu 


Leu 


Glu 


Arg 


Gin Glu Arg Glu 


He 


Glu 


Thr 


Phe Asp Met Glu 


Ser 


865 








870 






875 








880 


Leu Arg 


Met 


Gly 


Phe Gly Asn Leu 


Val 


Thr 


Leu 


Asp Phe 


Pro 


Lys 


Glu 



885 890 895 



Asp Tyr Arg 



<2I0> 5911 

<211> 645 

<212> DNA 

<213> Homo sapiens 



<400> 5911 
nnaagtactt 
60 

tgtagaccgg 
120 

cccgacggtg 
180 

agacttcagc 
240 

gatcccaaga 
300 

agtactcggg 
3iS0 . 

gactggttga 
420 

gagaagtttg 
480 

agaaaagctt 
540 

gaacacttta 
600 

gcattgctga 
645 



aagatggaaa 
agctgttcct 
gtactccagc 
ctgatgatga 
agcatgtgtg 
tggagtttga 
ggagcaaact 
tggtaaaagg 
tggataaatt 
atattttcct 
ccagaatggg 



gccagaaatc 
attcggcaat 
aggtacttca 
tattgatggt 
tacaatggag 
cctgccagaa 
ggaagaatcc 
tgttgtggat 
tctaaaaaga 
tactgctaag 
cgagtcagtc 



ccggtcttgt 
cttggctctt 
agtccagctt 
gagactagag 
acttacatca 
tattctgttc 
cagcccactc 
cgtttttcag 
attacggacc 
gacctgaacg 
aagcacgtca 



gcttcgctca 
ccgcagagga 
cttcatcttc 
atctcttcgt 
cctataggat 
gtcgaagata 
atctcattcc 
aagagtttgt 
atcctgtgct 
cctacaagaa 
cgcgt 



cgctgggagc 
tctcattttg 
ccttctcaac 
tatagtcgat 
caccaccaaa 
ccaggatttt 
ccctcttccc 
ggagaccaga 
gtctttcaat 
gcaagggata 



<210> 5912 

<2ll> 211 

<212> PRT 

<213> Homo sapiens 



<400> 5912 
Asp Gly Lys Pro 
1 

Cys Arg Pro Glu 
20 

Asp Leu He Leu 
35 

Ala Ser Ser Ser 



Glu He Pro Val 
5 

Leu Phe Leu Phe 

Pro Asp Gly Gly 
40 

Ser Leu Leu Asn 



Leu Cys Phe Ala 
10 

Gly Asn Leu Gly 
25 

Thr Pro Ala Gly 
Arg Leu Gin Leu 



His Ala Gly Ser 
15 

Ser Ser Ala Glu 

30 

Thr Ser Ser Pro 
45 

Asp Asp Asp He 
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50 






55 




60 






Asp 


Gly Glu Thr Arg Asp 


Leu Phe Val lie 


Val 


Asp Asp 


Pro Lys Lys 


65 






70 




75 






80 


His 


Val Cys 


Thr Met 


Glu 


Thr Tyr He Thr 


Tyr 


Arg 


lie 


Thr Thr Lys 






85 




90 








95 


Ser 


Thr Arg 


Val Glu 


Phe 


Asp Leu Pro Glu 


Tyr 


Ser 


Val 


Arg Arg Arg 






100 




105 








110 


Tyr 


Gin Asp Phe Asp Trp 


Leu Arg Ser Lys 


Leu 


Glu 


Glu 


Ser Gin Pro 




lis 






120 






125 




Thr 


His Leu 


lie Pro 


Pro 


Leu Pro Glu Lys 


Phe 


Val 


Val 


Lys Gly Val 




130 






135 




140 






Val 


Asp Arg 


Phe Ser 


Glu 


Glu Phe Val Glu 


Thr 


Arg Arg 


Lys Ala Leu 


145 






150 




155 






160 


Asp 


Lys Phe 


Leu Lys 


Arg 


He Thr Asp His 


Pro 


Val 


Leu 


Ser Phe Asn 






165 




170 








175 


Glu 


His Phe 


Asn lie 


Phe 


Leu Thr Ala Lys Asp 


Leu 


Asn 


Ala Tyr Lys 






180 




185 








190 


Lys 


Gin Gly 


lie Ala 


Leu 


Leu Thr Arg Met 


Gly 


Glu 


Ser 


Val Lys His 




195 






200 






205 





Val Thr Arg 
210 



<210> 5913 
<211> 2495 
<212> DNA 

<213> Homo sapiens 



<400> 5913 

attttttttt 

60 

cattttatag 
120 

tgagattcga 
180 

tttacacttg 
240 

gtactgtctt 
300 

aggctcattt 
360 

ttcctaaata 
420 

gtgcatagag 
480 

gtggtgagtt 

540 

ttgtttctca 
600 

gcanaaggga 
660 

aatgtcctgt 

720 

gtggtctctg 
780 



tttttttttt 
ggagaaaacc 
accctggtca 
aatcagactt 
gactctttga 
ttagctcagc 
atttaaaata 
gtagagcctt 
gggaggtttt 
caggccaggg 
tcatcttgcc 
ccacgagcac 
atgcttttgg 



tttttttttt 
aagccactgg 
aacagacttt 
ttagttttat 
ctaaactgat 
tgttgacagc 
atctagcttg 
cccccactct 
cctgaggtcc 
ctttgaccga 
tgagccctac 
actgagcagc 
tgttgggtat 



tttttttttt 
ccccgttaca 
ccattttgtt 
tgtagttttt 
ttcacatctt 
tatttttaaa 
agctgctctg 
caaggatgct 
tcttccatcc 
cacttgtttg 
ctggaccctg 
ccagcagtga 
gctgttcatg 



tttttaatct 
cagcaagtta 
ccactgactc 
gagtccatag 
taaaattatg 
tgtaacatga 
aaggttagtc 
gtgaggggta 
tgagactctg 
ctctgcggca 
catacgggca 
accnttgtag 
acaactggat 



tctcttcctc 
gtagtaagac 
agtcttctct 
ctgtcttcct 
ctttcctttt 
cataatatat 
agttggtggt 
ttcctaccat 
gtcttccatt 
tctggcagca 
gataaaccac 
gtttgcccct 
aggctgcaat 
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gcctcttcct acccaggccs 
840 

gaagacacgc ttgatgcctt 
900 

aaagctacca Ccacttcctc 
960 

gtaatcccag cattttgaga 
1020 

ccaacccggc caacatggtg 
1080 

tggtggcaCg tgcctataat 
1140 

aggaggtgga ggttgcagtg 
1200 

gcgagactgt ctcaaaaaaa 
1260 

tgctattccg tgaaaccaat 
1320 

aattcatggt tttaaagcca 
1380 

acaagagatt taagcttcaa 
1440 

ggcgtattca ttgtttaagc 
1500 

ttcttttaac ctaattccta 
1560 

caggtaacag tacgtcacca 
1620 

catccctgta aacccgccct 
1680 

tcccCaagga gtgaaccgct 
1740 

ttacttcacc ttcatgcacc 
1800 

agctgtaata aagtccagca 
1860 

ggtcaaagga acgagcctct 
1920 

cttaagggca actgggaagg 
1980 

agattcccac agactcctgg 
2040 

taatgtcact gaaggctgtc 
2100 

ggaaatcaac tggttcaagg 
2160 

tgtcttcagc attgtaaggc 
2220 

cacacagctt gcacttctgg 
2280 

tgtccatcag ccggatgtac 
2340 

tcttcaggta ccaccggaag 
2400 



caatgcccgg gagcccctcc 
agaaggcaaa tccatcaaaa 
atcatgaaaa ctgggaggcc 
ggctgaggcg ggtggatcac 
aaaccttgtc tctactaaaa 
cccagctact tgggaggttg 
agctgagatc acaccactgc 
caaaaaagaa aaaaaaaccg 
cataagctgc ctaggcagcc 
aacgtaattt ccacttggga 
gggcatttaa tcaggaggaa 
agaaataaag tttaattttt 
accctcacaa agacctttcc 
ttggcttctg gctcattgag 
tgactgggga gaCaccatct 
gctgcacgaa ttcttatttg 
agtgcagcgt gaacaggggc 
tgcagattgt gaaggtttcg 
gtgggctctg ctgcttagag 
aagagggatc agcacttcac 
gccttttcat catagtcagt 
cctgactcca caccttcagc 
ccccggcact caaactccac 
ttgatggtgc tgcttaaaat 
accatggaag cactgccacg 
tgccacttgt ccgaaatctc 
tcctcgccca cgggccggag 

5090 



aatgtgtgga 


gaaggctnta 


gttaacttcC 


gggcagatga 


gggcatggtg 


gctcatgcct 

w w 


ttgaggtcag 


gagtttgaga 

WW WW 


atacaaaaat 


tagctgggtg 

w w w w w 


aagcagaatt 


gcttgaaccc 


actccggcct 


gggcgacaga 

www w w 


3 93 *"3> •'3 *• 


acre caor t^Qcxci 

Mg<w««wg "333 




ttaaacfcttia 


ctagaticaca 


actgaagata 


acTQtttcTcraa 


aactaactca 


crcttaaactat 


cratCcctaat 


aacaQcaacit^ 


tcaQtaa^tt 




atC9C99ttt 


ccCtaaaaat 


actcttcatt 


tQaacraQaciC 

^3 3 ""3 3 3~3 " 


aQCtQCCtCC 


tttatcgatg 


gggcttggga 


tatagccacc 


dggagacaag 

WW w ^ 


tactttgtcc 


tttctcagtt 


aaactggtgg 


gtgacctcat 

w w 


ccagtccttc 


tcctgcagat 


agcaaaccca 


gcctgcggct 


tattgtcttg 


aagttctcat 


ctcgatggaa 


ttttctcttg 


gccccccttc 


agtgccacac 


accacagttg 


ccacatttca 


gttggtgatg 


ttctccagcg 
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tggctttgag ttgcagcgcg attttcccca tggtagccct ccccgcccgg tgctggctgc 
2460 

ggcccttgcc gttgctttcc ggcgcgtcgt aaaag 
2495 



<210> 5914 

<211> 1S8 

<212> PRT 

<213> Homo sapiens 



<400> 5914 



Ser 


Val 


Gly 


Gly 


Val 


His 


Arg 


Gly 


Arg 


Ala 


Phe 


Pro His Ser Gin Gly 


1 








5 










10 




15 


Cys 


Cys 


Glu 


Gly 


Tyr 


Ser 


Tyr 


His 


Val 


Val 


Ser 


Trp Glu Val Phe Leu 








20 










25 






30 


Arg 


Ser 


Phe 


Ser 


lie 


Leu 


Arg 


Leu 


Trp 


Phe 


Ser 


He Leu Phe Leu Thr 






35 










40 








45 


Gly 


Gin 


Gly 


Phe 


Asp 


Arg 


His 


Leu 


Phe 


Ala 


Leu 


Arg His Leu Ala Ala 




50 










55 










60 


Ala 


Xaa 


Gly 


lie 


lie 


Leu 


Pro 


Glu 


Leu 


Tyr 


Leu 


Asp Pro Ala Tyr Gly 


65 










70 










75 


80 


Gin 


lie 


Asn 


His 


Asn 


Val 


Leu 


Ser 


Thr 


Ser 


Thr 


Leu Ser Ser Pro Ala 










85 










90 




95 


Val 


Asn 


Xaa 


Cys 


Arg 


Phe 


Ala 


Pro 


Val 


Val 


Ser 


Asp Ala Phe Gly Val 








100 










105 






110 


Gly 


Tyr 


Ala 


Val 


His 


Asp 


Asn 


Trp 


lie 


Gly 


Cys 


Asn Val Ser Ser Tyr 






115 










120 








125 


Pro 


Gly 


Arg 


Asn 


Ala 


Arg 


Glu 


Phe 


Leu 


Gin 


Cys 


Val Glu Lys Ala Xaa 




130 










135 










140 


Glu 


Asp 


Met 


Phe 


Asp 


Ala 


Leu 


Glu 


Gly 


Lys 


Ser 


lie Lys Ser 


14 5 










ISO 










155 





<210> 5915 
<211> 457 
<212> DNA 

<213> Homo sapiens 
<400> 5915 

taccgaagac tcagcaactc cagcctctgt agcactgaag aagagcaccg aatggtgtat 
60 

gaaatggtac agcggattct cttgtcaaca cgaggttatg tcaactccgt gaatgaagta 
120 

tttcaccagg catttttgtt gccttcctgt gagatagctg taacaagaaa agtagttcaa 
180 

gtgtacagaa agtggattct ccaggacaaa cccgtgttca tggaggagcc agatagaaaa 
240 

gatgttgccc aagaagatgc tgaaaaatta ggattttccg agactgatag caaggaggcc 
300 

tcatctgaaa gttctggtca taaacgatct tccagttggg gacgcacata ctccttcaca 
360 

agtgcaatga gcagagggtg tgtgacagag gaggaaaata caaatgtgaa agccggcgtc 

420 

caggctttgt tgcaggtatc tttggcgaac tctgcag 
457 
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<210> 5916 

<211> 152 

<212> PRT 

<213> Homo sapiens 

<400> 5916 



Tyr Arg 


Arg 


Leu 


Ser Asn Ser Ser Leu Cys Ser 


lie Glu Glu Glu 


His 


1 






5 10 


15 




Arg Met 


Val 


Tyr 


Glu Met Val Gin Arg He Leu 


Leu Ser Thr Arg 


Gly 






20 


25 


30 




Tyr val 


Asn 


Phe 


Val Asn Glu Val Phe His Gin 


Ala Phe Leu Leu 


Pro 




35 




40 


45 




Ser Cys 


Glu 


He 


Ala Val Thr Arg Lys Val Val 


Gin Val Tyr Arg 


Lys 


50 






55 


60 




Trp lie 


Leu 


Gin 


Asp Lys Pro Val Phe Met Glu 


Glu Pro Asp Arg 


Lys 


65 






70 75 




60 


Asp Val 


Ala 


Gin 


Glu Asp Ala Glu Lys Leu Gly 


Phe Ser Glu Thr 


Asp 








85 90 


95 




Ser Lys 


Glu 


Ala 


Ser Ser Glu Ser Ser Gly His 


Lys Arg Ser Ser 


Ser 






100 


105 


110 




Trp Gly 


Arg 


Thr 


Tyr Ser Phe Thr Ser Ala Met 


Ser Arg Gly Cys 


Val 




115 




120 


125 




Thr Glu 


Glu 


Glu 


Asn Thr Asn Val Lys Ala Gly 


Val Gin Ala Leu 


Leu 


130 






135 


140 




Gin Val 


Phe 


Leu 


Ala Asn Ser Ala 






145 






ISO 







<210> 5917 
<211> 3727 
<212> DNA 

<213> Homo sapiens 
<400> 5917 

gcttgcggcc gcgtgacggt ggcgcacaag aaggctccgc cggccctgat cgacgagtgc 
60 

atcgagaagt tcaatcacgt cagcggcagc cgggggtccg agagcccccg ccccaacccg 
120 

ccccatgccg cgcgccacag ggagccagga cctgtgcgca ggcccatgcg caagtccttc 
180 

tcccagcccg gcctgcgctc gctggccttC aggaaggagc tgcaggatgg gggcctccga 
240 

agcagcggct tcttcagctc cttcgaggag agcgacattg agaaccaccc cattagcgga 
300 

cacaatattg tgcagcccac agatatcgag gaaaatcgaa ctatgctctt cacgattggc 
360 

cagtctgaag tttacctcat cagtcctgac accaaaaaaa tagcaCtgga gaaaaatttt 
420 

aaggagatat ccttttgctc tcagggcatc agacacgtgg accactttgg gtttatctgt 
480 

cgggagtctt ccggaggtgg cggctttcat tttgtctgtt acgtgtttca gtgcacaaat 
540 

gaggctctgg ttgatgaaat tatgatgacc ctgaaacagg ccttcacggt ggccgcagtg 
600 
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cagcagacag ccaaggcgcc agcccagctg 
660 

aagctctgtg agaggataga gggaatgaat 
720 

cacctgacga cattaaccaa tcaggagcag 
780 

agaccgagaa atgagcagcg agagaatgaa 
840 

gaagagaaac agaaagaaca catccatatt 
900 

gcagagaata ttggaagtga attaccaccc 
960 

aaaaacaaag caaagagatc tttaacagag 
1020 

aaagccagag gcctgcagga acactccatc 
1080 

acattaagta acaccagcaa agagccatct: 
1140 

gagagcccct ttaagctcct cggctcctcg 
1200 

ctcccagaag agccagctcc gctgtcgccc 
1260 

ctgagccact tccccatcga atgccaggaa 

1320 

gtttcgcaaa ggaaacttat gaggtatcac 
1380 

aaggactctg aatccaaagc aaaccatctt 

1440 

cggaggcatt cctggaggca gcagatattc 
1500 

gatccttcca gcagatatga agattattca 
1560 

ttagaaccag tttgtgaaga tgggcccttt 
1620 

ctcgtgagct ccgagagctg tggcaaaggg 
1680 

atggagaagg aaaatcagaa gctccaagcc 
1740 

aagctcgatt atgaagaaat tactccctgt 
1800 

atgcttagca ctccaggaag atcaaaaatt 
1860 

gttgggcaag gtgtgccacg Ccatcaccga 
1920 

ttccacctta aacaccagtt tcccagcaaa 
1980 

ctcttaaagc agctgacttc ccagcagcat 
2040 

cctacacacc catacctctc tgcccagctt 
2100 

ttgaaggcct actcacttct agaccaggaa 
2160 

gcaggcattt tgcttcttca tatgagtgag 
2220 



tgtgagggct gcccccCgca aagcccgcac 
tcttccaaaa caaaactaga actgcaaaag 
gcgactattt tcgaagaggt tcagaaattg 
ttgattattt cttttctgag atgtttatat 
ggggagatga agcagacatc gcagatggca 
agtgccactc gatttaggct agatatgctg 
tctttagaaa gcattttgtc ccggggtaat 
agtgtggatc tggatagctc cctgtctagt 
gtgtgtgaaa aggaggcctt gcccatctct 
gaggacctgt ccagtgactc ggagagccat 
cagcaggcct tcaggaggcg agcaaacacc 
cctccacaac ctgcccgggg gtccccgggg 
tcagtgagca cagagacgcc tcatgaacga 
ggtgattctg gtgggactcc tgtgaagacc 
ctccgagtag ccaccccgca gaaggcgtgc 
gagctgggag agcttccccc acgatctccC 
ggcccccacc agaggaaaag aaaaggacat 
ctattcttca acagatactg cntgcttaga 
tctgaaaatg atttgctgaa caagcgcctg 
cttaaagaag taactacagt gtgggaaaag 
aagtttgaca tggaaaaaat gcactcggct 
ggtgaaatct ggaaatttct agctgagcaa 
cagcagccaa aggatgtgcc atacaaagaa 
gcgattctta ttgaccttgg gcgaaccttt 
ggagcaggac agctatcgct ttacaacatt 
gtgggatatt gccaaggtct cagctttgta 
gaagaggcgt ttaaaatgcL caagtttctg 
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atgtttgaca 


tggggctgcg 


22B0 




acgtaccagc 


tcCcgaggtt 


2340 




gagcacgaga 


tcggccccag 


2400 




cagttcccgc 


tgggattcgt 


2460 




gtcatattta 


aagtggcttt 


2520 




gaaaacctag 


aaaccatagt 


2580 




cagatggaaa 


agaccatcaa 


2640 




Catgaagttg 


agtaccacgc 


2700 




aaccaaagaa 


tggataaatt 


2760 




ctccttgaac 


agttgcaggt 


2820 




aagctcctga 


gcagtgagag 


2880 




tcgcctgctg 


cagacggtgg 


2940 




gcctgagtgc 


acgcagcccg 


3000 




accatcacac 


tgtccaggcc 


3060 




agcgggaagc 


gtgcttctca 


3120 




tccaacttgc 


aattcagggg 


3180 




tcgtcccttc 


tccagtcctg 


3240 




aaaCgcaacC 


tatgttttcc 


3300 




attcacaata 


cggtggaatt 


3360 




gcgtgggtcc 


atcgttcttc 


3420 




gcaaggtgca 


gttggctctc 


3480 




gatcagtgat 


cttgggtcat 


3540 




aagatgacga 


gttcagcctt 


3600 




acatttgagg 


actttgttct 


3660 




tgaatttgaa 


gatcatcaaa 


3720 




aaaaaaa 




3727 





<210> 5918 



gaaacagcat cggccagaca 
gcttcatgat taccacagag 
cctctacgct gccccctggt 
agccagagtc tttgatatga 
aagtctgttg ggaagccata 
tgactttata aaaagcacgc 
tcaggtattt gaaatggaca 
ccttcaagaa gaacttatcg 
agagaaaacc aacagcagct 
ggcaaatggt aggatccaaa 
caagctgaag caggccatgc 
aggagctgcg gcggcggagc 
agcccacggg cgactgacag 
ttaactgaga gggacagaag 
gggaggaaac cggcttgcca 
gcatgtccca gtgttttttt 
attactgtac acagtagctt 
tgttggctcc tttttgagtg 
tcaaaagctg gaagagctcg 
cgagagggtt tgtgtggcga 
gcccattctt gttatggaaa 
tgatccctgg ctcagaggat 
tatccctcgt ggttccacta 
acatcagatt ttactatttg 
ttaaataaaa tgatttattt 



tgattatttt acagatccag 
acctctacaa tcacctggag 
tcctcaccat gcctgcctca 
CCCttcttca gggaacagag 
agcccttgat tctgcagcat 
tacccaacct tggcttggta 
tcgctaaaca gttacaagct 
atccctctcc tctcagtgac 
tacgcaaaca gaaccttgac 
gccttgaggc caccattgag 
ttaccttaga actggagcgg 
gcagagccca gcgaccggga 
cttgcaggag agattgcaac 
acgctggaag gagagaagga 
gcaagtagat tcttacgaac 
tgttgttttt agatactaaa 
tagatggcgt ggacgtgaat 
tcactgtgct tgtaaagagc 
agatcatgcc tcaggcaaag 
ctacaccctc agcgtccctg 
cctaagatga tcattgggaa 
agcggtttcc atcataaacc 
gatgtaactt aaaggagtta 
aatgtttaag atcactttat 
aatttggata tcctgaaaaa 
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<211> 981 
<212> PRT 

<213> Homo sapiens 



<400> 5918 



Ala 


Cys 


Gly 


Arg 


Val 


Thr Val 


Ala 


His 


Lys 


Lys Ala 


Pro Pro Ala Leu 


1 








5 








10 




IS 


He 


Asp 


Glu 


Cys 


He 


Glu Lys 


Phe 


Asn 


His 


Val Ser Gly Ser Arg Gly 








20 








25 






30 


Ser 


Glu 


Ser 


Pro 


Arg 


Pro Asn 


Pro 


Pro 


His 


Ala Ala 


Arg His Arg Glu 






35 








40 








45 


Pro 


Gly 


Pro 


Val 


Ara 


Arg Pro 


Met 


Arg 


Lys 


Ser Phe Ser Gin Pro Gly 




50 








55 








60 




Leu 


Arg 


Ser 


Leu 


Ala 


Phe Arg 


Lys 


Glu 


Leu 


Gin Asp Gly Gly Leu Arg 


65 










70 








75 


60 


Ser 


Ser 


Gly 


Phe 


Phe 


Ser Ser 


Phe 


Glu 


Glu 


Ser Asp 


He Glu Asn His 










85 








90 




95 


Leu 


He 


Ser 


Gly 


His 


Asn He 


Val 


Gin 


Pro 


Thr Asp 


He Glu Glu Asn 








100 








105 






110 


Arq 


Thr 


Met 


Leu 


Phe 


Thr He Gly Gin Ser 


Glu Val 


Tyr Leu He Ser 






1X5 








120 








125 


Pro 


Asp 


Thr 


Lys 


Lys 


He Ala 


Leu 


Glu 


Lys 


Asn Phe 


Lys Glu He Ser 




130 








135 








140 




Phe 


Cys 


Ser 


Gin 


Gly 


He Arg 


His 


Val 


Asp 


His Phe Gly Phe He Cys 


145 










ISO 








155 


160 


Arg 


Glu 


Ser 


Ser 


Gly 


Gly Gly Gly Phe His 


Phe Val 


Cys Tyr Val Phe 










165 








170 




175 


Gin 


Cys 


Thr 


Asn 


Glu 


Ala Leu 


Val 


Asp 


Glu 


He Met 


Met Thr Leu Lys 








180 








185 






190 


Gin 


Ala 


Phe 


Thr 


Val 


Ala Ala 


Val 


Gin 


Gin 


Thr Ala 


Lys Ala Pro Ala 






195 








200 








205 


Gin 


Leu 


Cys 


Glu 


Gly 

• 


Cys Pro 


Leu 


Gin 


Ser 


Leu His 


Lys Leu Cys Glu 




210 








215 








220 




Arg 


He 


Glu 


Gly 


Met 


Asn Ser 


Ser 


Lys 


Thr 


Lys Leu 


Glu Leu Gin Lys 


225 










230 








235 


240 


His 


Leu 


Thr 


Thr 


Leu 


Thr Asn 


Gin 


Glu 


Gin 


Ala Thr 


He Phe Glu Glu 










245 








250 




255 


Val 


Gin 


Lys 


Leu 


Arg 


Pro Arg 


Asn 


Glu 


Gin 


Arg Glu 


Asn Glu Leu He 








260 








265 






270 


He 


Ser 


Phe 


Leu 


Arg 


Cys Leu 


Tyr 


Glu 


Glu 


Lys Gin Lys Glu His He 






275 








280 








285 


His 


He 


Gly 


Glu 


Met 


Lys Gin Thr Ser Gin 


Met Ala 


Ala Glu Asn He 




290 








295 








300 




Gly 


Ser 


Glu 


Leu 


Pro 


Pro Ser Ala Thr Arg 


Phe Arg Leu Asp Met Leu 


305 










310 








315 


320 


Lys 


Asn 


Lys 


Ala 


Lys 


Arg Ser 


Leu 


Thr 


Glu 


Ser Leu 


Glu Ser He Leu 










325 








330 




335 


Ser 


Arg 


Gly 


Asn 


Lys 


Ala Arg Gly Leu Gin 


Glu His 


Ser He Ser Val 








340 








345 






350 


Asp 


Leu 


Asp 


Ser 


Ser 


Leu Ser 


Ser 


Thr 


Leu 


Ser Asn Thr Ser Lys Glu 






355 








360 








365 


Pro 


Ser 


Val 


Cys 


Glu 


Lys Glu 


Ala 


Leu 


Pro 


He Ser 


Glu Ser Ser Phe 




370 








375 








380 




Lys 


Leu 


Leu 


Gly 


Ser 


Ser Glu Asp Leu Ser 


Ser Asp 


Ser Glu Ser His 
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3B5 








390 








395 




400 


Leu 


Pro 


Glu 


Glu Pro 


Ala 


Pro 


Leu 


Ser 


Pro Gin 


Gin 


Ala Phe Arg Arg 








405 










410 




415 


Arg 


Ala 


Asn 


Thr Leu 


Ser 


His 


Phe 


Pro 


He Glu 


Cys 


Gin Glu Pro Pro 








420 








425 






430 


Gin 


Pro 


Ala 


Arg Gly 


Ser 


Pro 


Gly 


val 


Ser Gin 


Arg 


Lys Leu Met Arg 






435 








440 








445 


Tyr 


His 


Ser 


Val Ser 


Thr 


Glu 


Thr 


Pro 


His Glu 


Arg 


Lys Asp Phe Glu 




450 








455 








460 




Ser 


Lys 


Ala 


Asn His 


Leu 


Gly 


Asp 


Ser 


Gly Gly 


Thr 


Pro Val Lys Thr 


465 








470 








475 




480 


Arg 


Arg 


His 


Ser Trp 


Arg 


Gin 


Gin 


He 


Phe Leu 


Arg Val Ala Thr Pro 








465 










490 




495 


Gin 


Lys 

• 


Ala 


Cys Asp 


Ser 


Ser 


Ser 


Arg 


Tyr Glu 


Asp 


Tyr Ser Glu Leu 








500 








505 






510 


Gly 


Glu 


Leu 


Pro Pro 


Arg 


Ser 


Pro 


Leu 


Glu Pro 


Val 


Cys Glu Asp Gly 






515 








520 








525 


Pro 


Phe 


Gly 


Pro His 


Gin 


Arg 


Lys 


Arg 


Lys Gly 


His 


Leu Val Ser Ser 




530 








535 








540 




Glu 


Ser 


Cys 


Gly Lys 


Gly 


Leu 


Phe 


Phe 


Asn Arg 


Tyr Cys Xaa Leu Arg 


545 








550 








555 




560 


Met 


Glu 


Lys 


Glu Asn 


Gin 


Lys 


Leu 


Gin 


Ala Ser 


Glu 


Asn Asp Leu Leu 








565 










570 




575 


Asn 


Lys 


Arg 


Leu Lys 


Leu 


Asp 


Tyr 


Glu 


Glu He 


Thr 


Pro Cys Leu Lys 








580 








585 






590 


Glu 


Val 


Thr 


Thr Val 


Trp 


Glu 


Lys 


Met 


Leu Ser 


Thr 


Pro Gly Arg Ser 






595 








600 








605 


Lys 


He 


Lys 


Phe Asp 


Met 


Glu 


Lys 


Met 


His Ser 


Ala 


val Gly Gin Gly 




610 








615 








620 




Val 


Pro 


Arg 


His His 


Arg 


Gly 


Glu 


He 


Trp Lys 


Phe 


Leu Ala Glu Gin 


625 








630 








635 




640 


Phe 


His 


Leu 


Lys His 


Gin 


Phe 


Pro 


Ser 


Lys Gin 


Gin 


Pro Lys Asp Val 








645 










650 




655 


Pro 


Tyr 


Lys 


Glu Leu 


Leu 


Lys 


Gin 


Leu 


Thr Ser 


Gin 


Gin His Ala He 




■ 




660 








665 






670 


Leu 


He 


Asp 


Leu Gly 


Arg 


Thr 


Phe 


Pro 


Thr His 


Pro 


Tyr Phe Ser Ala 






675 








680 








685 


Gin 


Leu 


Gly 


Ala Gly 


Gin 


Leu 


Ser 


Leu 


Tyr Asn 


He 


Leu Lys Ala Tyr 




690 








695 








700 




Ser 


Leu 


Leu 


Asp Gin 


Glu 


Val 


Gly 


Tyr 


Cys Gin 


Gly Leu Ser Phe Val 


705 








710 








715 




720 


Ala 


Gly 


He 


Leu Leu 


Leu 


His 


Met 


Ser 


Glu Glu 


Glu 


Ala Phe Lys Met 








725 










730 




735 


Leu 


Lys 


Phe 


Leu Met 


Phe 


Asp 


Met 


Gly 


Leu Arg 


Lys 


Gin Tyr Arg Pro 








740 








745 






750 


Asp 


Met 


He 


He Leu 


Gin 


He 


Gin 


Met 


Tyr Gin 


Leu 


Ser Arg Leu Leu 






755 








760 








765 


His 


Asp 


Tyr 


His Arg 


Asp 


Leu 


Tyr 


Asn 


His Leu 


Glu 


Glu His Glu He 




770 








775 








780 




Gly 


Pro 


Ser 


Leu Tyr 


Ala 


Ala 


Pro 


Trp 


Phe Leu 


Thr 


Met Phe Ala Ser 


785 








790 








795 




eoo 


Gin 


Phe 


Pro 


Leu Gly 


Phe 


Val 


Ala 


Arg 


Val Phe 


Asp Met He Phe Leu 








805 










810 ^ 




815 


Gin 


Gly 


Thr 


Glu Val 


He 


Phe 


Lys 


Val 


Ala Leu 


Ser Leu Leu Gly Ser 
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820 825 830 

His Lys Pro Leu lie Leu Gin His Glu Asn Leu Glu Thr lie Val Asp 

835 840 845 

Phe lie Lys Ser Thr Leu Pro Asn Leu Gly Leu Val Gin Met Glu Lys 

650 855 860 

Thr lie Asn Gin Val Phe Glu Met Asp lie Ala Lys Gin Leu Gin Ala 
865 870 875 880 

Tyr Glu Val Glu Tyr His Val Leu Gin Glu Glu Leu lie Asp Ser Ser 

885 890 895 

Pro Leu Ser Asp Asn Gin Arg Met Asp Lys Leu Glu Lys Thr Asn Ser 

900 905 910 

Ser Leu Arg Lys Gin Asn Leu Asp Leu Leu Glu Gin Leu Gin Val Ala 

915 920 925 

Asn Gly Arg lie Gin Ser Leu Glu Ala Thr lie Glu Lys Leu Leu Ser 

930 935 940 

Ser Glu Ser Lys Leu Lys Gin Ala Met I^eu Thr Leu Glu Leu Glu Arg 
945 950 955 960 

Ser Pro Ala Ala Asp Gly Gly Gly Ala Ala Ala Ala Glu Arg Arg Ala 

965 970 975 

Gin Arg Pro Gly Ala 
980 

<210> 5919 

<211> 1320 

<212> DNA 

<213> Homo sapiens 

<400> 5919 

ggctgctgca tcttctccgc gctatggctg cgttcggccg tcaggaaatt aaagagggtg 
60 

ctttactgtt gccctgaaat tttcaccatg cgccagcagg acattaacga cactgtcagg 
120 

cttctcaagg agaagtgcct tttcacggta cagcaagtca ccaagatttt gcacagttgc 
180 

ccctctgttc ttcgagagga cctgggtcaa ctggaataca agtttcagca gcctcgtctt 
240 

acagcgtgac tgcaaagaaa aagacttttg ttttgcaaaa gaaaagcagc tcggtgactc 
300 

cgtccacatc gccacagttg agtcagatgg cagtggcagt cctttgccag tggaaggagt 
360 

tcctgctaag gggaggtgca ggaggactaa tttattattg Cgcaactgcc agtcctgcgc 
420 

attccagcta cgctaagcgc cctgcccagg cacgtaacaa aacatagacc tgttttgaag 
480 

tggcttgtta cccaagggtg cctcactcat ctgcgccacc aggaagatga actgtgaggg 
540 

ctcctataag gggcaggaag agcaaagctg tcctaggcca accagagatt catctttcat 
600 

gcagtgacat gttgataaaa aatgatggtc agtatgaaac tggtaacagg ttgtagatgg 

660 

ctttctatgg tatatcccag tctcttgcaa acgattgtga agaatgccag tgttgtttaa 
720 

gattcggcag tttgtgtggg gaggtggggg caggatgggg tttggttgcc aaaagagttt 
780 
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gggaaatgct ggcttaaaca 
840 

gcctatgagc ccagtgtcag 
900 

ttaagcgacc aaggcccccg 
960 

gggaggcact ctctcagccc 
1020 

cccgctgccc gtggcccctc 
1080 

cacccccctg cctcttcctc 
1140 

ttgagagaga gtgggatttg 
1200 

ttgtcagtgg ctagaccagg 
1260 

cccgggagtc tgtaaacagc 
1320 



aaggcgagag gaagttcctt 
cgacgactct ctagcggcgg 
ccccactttt agttccaaca 
tctcctggag cccccggaat 
ctcccaggtg ccaggtggtc 
ccactgcagc tgatctaggg 
ccctatccac agagagcctc 
ttcatgtctg tttccccttg 
agcacaggac cgcgctccct 



ccacgtcagg atttatgaat 
tcttcaacac Cttctaaata 
gaatgccgtt cacaagatct 
ttctcagcag cccaggccct 
ttccagcctc tccaagggcc 
gttccttggc cacatttccc 
atttccacct gaaggtgtat 
gggactcctg aaccttcctg 
ctagcagtgc tgagtaagca 



<210> 5920 

<211> 93 

c212> PRT 

<213> Homo sapiens 



<400> 5920 

Met Arg Leu Ser Val Asp Arg Ala 

1 5 
Cys Gly Gin Glu Thr Pro Arg Ser 
20 

Gly Val Gly Pro Trp Arg Gly Trp 

35 40 
Gly Ala Thr Gly Ser Gly Arg Ala 

50 55 
Leu Gin Glu Arg Ala Glu Arg Val 
65 70 
Ser Val Gly Thr Lys Ser Gly Ala 

85 



Asn Pro Thr Leu Ser Gin Gly Lys 

10 15 
Ala Ala Val Gly Gly Arg Gly Arg 
25 30 
Lys Thr Thr Trp His Leu Gly Gly 

45 

Trp Ala Ala Glu Lys Phe Arg Gly 
60 

Pro Pro Arg Ser Cys Glu Arg His 

75 60 
Gly Ala Leu lie Ala 
90 



<210> 5921 

<211> 4130 

<212> DNA 

<213> Homo sapiens 



<400> 5921 
nncaccttac 
60 

aaggatggca 
120 

aaactggaag 
160 

cctattactc 
240 

cagaagtctg 
300 



ttcagcccct 
agcgctttgc 
gcattctgaa 
atcaactggc 
tctccaaaca 



caagggacac 
ttctggatca 
gtacacgcac 
atcttgttcc 
caaaccaagc 



aaagacactg 
gctgacaaaa 
aatgatgcta 
tccagtgact 
agcaagatca 



tgtactgtgt 
gcgttattat 
tacaatgtgt 
ttgggttgtg 
tctgctgcag 



ggcatatgcg 
ctggacatca 
ctcctacaat 
gtctcctgaa 
ctggacaaat 
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gatggtcagt 
360 

ggcgaggaga 
420 

tgctggaacc 
480 

gaggatgtca 
540 

tacagtagtc 
600 

agggacgaca 
660 

gtttccttct 
720 

ccctgctgca 
780 

caagtttctc 
840 

tgggtgtgga 

900 

ggcaccattt 
960 

tatgcctaca 
1020 

gttcggatta 
1080 

atccaactgc 
1140 

cattaccggg 
1200 

gccaatcaca 
1260 

aaggagcggg 
1320 

cctggaagag 
1380 

gacaatctct 
1440 

agtgcctccc 
1500 

at cga caeca 
1560 

cagtgtgagg 
1620 

ttccctgtgc 
1680 

ttctgcctcc 
1740 

cagtacctgg 

leoo 

gacactgatt 
1860 

aagaaggcct 
1920 



acctggcgct 
aagtaaagat 
cttcaagccg 
ttgtcaacag 
agggtagtga 
acttagagga 
accagctgag 
tcagctactt 
ttttcaccaa 
cgtgtcaagc 
ccccctacca 
gggacagcat 
aatgcaaaga 
cagagaaaat 
taaaggagaa 
tcatcctgtg 
agtggcagat 
aaggcctctt 
ttgctatcgt 
gtaagaagct 
aggagctgct 
acatgctcCg 
accggcagaa 
atgtcttctc 
ataggaaact 
ggcgtgaact 
tcatcagagt 



ggggatgttc 
cgagcggccg 
atgggagagt 
atatattcag 
ggcagaggag 
acgtaatgac 
tggaaaacag 
tactaaaggc 
ggatggagtg 
gaaaccggat 
gcttattttc 
gactgacgtc 
gcttgtcaag 
cctcatctat 
gattatcaag 
ccaggagaaa 
ggagtctctc 
agtggggctg 
cctgctgaag 
ggccgtggta 
ttttcaggaa 
cttctcggga 
gctgcagggc 
catttctgcc 
gttcaaggaa 
ggccatggaa 
acaagacctc 



aatgggacca 

gggggctccc 

ttctggatga 
gaaatccctt 
gaagaaccag 
atcctggctg 
attggaaagg 
gagtacattt 
cggcttggga 
tccaactatg 
agcacagccc 
attgtgcagc 
aagattgcca 
gagttgtatt 
aagtttgagt 
cggctgcagt 
acccgttaca 
aagaatggac 
caggccacag 
gatgaaaatg 
ccaaacgcca 
ggaggctacc 
tttgcggtcg 
gtggaggtgc 
gcctaccaga 
gcgctagaag 
cgatatttag 



tcagcatacg 
tctcgccaat 
acagagagaa 
ccactctgaa 
aggaagagga 
tggctgactg 
atcgggcact 
cgctgggggg 
ctgttgggga 
tggtggtcgg 
atgggcttta 
acctgatcac 
tctacagaaa 
cagaggactt 
gcaacctcct 
gcctgtcctt 
tcaaggtgat 
agatcctgaa 
ctgtgcgctg 
acacttgcct 
acagtgtagc 
tcaacatcaa 
gctacaatgg 
cgcagtccgc 
ttgcttgctt 
gtttagattt 
agctcatcag 



gaacaaaaac 
atggtccatc 
tgaggatgcc 
gtcagcagtg 
cgacagtccc 
gggacagaaa 
gaactttgac 
ttcagacaag 
gcagaactcc 
ctgccaggac 
caaggaccgc 
tgagcagaaa 
tcgattggct 
atcagacatg 
ggtggtgtgt 
cagcggagtg 
cggcggccct 
gatcttcgtg 
cttggacatg 
ggtgtatgac 
ttggaacacc 
agccagcacc 
cCccaagatc 
tcccatgtac 
gggtgtcaca 
tgaaacagca 
cagcactgag 
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gagaggaaga agcggggaga gaccaacaat gacctgtttc tggcagatgt gttttcctac 
1980 

caggggaagt tccatgaggc cgccaaactg tacaagagga gtgggcacga gaacctcgcg 
2040 

cttgaaatgt acaccgacct ctgcatgttt gagtatgcca aggatttcct tggatctgga 
2100 

gaccccaaag aaacaaagat gctaatcacc aaacaggctg actgggccag aaatatcaag 
2160 

gagcccaaag ccgccgtgga gatgtacatc tcagcaggag agcacgtcaa ggccatcgag 
2220 

atctgtggtg accatggctg ggttgacatg ttgatcgaca tcgcccgcaa actggacaag 
2280 

gctgagcgcg agcccctgct gctgtgcgct acctacctca agaagctgga cagccctggc 
2340 

tatgctgctg agacctacct gaagatgggt gacctcaagt ccctggtgca gctgcacgtg 
2400 

gagacccagc gctgggatga ggcctttgct ttgggtgaga agcatcctga gtttaaggat 
2460 

gacatctaca tgccgtatgc tcagtggcta gcagagaacg atcgctttga ggaagcccag 
2520 

aaagcgttcc acaaggctgg gcgacagaga gaagcggtcc aggtgctgga gcagctcaca 
2580 

aacaatgccg tggcggagag caggtttaat gatgctgcct attattactg gatgctgtcc 
2640 

atgcagtgcc ccgatatagc tcaagcagat cctgcccaga aggacacaat gcttggcaag 
2700 

ttctaccact tccagcgttt ggcagagctg taccatggCt accatgccat ccatcgccac 
2760 

acggaagatc cgttcagtgt ccatcgtcct gaaactcttt tcaacatctc caggttcctg 
2820 

ctgcacagcc cgcccaagga caccccctcg ggcatctcta aagtgaaaat actcttcacc 
2880 

ttggccaagc agagcaaggc cctcggtgcc tacaggctgg cccggcacgc ctatgacaag 
2940 

ctgcgtggcc tgtacatccc tgccagattc caaaagtcca ttgagctggg taccctgacc 
3000 

atccgcgcca agcccttcca cgacagtgag gagttggtgc ccttgtgcta ccgctgctcc 
3060 

accaacaacc cgctgctcaa caacctgggc aacgtctgca tcaactgccg ccagcccttc 
3120 

atcttctccg cctcttccta cgacgtgcta cacctggttg agttctacct ggaggaaggg 
3180 

atcactgatg aagaagccat ctccctcatc gacctggagg tgctgagacc caagcgggat 
3240 

gacagacagc tagagattgc aaacaacagc tcccagattc tgcggctagt ggagaccaag 
3300 

gactccatcg gagatgagga cccgttcaca gctaagctga gctttgagca aggtggccca 
3360 

gagttcgtgc cagtggtggt gagccggctg gtgctgcgct ccatgagccg ccgggatgtc 
3420 

ctcatcaagc gatggccccc acccctgagg tggcaatact tccgctcact gctgcctgac 
3480 

gcctccatta ccatgtgccc ctcctgcttc caggtaggtg gccaccctgg tagctcacac 
3540 
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gtgcttctct tggccacttt tcccttgccc aaatgtccct ctgggaggcg gggcccctgg 
3600 

gagggagggg cacatccatg gctccaagtt gggacagagg cttgtctgtc ctctcccctg 
3660 

cttgcatccc atgtgcatct aaagtggact tcactggccc ctgcgctgtc cacatcctcc 
3720 

ccaaatcctg ggggcccagc aagcgtgatg tgcccttgac cttcactcag aaaacaagaa 
3780 

accccacagc cccctcccat ctccccttcc agccctcaaa caaaggtgct gcaggtctgt 
3840 

gtccagccct gaccactgcc aagccccctc cccttgagag gcagtgcgtc ctggccccag 
3900 

gcgtagggct gatgagcact agggcttcag cctggtctca cagccgtctt cccctagatg 

3960 

ctccatcctg aggactatga gtcgctggtg cttcagcatg gccgctgccc ctactgccgc 
4020 

aggtgcaagg atgaccctgg cccatgacca gcatcctggg gacggcctgc accctctgcc 
4080 

cgccttgggg tctgctgggc tgCgaaggag aataaagagt taaactgtca 
4130 

<210> 5922 

<211> 1252 

<212> PRT 

<213> Homo sapiens 



<400> 5922 



Xaa 


Thr 


Leu 


Leu 


Gin 


Pro 


Leu 


Lys 


Gly 


His 


Lys 


Asp 


Thr 


Val 


Tyr 


Cys 


1 








S 










10 










15 




Val 


Ala 


Tyr 


Ala 


Lys 


Asp 


Gly 


Lys 


Arg 


Phe 


Ala 


Ser 


Gly 


Ser 


Ala 


Asp 








20 










25 










30 






Lys 


Ser 


Val 


He 


He 


Trp 


Thr 


Ser 


Lys 


Leu 


Glu 


Gly 


He 


Leu 


Lys 


Tyr 






35 










40 










45 








Thr 


His 


Asn 


Asp 


Ala 


He 


Gin 


Cys 


Val 


Ser 


Tyr 


Asn 


Pro 


He 


Thr 


His 




50 










55 










60 










Gin 


Leu 


Ala 


Ser 


Cys 


Ser 


Ser 


Ser 


Asp 


Phe 


Gly 


Leu 


Trp 


Ser 


Pro 


Glu 


65 










70 










75 










80 


Gin 


Lys 


Ser 


Val 


Ser 


Lys 


His 


Lys 


Ser 


Ser 


Ser 


Lys 


He 


He 


Cys 


Cys 










85 










90 










95 




Ser 


Trp 


Thr 


Asn 


Asp 


Gly 


Gin 


Tyr 


Leu 


Ala 


Leu 


Gly 


Met 


Phe 


Asn 


Gly 








100 










105 










110 






lie 


lie 


Ser 


lie 


Arg 


Asn 


Lys 


Asn 


Gly 


Glu 


Glu 


Lys 


Val 


Lys 


He 


Glu 






115 










120 










125 








Arg 


Pro 


Gly 


Gly 


Ser 


Leu 


Ser 


Pro 


He 


Trp 


Ser 


He 


Cys 


Trp 


Asn 


Pro 




130 










135 










140 










Ser 


Ser 


Arg 


Trp 


Glu 


Ser 


Phe 


Trp 


Met 


Asn 


Arg 


Glu 


Asn 


Glu 


Asp 


Ala 


145 










150 










155 










160 


Glu 


Asp 


Val 


He 


Val 


Asn 


Arg 


Tyr 


He 


Gin 


Glu 


He 


Pro 


Ser 


Thr 


Leu 










165 










170 










175 




Lys 


Ser 


Ala 


Val 


Tyr 


Ser 


Ser 


Gin 


Gly 


Ser 


Glu 


Ala 


Glu 


Glu 


Glu 


Glu 








160 










185 










190 






Pro 


Glu 


Glu 


Glu 


Asp 


Asp 


Ser 


Pro 


Arg 


Asp 


Asp 


Asn 


Leu 


Glu 


Glu 


Arg 






195 










200 










205 








Asn 


Asp 


lie 


Leu 


Ala 


Val 


Ala 


Asp 


Trp 


Gly 


Oln 


Lys 


Val 


Ser 


Phe 


Tyr 
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210 215 220 

GXn Leu Ser Gly Lys Gin He Gly Lys Asp Arg Ala Leu Asn Phe Asp 
225 230 235 240 

Pro Cys Cys He Ser Tyr Phe Thr Lys Gly Glu Tyr He Leu Leu Gly 

245 250 255 

Gly Ser Asp Lys Gin Val Ser Leu Phe Thr Lys Asp Gly Val Arg Leu 

260 265 270 

Gly Thr Val Gly Glu Gin Asn Ser Trp Val Trp Thr Cys Gin Ala Lys 

275 280 285 

Pro Asp Ser Asn Tyr val Val Val Gly Cys Gin Asp Gly Thr He Ser 

290 295 300 

Phe Tyr Gin Leu He Phe Ser Thr Val His Gly Leu Tyr Lys Asp Arg 
305 310 315 320 

Tyr Ala Tyr Arg Asp Ser Met Thr Asp Val He Val Gin His Leu He 

325 330 335 

Thr Glu Gin Lys Val Arg He Lys Cys Lys Glu Leu Val Lys Lys He 

340 345 350 

Ala He Tyr Arg Asn Arg Leu Ala He Gin Leu Pro Glu Lys He Leu 

355 360 365 

He Tyr Glu Leu Tyr Ser Glu Asp Leu Ser Asp Met His Tyr Arg Val 

370 375 380 

Lys Glu Lys He He Lys Lys Phe Glu Cys Asn Leu Leu Val Val Cys 
365 390 395 400 

Ala Asn His He He Leu Cys Gin Glu Lys Arg Leu Gin Cys Leu Ser 

405 410 415 

Phe Ser Gly Val Lys Glu Arg Glu Trp Gin Met Glu Ser Leu He Arg 

420 425 430 

Tyr He Lys Val He Gly Gly Pro Pro Gly Arg Glu Gly Leu Leu Val 

435 440 445 

Gly Leu Lys Asn Gly Gin He Leu Lys He Phe Val Asp Asn Leu Phe 

450 455 460 

Ala He Val Leu Leu Lys Gin Ala Thr Ala Val Arg Cys Leu Asp Met 
465 470 475 480 

Ser Ala Ser Arg Lys Lys Lieu Ala Val Val Asp Glu Asn Asp Thr Cys 

485 490 495 

Leu Val Tyr Asp He Asp Thr Lys Glu Leu Leu Phe Gin Glu Pro Asn 

500 505 510 

Ala Asn Ser Val Ala Trp Asn Thr Gin Cys Glu Asp Met Leu Cys Phe 

515 520 525 

Ser Gly Gly Gly Tyr Leu Asn He Lys Ala Ser Thr Phe Pro Val His 

530 535 540 

Arg Gin Lys Leu Gin Gly Phe Val Val Gly Tyr Asn Gly Ser Lys He 
545 550 555 560 

Phe Cys Leu His Val Phe Ser He Ser Ala Val Glu val Pro Gin Ser 

565 570 575 

Ala Pro Met Tyr Gin Tyr Leu Asp Arg Lys Leu Phe Lys Glu Ala Tyr 

580 585 590 

Gin He Ala Cys Leu Gly Val Thr Asp Thr Asp Trp Arg Glu Leu Ala 

595 600 605 

Met Glu Ala Leu Glu Gly Leu Asp Phe Glu Thr Ala Lys Lys Ala Phe 

610 615 620 

He Arg Val Gin Asp Leu Arg Tyr Leu Glu Leu He Ser Ser He Glu 
625 630 635 640 

Glu Arg Lys Lys Arg Gly Glu Thr Asn Asn Asp Leu Phe Leu Ala Asp 
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645 








650 










^ ^ ^ 

655 




val 


Phe 


Ser 


Tyr 


Gin 


Gly Lys 


Phe 


His 


Glu 


Ala 


Ala 


Lys 


Leu 


Tyr 


Lys 








660 








665 










670 






Arg 


Ser 


Gly 


His 


Glu 


Asn Leu 


Ala 


Leu 


Glu 


Met 


Tyr 


Thr 


Asp 


Leu 


Cys 






675 








680 










685 








Met 


Phe 


Glu 


Tyr 


Ala 


Lys Asp 


Phe 


Leu Gly 


Ser 


Gly 


Asp 


Pro 


Lys 


Glu 




690 








695 










700 










Thr 


Lys 


Met 


Leu 


He 


Thr Lys 


Gin 


Ala Asp 


Trp 


Ala 


Arg 


Asn 


He 


Lys 


705 










7X0 








715 










720 


Glu 


Pro 


Lys 


Ala 


Ala 


Val Glu 


Met 


Tyr 


He 


Ser 


Ala 


Gly 


Glu 


WW J 

His 


Val 










725 








730 










735 




Lys 


Ala 


He 


Glu 


He 


Cys Gly 


Asp 


His Gly 


Trp 


Val 


Asp 


Met 


Leu 


He 








740 








745 










750 






Asp 


He 


Ala 


Arg 


Lys 


Leu Asp 


Lys 


Ala 


Glu 


Arg 


Glu 


Pro 


Leu 


Leu 


Leu 






755 








760 










765 








Cys 


Ala 


Thr 


Tyr 


Leu 


Lys Lys 


Leu 


Asp 


Ser 


Pro 


Gly 


Tyr 


Ala 


Ala 


Glu 




770 








775 










780 










Thr 


Tyr 


Leu 


Lys 


Met 


Gly Asp 


Leu 


Lys 


Ser 


Leu 


Val 


Gin 


Leu 


His 


Val 


785 










790 








795 










800 


Glu 


Thr 


Gin 


Arg 


Trp 


Asp Glu 


Ala 


Phe 


Ala 


Leu 


Gly 


Glu 


Lys 


His 


Pro 










805 








610 










815 




Glu 


Phe 


Lys 


Asp 


Asp 


He Tyr 


Met 


Pro 


Tyr 


Ala 


Gin 


Trp 


Leu 


Ala 


Glu 








820 








825 










830 






Asn 


Asp 


Arg 


Phe 


Glu 


Glu Ala 


Gin 


Lys 


Ala 


Phe 


His 


Lys 


Ala 


Gly 


Arg 






835 








840 










845 








Gin 


Arg 


Glu 


Ala 


Val 


Gin Val 


Leu 


Glu 


Gin 


Leu 


Thr 


Asn 


Asn 


Ala 


Val 




850 








855 










860 










Ala 


Glu 


Ser 


Arg 


Phe 


Asn Asp 


Ala 


Ala 


Tyr 


Tyr 


Tyr 


Trp 


Met 


Leu 


Ser 


865 










670 








875 










880 


Met 


Gin 


Cys 


Leu 


Asp 


He Ala 


Gin 


Ala Asp 


Pro 


Ala 


Gin 


Lys 


Asp 


Thr 










885 








890 










895 




Met 


Leu 


Gly 


Lys 


Phe 


Tyr His 


Phe 


Gin Arg 


Leu 


Ala 


Glu 


Leu 


Tyr 


His 








900 








905 










910 






Gly 


Tyr 


His 


Ala 


He 


His Arg 


His 


Thr 


Glu 


Asp 


Pro 


Phe 


Ser 


Val 


His 






915 






• 


920 










925 








Arg 


Pro 


Glu 


Thr 


Leu 


Phe Asn 


He 


Ser 


Arg 


Phe 


Leu 


Leu 


His 


Ser 


Leu 




930 








935 










940 










Pro 


Lys 


Asp 


Thr 


Pro 


Ser Gly 


He 


Ser Lys 


Val 


Lys 


He 


Leu 


Phe 


Thr 


945 










950 








955 










960 


Leu 


Ala 


Lys 


Gin 


Ser 


Lys Ala 


Leu 


Gly Ala 


Tyr 


Arg 


Leu 


Ala 


Arg 


His 










965 








970 










975 




Ala 


Tyr 


Asp 


Lys 


Leu 


Arg Gly 


Leu 


Tyr 


He 


Pro 


Ala 


Arg 


Phe 


Gin 


Lys 








980 








985 










990 






Ser 


He 


Glu 


Leu 


Gly 


Thr Leu 


Thr 


He 


Arg 


Ala 


Lys 


Pro 


Phe 


His 


Asp 






995 








1000 








1005 






Ser 


Glu 


Glu 


Leu 


Val 


Pro Leu 


Cys 


.Tyr Arg 


Cys 


Ser 


Thr 


Asn 


Asn 


Pro 




1010 






1015 








1020 








Leu 


Leu 


Asn 


Asn 


Leu 


Gly Asn Val 


Cys 


He 


Asn 


Cys Arg Gin 


Pro 


Phe 


1025 








1030 








1035 








1041 


He 


Phe 


Ser 


Ala 


Ser 


Ser Tyr Asp 


Val 


Leu 


His 


Leu 


Val 


Glu 


Phe 


Tyr 










1045 






1050 








1055 


Leu 


Glu 


Glu 


Gly 


He Thr Asp Glu Glu Ala 


He 


Ser 


Leu 


He 


Asp Leu 








1060 






1065 








1070 




Glu 


Val 


Leu 


Arg 


pro 


Lys Arg Asp Asp Arg 


Gin 


Leu 


Glu 


He 


Ala 


Asn 
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1075 1060 1085 

Asn Ser Ser Gin lie Leu Arg Leu Val Glu Thr Lys Asp Ser lie Gly 

1090 1095 1100 

Asp Glu Asp Pro Phe Thr Ala Lys Leu Ser Phe Glu Gin Gly Gly Ser 
1105 1110 1115 1120 

Glu Phe Val Pro Val Val Val Ser Arg Leu Val Leu Arg Ser Met Ser 

1125 1130 1135 

Arg Arg Asp Val Leu lie Lys Arg Trp Pro Pro Pro Leu Arg Trp Gin 

1140 1145 1150 

Tyr Phe Arg Ser Leu Leu Pro Asp Ala Ser lie Thr Met Cys Pro Ser 

1155 1160 1165 

Cys Phe Gin Val Gly Gly His Pro Gly Ser Ser His Val Leu Leu Leu 

1170 1175 1180 

Ala Thr Phe Pro Leu Pro Lys Cys Pro Ser Gly Arg Arg Gly Pro Trp 
1185 1190 1195 1200 

Glu Gly Gly Ala His Pro Trp Leu Gin Val Gly Thr Glu Ala Cys Leu 

1205 1210 1215 

Ser Ser Pro Leu Leu Ala Phe His Val His Leu Lys Trp Thr Ser Leu 

1220 1225 1230 

Ala Pro Ala Leu Ser Thr Ser Ser Pro Asn Pro Gly Gly Pro Ala Ser 

1235 1240 1245 

Val Met Cys Pro 
1250 



<210> 5923 

<211> 1989 

<212> DKA 

<213> Homo sapiens 



<400> 5923 

gggcccccgc aaggtccccg gccgtgcgcg 
60 

ccggaacgct caaacgaaac aactgcaaac 
120 

agaactgtgc caaatcttcg ctgcctatgt 
180 

agacctcctg gtgaatgaaa ttaacgcgta 
240 

gggcctgatg aactttgcag atgagtttgc 
300 

tgaaagactt gaagcccaaa aaggttgaaa 
360 

aaacttatgg gaccattgtg aaaatgaaac 
420 

ggaatcgaga agctaagcaa ttaactcagt 
480 

atcgacatgt tattgtatcc tttgaatttg 
540 

ggaattacag agagctgcaa tggatgctag 
600 

taacaacttt gaaaggcaga aaatgaagga 
660 

aatcgaaatg ttatttcacg gcaaagcttt 
720 



aggcagcatg atgaggcgca ccctggaaaa 
agctgtctca aatgtggaga agcattttgg 
gcggaaaact gccaggctga gagacaaagc 
tgctgctaca gagaccccgc atttaaagct 
caaacttcag gattatcgac aagcagaggt 
gacttgaagc caaagtagtt gaacccttga 
gggatgacct caaagcaaca ctcacagcaa 
tagaaagaac acgtcagcga aacccatctg 
ggtctttaaa aaaatgttta aggcagaaac 
ccgaacaagt cgtcatctgg aggaaactat 
tataaagact atattttctg aatttatcac 
agaggtctac actgctgcct accagaatat 
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acaaaacatt gatgaagatg aagatttaga ggttttccga aattctctgt atgcaccaga 
780 

ttattcatct cgtttagata ttgtaagagc aaattcaaag tcacctcttc agagatcacC 
840 

gtcagctaag tgtgtatctg gaacaggaca ggtatccact tgtcgactaa gaaaggatca 
900 

acaagcagaa gatgatgagg atgacgagtc agatgttaca gaagaagaaa attttcttaa 
960 

gCaaactaca catttccatt ttcatcataa atgacttgaa atccacaatg actaaatcgt 
1020 

agaactttat actcactttg ctatgctaag cctcaaagtg aagtccaact ggaaacagaa 
1080 

aaataattaa aggaaactta tgctgaccaa aaatgaaggc tttaaaaaat attgcatacc 
1140 

agtcatctca acatcctacc tagtgttaca tgatttttgt gtaagtgcct ttttttttaa 

1200 

ag^tiggtgta tttcaaagta tttcatatta atgtactata tcCacCtgaa gttccaatag 

1260 

tacattatga cagaaaccaa aagatctaac aattctgctt agctttttgg ttaagactcc 
1320 

atgctttcat taccagaaaa gggtcttacg tagtcattat gattcatgga attctattcc 
1380 

atgaagcctt aagaaaaaaa actttttcta actttccctg aaactttatc atttgataag 
1440 

taaatttact tttcaagaag agtataacca aagagtaaag ataacgtgac actaagttat 
1500 

caatgtttta tgaatacaca taaggcataa atttcagctg taaaaaagct acattcaatc 
1560 

tgactctggt tttaaaacaa aactgctgtc ataattatac atgatactgc aacttttgga 
1620 

aggctaattt ggtggaatgt tgcctcatca tagaacacca tagatcatta aaaattctat 
1680 

aaaaatttta ccaagctacc atatagttaa taaaagggta tacagtcact tttatttctg 
1740 

aaaatataaa acattgagcc tttcagtgta tctgatgctt ctcttttggt aaggaatact 
1800 

tttatttcat ggatcccagg caggcatata aaagttacgg aatttataaa atcatttggg 
I860 

ataatcagaa aatgcaatta ttcataacag aaaaataaag actttctaga aagcttctga 
1920 

ctttgtcaat catggctctg ttcttaacaa agcactcctt cctgagaata gtcctaagtg 
1980 

acaaagttg 
1989 

<210> 5924 
<211> 146 
<212> PRT 

<2I3> Homo sapiens 
<400> 5924 

Met Phe Lys Ala Glu Thr Glu Leu Gin Arg Ala Ala Met Asp Ala Ser 

15 10 15 

Arg Thr Ser Arg His Leu Glu Glu Thr lie Asn Asn Phe Glu Arg Gin 
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20 25 30 

Lys Met Lys Asp lie Lys Thr lie Phe Ser Glu Phe lie Thr lie Glu 

35 40 45 

Met Leu Phe His Gly Lys Ala Leu Glu Val Tyr Thr Ala Ala Tyr Gin 

50 55 60 

Asn He Gin Asn He Asp Glu Asp Glu Asp Leu Glu Val Phe Arg Asn 
65 70 75 80 

Ser Leu Tyr Ala Pro Asp Tyr Ser Ser Arg Leu Asp He Val Arg Ala 

85 90 95 

Asn Ser Lys Ser Pro Leu Gin Arg Ser Leu Ser Ala Lys Cys Val Ser 

100 105 110 

Gly Thr Gly Gin Val Ser Thr Cys Arg Leu Arg Lys Asp Gin Gin Ala 

115 120 125 

Glu Asp Asp Glu Asp Asp Glu Leu Asp Val Thr Glu Glu Glu Asn Phe 

130 135 140 

Leu Lys 
145 

<210> 5925 

<211> 4538 

<212> DNA 

<213> Homo sapiens 



<400> 5925 

gctagccagc tgtgtgaggg ccgttgcctt 
60 

ggaaacaaga cccccgcaga cacgcaggaa 
120 

ggacgtggag acgtggcctt tgtccctctg 
ISO 

ggcagtgtgc agcgctagaa aggaattgtc 
240 

ttcctttttc aggagagcat cctgccgacc 
300 

agcctcatcg cgccccctac cgccccatcc 
360 

cacacctccc ggactgagga cccgtttatc 
420 

ccactgagtg tcccgcagcc cttcctccct 
480 

cccgccccac cgcccatctc ccccgtgtta 
540 

aaccccccgg ctccacccac cttccatcag 
600 

ccgtctgtca tcacccacac ggcctctgcc 
660 

tttagccaga gtcagggcct tgtgatcacc 
720 

tgtgggctgg cactgtctcc tgtcacccgg 
780 

cccaaacctg tatccttgac tgggggcagg 
840 

cccaaaccag agcccgtgtc cttggtgttg 
900 



atctgagctc tgagttattt agtttttaat 
aacacaaatc cctatcagat cagcagccat 
tcccagcgcc cggcctgtgt agttggactt 
tgaccccagc attgcttcct ggctcctttc 
acagccctcc ccactgtgag ccttcctgac 
ctggctcaca tggatgagca gggctgtgaa 
cagcccacgg acttcggtcc ctcagagccg 
gtcttcacca tgcccctgct gtctcccagc 
ccattagttc ctcctcctgc cactgccctg 
ccacagaagt ttgctggagt caacaaagcg 
accctcaccc acgatgcccc cgccaccacc 
acccatcacc ctgccccgtc agcggcccct 
cctccccagc cacggttaac ttttgtgcac 
cctaagcagc cccacaaaat agtgcctgct 
aagaatgccc gtatcgcccc agctgccttt 
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tcaggccaac 
960 

gcctccaccg 
1020 

ggggtcccgg 
1080 

ccgcctgccc 
1140 

gagcaggtcc 
1200 

tgcccaaact 
1260 

ccccagaaca 
1320 

cagatgaagc 
1380 

atgctcaaca 
1440 

aagactgtgg 
1500 

cggcggctgc 
1560 

cCccctgcca 
1620 

gacgaatacg 
1680 

atcaagccgc 
1740 

caccggacgg 
1800 

gtattgagca 
1860 

ctgccagagc 
1920 

ctgctcagct 
1960 

taggctgcgc 
2040 

ggcccaccgt 
2100 

agcaatagcc 
2160 

accaacctcc 
2220 

ctgccctgct 
2280 

gacagggcct 
2340 

tgcatgcctc 
2400 

gcgtctttcc 
2460 

tctattcagg 
2520 



cacaagcggt 
tgtcccagtc 
agttccacag 
ccgtctcccg 
cgctgcacgg 
cagggcaggc 
actgctcagg 
acatctcagc 
gcctcatctc 
agtacatcac 
gggaggagat 
cgggagtccc 
tgaaaacccg 
tgtttgagtc 
cgctctcctg 
cgctgcggca 
aggcgtccaa 
ggcatgtggc 
cccccagccc 
ggcatcggga 
cgcccttggg 
tctgccctcg 
ggtggcctgc 
gctcctgtcc 
tgcctgatgc 
Ctctcccctc 
cttatgcatg 



gatcatgacg 
caacgtggtc 
cagcatcctg 
gctcttccca 
gggcagcccc 
ctctccgtgt 
gaaatccgac 
cgagcagaaa 
caacaattcc 
caagctgcag 
cgaggagctc 
cgttacccgg 
gaccttgcag 
gttcaagggc 
gctggaccag 
gctgagcacc 
ggctgtcacc 
cgcatgagat 
ttcctgacgc 
ggccatgctc 
aaccccttgc 
gggcagccca 
cgggcctggc 
tgaggcccag 
cctgctccac 
aactctgaca 
gcaggctgcc 



tcagggcctc 
attgcgcctg 
gtgacagatc 
agcacagcgc 
caggtcactg 
gcatcggagc 
cccaaaaatg 
aggcgcttca 
aagctgacca 
caggagagag 
aatgc caeca 
cgccagcttg 
aactggaagt 
atggtgtcca 
cactgctccc 
tccacctcca 
aggattggca 
gccaggagac 
tcagccccgg 
aggtctgaag 
tgtgaactct 
cacaaaaggg 
gccggtgagc 
ccttgtccct 
tctctggtct 
gcacccagcc 
agggggaagt 



tgaagagaga 
ctgccatcgc 
tcggccatgg 
aagaccccct 
Ccacagggcc 
agagccccag 
tggctgcact 
acatcaagat 
gtcacgccat 
gccagatgca 
tcatctcctg 
atcacatgaa 
cctggatttt 
ccagcagcct 
tgcccatcct 
tcctcacaga 
agagattggg 
ccttccctgc 
ggcctctctc 
caggtttggg 
ctcactcagt 
aagtgctggc 
ggaatcgatg 
cctgccacgt 
gcccgtgggg 
cttgtggatg 
gccttcttca 



agggatgttg 
cagggctcct 
cacgagcagc 
ggggaagggc 
cagtcgggac 
tcctcaatct 
aaagaaccgg 
gtgctccgac 
cacactgcag 
ggaggaggcc 
ccagcagctg 
agacatgtCC 
cagcatcatc 
ggaggagctg 
caggccgatg 
cccggcacag 
agagtcctag 
ccatggagag 
caactctgcc 
gcctgctgac 
gacctcagtc 
cgtgctggtc 
ggatgagggt 
cctgtccaca 
cagttggaag 
gacttgggct 
gaggtcctcc 
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aggacacatg tgtgcagaaa cggtggatgt 
2580 

gatgcacggt ggctgctctg gctgagaggc 
2640 

tagctccacc tgacattgca ggatccatgg 
2700 

cctcaccgct gtggcccttc tgccgttctt 
2760 

agatcaagca tgtcctgCgg gagcttagaa 
2820 

ctccacgtcc tgccgtcagc cttgtcatct 
2880 

accaggacag ttctcggacc aaagatgccc 

2940 

ctggagaagg aaacaatgtt ggcaggcagc 

3000 

tctaggcatc tctcagatca gacagcaaag 
3060 

gtggctgggc tgggggccat tctgagcctg 
3120 

gctcttctct ggctacctct gcagggagct 
3180 

gaagcccggc cgagggtacc tcctcgtgga 
3240 

ttcggagccc aggctttcag gcgacctctg 
3300 

ttcctgcagg gcctgggaag ggctttgagg 
3360 

cctgggctgt cccacagttt agatccagtt 
3420 

ggggatctct ccccacttca ggcctccggc 
3480 

ccctgcacaa aagcagcttg gtgacaccac 
3540 

ttccagatca ccttcctgtg gggtgaacgt 
3600 

cctggaaaat ggtaacagac tccatccttg 
3660 

aaaggcagag gccaccgtgg taggaattcc 
3720 

caccgtgtct ggctgtgcgg gqcctgggga 
3780 

gtgcctttgt aaaacgtgta gataaccgca 
3840 

tcagtggctt tctccccacc ccttgctggg 
3900 

aaaattggcc tcctgctgct tcagcctacc 
3960 

tgtttcttca gatatctaag gctgttaggt 
4020 

ccagcgactg tccactgtcc aggagatgca 
4060 

cattctcttg gtgctcacga ttgccatggc 
4140 



ggaacacaca 


ggaccagaac 


ggaagcgtgt 


cctgctgggc 


atgtttcatc 


tgtccccttt 


ggactcagcc 


cagggccttc 


tcggatgtca 


ctccacttgg 


ctccagctgc 


agctgttgac 


ccctgaagtt 


ctagcgCctg 


aaagatcaga 


tgtctgatgt 


ctttcagctg 


ggagccccaa 


ccacactcaa 


aagtctgtcc 


cgtcttgtgt 


actctgtggc 


ggtcagccct 


cagagctgtc 


aatctaccca 


gatctgggct 


gggtggaggt 


cagtgagagt 


ttggcccagc 


ctcagtcctt 


gcaggggcaa 


gcactctctc 


cagcactcag 


aagaatgcac 


tttaaagctc 


tgctgaggag 


ccctccctgc 


ctctcctcac 


cctccctctc 


gagcctggga 


gccatgtgaa 


gaggggcacg 


ggaggttctc 


cctggctcct 


gcaggcctgc 


cagctgcctg 


ccctcttgtc 


tgtgcttcag 


tcagccaccc 


agagtacgtg 


tttacaggct 


aatgaggcgg 


ggctggtcct 


tggaatctcc 


acccggggat 


gagcatgaag 


gcattgtccc 


accaaggcca 


gaagggaaaa 


aggaagaacc 


gggtcgtgag 


tgcagcccct 


ccccacttcc 


gtggttggct 


gagccaagaa 


ctctcctaaa 


gagtcatttt 


taaaaaaatc 


tgtgggatat 


tctccctctg 


ctgacttaat 


gtcgtgattc 


tgtgtgagcc 


ttgaagtgtg 


tgtgtgtgtc 


tgtctttgta 


ttggagatat 


ttctgtaacc 


catagggcca 


cagtgccgta 


tctgctgcag 
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acatgattgt ttcttgttcc 
4200 

ccagaccaag gggcctagac 
4260 

tctgaggcca ctctgctggc 
4320 

cactcatttt caccctgatt 
4380 

gctttggaga gtaagaaaat 
4440 

gcactttggg aggctgaagc 
4500 

gcaacataac aagaccctgt 
4538 



agaggttttc ttgttttcga 
ttgacctctg tcctgggctc 
cacctccagt gggtgctgac 
ctCgccccca ctttcataaa 
caatcttggc tgggcacggt 
tgaaggatca cttgagctca 
ctctacaaaa aaaaaaaa 



atctcgcccg aCgaatccag 
ctgggccagg tgcaggaaca 
cacaggatgg gctttgttta 
agaaacttca aaatgctgac 
ggctcctgcc tgtgatccta 
ggagttggag accaaccctg 



<210> 5926 
<211> 526 
<212> PRT 

<2I3> Homo sapiens 



<400> 5926 
Met Asp Glu 
1 

lie Gin Pro 

Gin Pro Phe 
35 

Ala Pro Pro 
SO 

Thr Ala Leu 
65 

Phe Ala Gly 

Ala Thr Leu 

Gly Leu Val 
115 

Gly Leu Ala 

130 
Phe Val His 
145 

Pro His Lys 

Leu Lys Asn 

Ala Val lie 
195 

Ser Thr Val 

210 
Arg Ala Pro 
225 

Leu Gly His 
Pro Ser Thr 



Gin Gly 
5 

Thr Asp 
20 

Leu Pro 

Pro He 

Asn Pro 

Val Asn 

85 
Thr His 
100 

He Thr 

Leu Ser 

Pro Lys 

lie Val 
165 
Ala Arg 
IBO 

Met Thr 

Ser Gin 

Gly Val 

Gly Thr 
245 
Ala Gin 



Cys 

Phe 

val 

Ser 

Pro 

70 

Lys 

Asp 

Thr 

Pro 

Pro 
150 
Pro 

He 

Ser 

Ser 

Pro 
230 
Ser 

Asp 



Glu His Thr Ser 
10 

Gly Pro Ser Glu 
25 

Phe Thr Met Pro 
40 

Pro Val Leu Pro 
55 

Ala Pro Pro Thr 

Ala Pro Ser Val 
90 

Ala Pro Ala Thr 
105 

His His Pro Ala 
120 

Val Thr Arg Pro 
135 

Val Ser Leu Thr 



Ala Pro Lys Pro 

170 

Ala Pro Ala Ala Phe Ser 
185 

Gly Pro Leu Lys Arg Glu 
200 

Asn Val Val He 
215 

Glu Phe His Ser 



Arg Thr Glu Asp 

Pro Pro Leu Ser 
30 

Leu Leu Ser Pro 
45 

Leu Val Pro Pro 
60 

Phe His Gin Pro 
75 

He Thr His Thr 

Thr Phe Ser Gin 
110 

Pro Ser Ala Ala 
125 

Pro Gin Pro Arg 
140 

Gly Gly Arg Pro 

155 

Glu Pro Val Ser 



Ser Pro Pro Ala 
250 

pro Leu Gly Lys 



Ala Pro 
220 
Ser He 
235 

Pro Val 



Gly Gin 
190 
Gly Met 
205 

Ala Ala 
Leu Val 
Ser Arg 



Gly Glu Gin Val 



Pro Phe 
15 

Val Pro 

Ser Pro 

Pro Ala 

Gin Lys 

80 
Ala Ser 
95 

Ser Gin 

Pro Cys 

Leu Thr 

Lys Gin 
160 
Leu Val 
175 

Pro Gin 

Leu Ala 

He Ala 

Thr Asp 
240 
Leu Phe 
255 

Pro Leu 



5109 



wo 00/58473 



PCT/USOO/08621 









2oU 










^ O 3 










270 






nXS 


wiy 


vsxy 


ser 


Pro 


Gin 




Thr 


Val 


Thr 


Glv 


Pro 


Ser 


Arg Asp Cys 






275 




















AOS 








Fro 


Asn 


Ser 


Giy 


Gin Ala 


C A V* 

oer 




tys 


&1 a 






Gin 


Ser 


Pro 


Ser 




*H A A 

290 










295 




















Pro 


Gin 


Ser 


Pro 


Gin Asn 


Asn 


cys 


ber 


k9j.y 


uys 


Cat- 
OCX 


Ken 
Mop 


Pro Lys 


Asn 


305 










310 










315 












val 


Ala 

Ala 


Ala 


Leu 


Lys 


Asn 


Arg 


(vxn 


net 


uys 






Q Ar 


Aia 


GIU 


Gin 










325 










330 










339 




Lys 


Ar9 


K n- rw 

Arg 


Pne 


Asn 


He 


uya 


nec 


\,ys 


rne 


nSp 




T.ai 1 


Asn 


Ser 


T>aii 








340 










>l c 

345 










^ p n 

350 






He 


Ser 


T< talk. 

Asn 


Asn 


Ser 


Lys 


Leu 


^ nr 


oer 




AX a 


xxe 


XIIX 


Leu 


Gin 


ijys 






^ ^ ^ 

355 










360 










'7 C C 
J b 3 








Thr 


Val 


Glu 


Tyr 


He 


Thr 


Lys 


Leu 


Gxn 


Gin 


VvlU 


Arg 


my 


Gin 


nec 


wxn 




370 










375 










a A 










Glu 


Glu 


Ala 


» 

Arg 


Arg 


Leu 


Arg 


GXu 


Glu 


lie 


Glu 


Glu 


irfeu 


Asn 


Ala 




385 










390 










395 












He 


He 


Ser 


Cys 


Gin 


Gin 


• 

Leu 


Leu 


Pro 


Ala 


Tnr 


Gly 


val 


Pro 


Val 












405 










410 










415 




Arg 


Arg 


Gin 


Phe 


Asp 


His 


Mec 


Lys 


Asp 


Mec 


Irne 


ASp 


VyXU 


Tyr 


Val 


Lys 








420 










425 










430 






Thr 


Arg 


Thr 


Leu 


Gin 


Asn 


Trp 


Lys 


Phe 


Trp 


He 


Phe 


Ser 


He 


He 


He 






435 










440 










445 








Lys 


Pro 


Leu 


Phe 


Glu 


Ser 


Phe 


Lys 


Gly 


Met 


Val 


Ser 


Thr 


Ser 


Ser 


Leu 




450 










455 










460 










Glu 


Glu 


Leu 


His 


Arg 


Thr 


Ala 


Leu 


Ser 


Trp 


Leu 


Asp 


Gin 


His 


Cys 


Ser 


465 










470 










475 










4B0 


Leu 


Pro 


He 


Leu 


Arg 


Pro 


Met 


Val 


Leu 


Ser 


Thr 


Leu 


Arg 


Gin 


Leu 


Ser 










485 










490 










495 




Thr 


Ser 


Thr 


Ser 


He 


Leu 


Thr 


Asp 


Pro 


Ala 


Gin 


Leu 


Pro 


Glu 


Gin 


Ala 








500 










505 










510 






Ser 


Lys 


Ala 


Val 


Thr Arg 


He 


Gly 


Lys 


Arg 


Leu 


Gly 


Glu 


Ser 










SIS 










S20 










525 









<210> 5927 

<211> 1786 

<212> DNA 

<213> Homo sapiens 

<400> 5927 

ctccacactt tatttttgct ggctggattt gtcattttgc tgtcagaaca ggcctacaac 
60 

atacctcaga tgtttttcct ttaccttgtc attctgagca aaagcatgac tccatcacct 
120 

gtctgggcac ataccgagtc tttgtctgga tggtgtcagc acatcctgca cactcagcgg 
180 

caaccctgaa aataacatct accacctgcc aggcaattgg ctgactgcct ccgtgatctt 
240 

caggggcatc gagggacaat gtatttagtc atgcacctct gtaagtgcag ggaaatgtac 
300 

tgggacacct ttcgattccc aaggaaataa aaggaaaatg acaaacacat agtcacgctg 
360 

tggatccctg tttattccca tctctgggca ggcctgtaaa gagcatcgac ccaggtctca 
420 
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accccactgc tggtaactga gccacagaaa ctgtaagcaa gtgacactca tccagggaga 
480 

actactcccc caaaccggtt cttagccagc aagagaggcc cacaggaagg tctctgaCaa 
54 0 

cctgaagttt tgaaaagctt agaactgtgt gatcaggcca tatgcccctc agttcctgaa 
600 

tgttcactac cctgtggtgt ccctttgcca tggaagagac tccaaccaca cacatcagtt 
660 

aagctgccaa caccgctccc tccccattct gctctgcgaa caacgcacag tccagccagg 
720 

agcccaacag ggagggtttt cttgttgtgt catggctgag atcaaagtca ttgtacacca 
780 

aggacatagt ggacagaagg gagccaacaa catttatgcc aaatcccatt cccaagatga 
840 

ctatatttta tagtttatta tgaggtaacc gcctccagac agataagccc ctgcatgatg 
900 

ctgaaagtca gagcctgggg gtgaatgcca ccttatcttt gtcctcctca gctggtcCgc 
960 

gtgtctctgc tcagaacgct gtgtagtagt gctccattgc gctgacaatg ccactctggt 
1020 

cctccaggag ctccagaact tgctgcagca cagcctcgct caggcccggg cggatgctca 
1080 

ggcgagcaca ggccaagatg tgcaggaagt gacagccctC ctccatgtga Cttggtttct 
1140 

ggcagtcctg ctgaatgatc cggtggatct tcctgtgcag gtctttgtct tctctggtta 
1200 

catagtatag gCtatcaaaa ccatcatctt tctggaaaac aagccctttt tcctgcagca 
1260 

gttgtatagc attcttaaat atactatgaa ttgcctcgga agtggtgtcc ttcttaaaat 
1320 

tcacttggtc ggagcaggca ctgtgaatca caggctgatt ggcaagggac agcaaagact 
1380 

cgaccatttc cagctcctgc tggtaaaagc tctgcactct gctctccatg aggaattctt 

1440 

tggctttttc actcagcaaa ctcgtgagac tggggaggCc cagggcgcct ggattgctta 
1500 

gtgcctcttc tttctctagg gctgagctgc gaaaaggctg gtcataaact ttcctgtaga 
1560 

tagtgggcag ctcaagcatc cttgcaattt gaatgttcca cactgggtcg tccactttaC 
1620 

agtaagcggt ggcatgaatc tctcgctctt ctctgtatgt gcggatactg cctctgactc 
1680 

ggatcgtgcc cccgatctct atctttgttt tctgctcaat ggtcCcttgt agcttcttaa 
1740 

gttgtgaggt taagctgagc tctcttgctg cactCggagc agccct 
1786 

<210> 5928 

<211> 202 

<212> PRT 

<213> Homo sapiens 

<400> 5928 

Met Leu Glu Leu Pro Thr lie Tyr Arg Lys Val Tyr Asp Gin Pro Phe 
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1 








c 


10 




15 




His 






Ala 


LfiU 


Glu Lys Glu Glu Ala Leu 


Ser Asn Pro Gly 


Ala 








30 
• w 




2S 




30 








Leu 


Pira 


Ser 


Leu Thr Ser Leu Leu 


Ser 


Glu Lys Ala Lys 


Glu 












40 




45 










Glu 


Asn 


Arg Val Gin Ser Phe 


Tyr 


Gin Gin Glu Leu 


Glu 




cn 








55 




60 




rlcu 




OXU 






Leu Ser Leu Ala Asn 


Gin 


Pro Val He His 


Ser 


OS 










70 


75 




BO 


AX a 






Map 




Val Asn Phe Lys Lys 


Asp 


ThiT Thr Ser* Lvs 

^a4^ ^mT 9 


Ala 












90 




9S 






nis 








Lys Asn Ala He Gin 


Leu 


Li^ti G1t\ Clii Lvs 


Glv 








100 




105 




110 




Leu 


Val 


Phe 


Gin 


Lys 


Asp Asp Gly Phe Asp Asn 


Leu Tyr Tyr Val 


Thr 






115 






120 




125 




Arg 


Glu 


Asp 


Lys 


Asp 


Leu His Arg Lys He 


His 


Arg He He Gin 


Gin 




130 








135 




140 




Asp 


Cys 


Gin 


Lys 


Pro 


Asn His Met Glu Lys 


Gly 


Cys His Phe Leu 


His 


145 










150 


155 




160 


He 


Leu 


Ala 


Cys 


Ala 


Arg Leu Ser He Arg 


Pro 


Gly Leu Ser Glu 


Ala 










165 


170 




175 




Val 


Leu 


Gin 


Gin 


Val 


Leu Glu Leu Leu Glu Asp 


Gin Ser Asp He 


Val 








180 




185 




190 




Ser 


Thr 


Met 


Glu 


His 


Tyr Tyr Thr Ala Phe 









195 200 

<210> 5929 
<211> 606 
<212> DNA 

<213> Homo sapiens 
<400> 5929 

nngcgcgccg ccgcgtcccc agacaaaggc ttggccggcg gccccggccc gctgcgccct 

60 

cgctccccgc ctccccagcc cttctccgct cctccccccc gcgcttggct cggcgcgctc 
120 

cggccggccg caaagtttcc cgggcggcag cggcggctgc gcctcgcttc agcgatggcc 
180 

gcggagctga gcatggggcc agagctgccc accagcccgc tggccatgga gtatgtcaac 
240 

gacttcgacc tgctcaagtt cgacgtgaag aaggagccac tggggcgcgc ggagcgtccg 
300 

ggcaggccct gcacacgcct gcagccagcc ggctcggtgt cctccacacc gctcagcact 
360 

ccgtgtagct ccgtgccctc gtcgcccagc ttcagcccga ccgaacagaa gacacacctc 
420 

gaggatctgt actggatggc gagcaactac cagcagatga accccgaggc gctcaacctg 
480 

acgcccgagg acgcggtgga agcgctcatc ggctcgcacc cagtgccaca gccgctgcaa 
540 

agcttcgaca gctttcgcgg cgctcaccac caccaccatc accaccaccc tcacccgcac 
600 

cacgcg 
606 
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<210> 5930 
<21X> 144 
<212> PRT 

<2X3> Homo sapiens 
<400> 5930 

Met Ala Ala Glu Leu Ser Met Gly Pro Glu Leu Pro Thr Ser Pro Leu 

15 10 15 

Ala Met Glu Tyr Val Asn Asp Phe Asp Leu Leu Lys Phe Asp Val Lys 

20 25 30 

Lys Glu Pro Leu Gly Arg Ala Glu Arg Pro Gly Arg Pro Cys Thr Arg 

35 40 45 

Leu Gin Pro Ala Gly Ser Val Ser Ser Thr Pro Leu Ser Thr Pro Cys 

50 55 60 

Ser Ser Val Pro Ser Ser Pro Ser Phe Ser Pro Thr Glu Gin Lys Thr 
65 70 75 80 

His Leu Glu Asp Leu Tyr Trp Met Ala Ser Asn Tyr Gin Gin Met Asn 

85 90 95 

Pro Glu Ala Leu Asn Leu Thr Pro Glu Asp Ala Val Glu Ala Leu lie 

100 105 110 

Gly Ser His Pro Val Pro Gin Pro Leu Gin Ser Phe Asp Ser Phe Arg 

115 120 125 

Gly Ala His His His His His His His His Pro His Pro His His Ala 
130 135 140 

<210> 5931 
<211> 478 
<212> DNA 

<213> Homo sapiens 
<400> 5931 

nggagatggc ggagtcgctt gaggtctccg cgccgctccc tgtacaaact ggtgggctcg 
60 

ccgccttgga aagaggcttt ccggcagaga tgcctggaga gaatgagaaa cagccgggac 
120 

aggctcctaa acaggtaccg ccaggctgga agcagtgggc cagggaattc tcagaacagc 
180 

tttctagttc aagaggtgat ggaagaagag tggaatgctt tgcagtcagt ggagaattgt 
240 

ccagaagact tggctcagct ggaggagctg atagacatgg ctgtgctgga ggaaattcaa 
300 

caggagctga tcaaccaagg tacaacctga gaatcacaag cggtgtggtg gtgtgtcagt 
360 

gtggcctgtc catcccatct cattcttctg agttgacaga gcagaagctt cgtgcccgtt 
420 

tagagggtag tataaatgag cacagtgcac attgtcccca cacaccccct tcacgcgt 
478 

<210> 5932 
<211> 109 
<212> PRT 

<213> Homo sapiens 
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<400> 5932 



Xaa Arg 


Trp Arg 


Ser Arg Leu Arg Ser 


Pro 


Arg Arg 


Ser 


Leu 


Tyr 


Lys 


1 




5 


10 








IS 




Leu Val 


Gly Ser 


Pro Pro Trp Lys Glu 


Ala 


Phe Arg 


Gin 


Arg 


Cys 


Leu 




20 


25 








30 






Glu Arg 


Met Arg 


Asn Ser Arg Asp Arg 


Leu 


Leu Asn 


Arg 


Tyr 


Arg 


Gin 




35 


40 






45 








Ala Gly 


Ser Ser 


Gly Pro Gly Asn Ser 


Gin 


Asn Ser 


Phe 


Leu 


val 


Gin 


50 




55 




60 










Glu Val 


Met Glu 


Glu Glu Trp Asn Ala 


Leu 


Gin Ser 


Val 


Glu 


Asn 


Cys 


65 




70 




75 








80 


Pro Glu 


Asp Leu 


Ala Gin Leu Glu Glu 


Leu 


lie Asp 


Met 


Ala 


Val 


Leu 






85 


90 








95 




Glu Glu 


lie Gin 


Gin Glu Leu lie Asn 


Gin 


Gly Thr 


Thr 









100 105 



<2I0> 5933 
<211> 1953 
<212> DNA 

<213> Homo sapiens 
<400> 5933 

atggagatcc gagagaaggg ctccgagttc ctgaaggagg agctgcacag agcgcagaag 
60 

gagctgaagc taaaggacga ggaatgtgag cggctgtcca aggtgcggga gcagctagaa 
120 

caggagctgg aagagctgac ggccagcctg tttgaggaag ctcacaagat ggttcgagaa 
ISO 

gccaacatga agcaggcggc atcagaaaag cagctgaagg aggctcgggg caagatcgac 
240 

atgctgcagg cagaggtgac agccttgaag acactggtca tcacgtccac accagcctct 
300 

cccaaccgcg agcttcaccc ccagctgctg agccccacca aggccgggcc ccgaaagggc 
360 

cactctcgcc acaagagcac cagcagcacc ctctgccccg ccgtgtgtcc cgctgcggga 
420 

cacaccctca ccccagacag agagggcaag gaggtggaca caatcctgtt tgcagagttc 
480 

caggcctgga gggaatcccc caccctggac aagacctgcc ccttcctgga aagggtgtac 
540 

cgagaggacg tgggcccctg cctggacttc acaatgcagg agctctcggt gctggtacgg 

600 

gccgccgtgg aggacaacac gctcaccatt gagccggtgg cttcgcagac gctgcccaca 
660 

gtgaaggtgg ccgaggttga ctgtagcagc accaacacat gtgccctgag cgggctgacc 
720 

cgcacctgcc gccaccgaat ccggctcggg gactccaaaa gccattacta catctcgcca 
780 

tcttcccggg ccaggatcac cgcagtgtgc aacttcttca cctacatccg ctacatccag 
840 

caaggcctgg tgcggcagga cgcagagccc atgttctggg agatcatgag gttgcggaag 
900 

gagatgtcac tggccaagct cggcttcttc ccccaggagg cttagggcgc ggcccaggcc 
960 
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tgaaggggag 
1020 

acgggggcct 
1080 

ggcagcactg 
1140 

aagacccccc 
1200 

caaagaccag 
1260 

gaggcagcca 
1320 

ttgtcttcag 
1380 

Cgccaagccc 
1440 

ctccctattg 
1500 

gccttgttaa 
1560 

cctccccctt 
1620 

ctcctggagg 
1680 

aacacagaca 
1740 

acgcgccctg 
1800 

gagcccactc 
1860 

atttccttct 
1920 

tacaggcaaa 
1953 



ctctgagaca 
ggagccagcc 
agccagcacc 
tctcttcccc 
ggagctcgga 
gcgccccctc 
aaagggactg 
tgggccagca 
gactactagg 
gatgagtcaa 
cataaaggcc 
ccctgctccc 
gggcttcaga 
gcatgtgggg 
aggaccagcg 
ttggatggaa 
aaaaaaaaaa 



gagcaaacac 
ctgagccaga 
acacgtccat 
actgggttct 
tccatacccg 
cccagtcccc 
ttctgggtgg 
gcaccccctt 
aggggctggc 
gacccctccc 
tcccttgtca 
aaaaccgctg 
tcacccacgc 
cctgggtggg 
ttcggagctc 
tgtaacgcga 
aaaaaaaaaa 



ccaccccaga 
ggcagaacgg 
cctgggacag 
gccaccacca 
9999gcctca 
agaactgcct 
ctggatctcc 
gtggccatcc 
agggcctcca 
ccgcttcctc 
ccttccctcc 
gaaggactgg 
ctgttttcag 
caggcaggac 
ccacctggac 
tctctattta 
aaa 



acaagccgac 
atggacagac 
acgggcctgg 
ggaggatttc 
gcccttggga 
gcaggtgcct 
agggtaccct 
tgtgccttgt 
tagcacagaa 
ccttcctttc 
caccccgtct 
ggcactttct 
ctgtgggtgg 
ctgggccctc 
gcatccctca 
ataaaggcag 



acacagggag 
aggccacgga 
acttcacggc 
aagaaagcac 
ggggacacct 
tgttgctggc 
ccaccccagc 
tcccggtggc 
ttgccccaaa 
ccccttcctc 
cagccctgtg 
gccacagtag 
ccatgcagac 
ccacccatca 
ccacgtccgg 
gctttgttgg 



<210> 5934 
<211> 314 
<212> PRT 

<213> Homo sapiens 



<400> 5934 

Met Glu lie Arg Glu Lys Gly Ser 

1 5 
Arg Ala Gin Lys Glu Leu Lys Leu 
20 

Ser Lys Val Arg Clu Gin Leu Glu 

35 40 
Ser Leu Phe Glu Glu Ala His Lys 

50 55 
Gin Ala Ala Ser Glu Lys Gin Leu 
65 70 
Met Leu Gin Ala Glu Val Thr Ala 

85 

Thr Pro Ala Ser Pro Asn Arg Glu 



Glu Phe Leu Lys Glu Glu Leu His 

10 15 
Lys Asp Glu Glu Cys Glu Arg Leu 
25 30 
Gin Glu Leu Glu Glu Leu Thr Ala 

45 

Met Val Arg Glu Ala Asn Met Lys 
60 

Lys Glu Ala Arg Gly Lys lie Asp 

75 80 
Leu Lys Thr Leu Val lie Thr Ser 

90 95 
Leu His Pro Gin Leu Leu Ser Pro 
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100 






105 










110 






Thr 


Lys 


Ala 


Gly Pro 


Arg Lys 


Gly His 


Ser 


Arg 


His 


Lys 


Ser 


Thr 


Ser 






115 






120 










125 








Ser 


Thr 


Leu 


Cys Pro 


Ala Val 


Cys 


Pro 


Ala 


Ala Gly 


His 


Thr 


Leu 


Thr 




130 






135 










140 










Pro 


Asp 


Arg 


Glu Gly 


Lys Glu 


Val Asp 


Thr 


He 


Leu 


Phe 


Ala 


Glu 


Phe 


145 








150 








155 










160 


Gin 


Ala 


Trp 


Arg Glu 


Ser Pro 


Thr 


Leu 


Asp 


Lys 


Thr 


Cys 


Pro 


Phe 


Leu 








165 








170 










175 




Glu 


Arg 


Val 


Tyr Arg 


Glu Asp 


Val Gly 


Pro 


Cys 


Leu 


Asp 


Phe 


Thr 


Met 








180 






185 










190 






Gin 


Glu 


Leu 


Ser Val 


Leu Val 


Arg Ala 


Ala 


Val 


Glu 


Asp 


Asn 


Thr 


Leu 






195 






200 










205 








Thr 


He 


Glu 


Pro Val 


Ala Ser 


Gin 


Thr 


Leu 


Pro 


Thr 


Val 


Lys 


Val 


Ala 




210 






215 










220 










Glu 


Val 


Asp 


Cys Ser 


Ser Thr 


Asn 


Thr 


Cys 


Ala 


Leu 


Ser 


Gly 


Leu 


Thr 


225 








230 








235 










240 


Arg 


Thr 


Cys 


Arg His 


Arg He 


Arg 


Leu 


Gly 


Asp Ser 


Lys 


Ser 


His 


Tyr 








245 








250 










255 




Tyr 


He 


Ser 


Pro Ser 


Ser Arg 


Ala 


Arg 


He 


Thr 


Ala 


Val 


Cys 


Asn 


Phe 








260 






265 










270 






Phe 


Thr 


Tyr 


He Arg 


Tyr He 


Gin 


Gin 


Gly 


Leu 


Val 


Arg 


Gin 


Asp 


Ala 






275 






280 










285 








Glu 


Pro 


Met 


Phe Trp 


Glu He 


Met 


Arg 


Leu 


Arg 


Lys 


Glu 


Met 


Ser 


Leu 




290 






295 










300 










Ala 


Lys 


Leu 


Gly Phe 


Phe Pro 


Gin 


Glu 


Ala 















305 310 

<210> 5935 

<211> 2727 

<212> DNA 

<213> Homo sapiens 

<400> 5935 

nngtcgcctc cgcctgatcc ccggcctgtc ggccgacccc acctcgccaa ccgaggcgga 
60 

ccgcggagtg tgcgaacgac cccaccgctg ctttctcctc ccccagatca cgcaccccag 
120 

ctccggaata tggggaactg cctcaaatcc cccacctcgg atgacatctc cctgcttcac 
180 

gagtctcagt ccgaccgggc tagctttggc gaggggacgg agccggatca ggagccgccg 
240 

ccgccatatc aggaacaagt tccagttcca gtctaccacc caacacctag ccagactcgg 

300 

ctagcaactc agctgactga agaggaacaa attaggatag ctcaaagaat aggtcttata 
360 

caacatctgc ctaaaggagt ttatgaccct ggaagagatg gatcagaaaa aaagatccgg 
420 

gagtgtgtga tctgtatgat ggactttgtt tatggggacc caattcgatt tctgccgtgc 
480 

atgcacatct atcacctgga ctgtatagat gactggttga tgagatcctt cacgtgcccc 
540 

tcctgcatgg agccagttga tgcagcactg ctttcatcct atgagactaa ttgagccagg 
600 
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gtctcttatc tgacttcaag tgaaccacca 
660 

cccaaagagc cagggattag gaattaagat 
720 

atggctgcag atgttggggg aaaaagtacg 
780 

ggatggtatt tttatgtaaa gccttgaccc 
840 

ttgttattgc tccagtacac aggaattgtg 
900 

aattgtgtgt attgaagatt aggaaaaaga 
960 

ttcttctctt ccccttcccc acccgaattc 
1020 

gttttattaa aagctacatt ttataacact 

i080 

tttgcacagt tctttttttc cattggaaac 
1140 

gtgtattatt atcgttgggg ctggctctat 
1200 

ataagtgcta tattctgttt gcagttagga 
1260 

gtaagcaaac tgagatgcac tacccccttt 
1320 

ccaactctat taaggtgggg Cttaatatta 
1380 

tggttgttaa tatggtgata atggaaagtc 
1440 

tttatCgaga ttgaattatg ccaccacgtt 
1500 

gacctaatga gaaatagtta ctcagttgta 
1560 

ctccttgcct cttgtcttga accatagcaa 
1620 

ctgaggttat tgaagttata caaaacacat 
1680 

ttacatcctg ctagctgact gacaaaacta 
1740 

tgttttgcac acaaacgcag aatttgtaCa 
1800 

aaagaaggaa tttctccttt gtttcttgca 
1B60 

cttctgaagt gttagaggta gagatggtct 
1920 

tttagcatgt gtttattttt tcatatgtac 
1980 

atattacagc taaaaaaatc attcattagc 
2040 

gaagcgtttc ttattattat: tttatattga 
2100 

atacaaaaca cagtgtcatg aaggttattc 
2160 

cataagtact ttgtaaagat tCgacattca 
2220 



ttttggtggt tttgatcttt tgCcactgag 
cgtgcacaaa agtttcctta aaaCtcctgg 
tgatatttta gaaacttagt gggaaaagta 
aatgtttaaa aatataattg tatttagatc 
taaagtgtta acagcagctg tatttgttta 
tagtagttat ttttcctaaa tgaaataact 
ttttctgaag ttgctggcat ttgggtcaag 
ggcacacaca aaaaagtagt tttaagcttg 
ggaattcatt gccttaggtc tttttaaata 
gcttgaaaac cagtttattt ataacctgtt 
aatgcagaat tcaaagtgat ctcctagctt 
ctataaaaaa taagttaatg tgtcaagaaa 
ccctttccta tgtgttttat ctaattattt 
aagttaaatt ttaaatatta agaattctga 
tatgtaaaaa tgaaggtggc accgtggtga 
aaaattttga tttattctct ttcttctgac 
aaggatactg catctctcat tactgtagtg 
ctcagtctct gtttcttgga aaggtatcta 
agcagggaga ataaagataa ttgtatttta 
accatatgac ttcatagttg tgatctcaaa 
gttaatgtaa gaatacttta aatctctaag 
agtaaagacg tagtagtaat gttttatcca 
tcaaaggtga cttattggtt cacctcagtg 
aaaaggaaaa gtggtctcaa cctaacatca 
gttgaatatt gaactctaac agttttctac 
ataattgcat tatagaggaa tgtagtatgt 
actgtagtat ccatatgtCg cttaaatttc 
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cttatgagcc ccaCgatgga aagacttaaa gacgaatttg agaaaaattg aaagaaatta 
22B0 

gattatcagg ttctgttaaa ttgttacatg tatcttgctt aaatttctgt ttattaattt 
2340 

atatccaccc aagtacataa agcaaatttg gaggaaacaa ctgaagttgt gcaatatttt 
2400 

ctgataattg ccttttttat tcttgtgttt tctacttaaa cataatgtct gtgtcatcaa 
2460 

gtattatagt cagactCttc tctttttcca gattgttaaa attggcaaat gaactttttt 
2520 

aaaaatcatc ttccatgttg cagttagtcc ctcttttcat tacaagtctt tcacagaagt 
2560 

ttggtggtaa tattgaaaga actagcattg ggcagaatgt: gtcttcttta ggcactttat 
2640 

attctcaaca tacaatgtta agaaccatca attttgactt ttactaagtt gttaaataaa 
2700 

gttataatac agctgcgaaa aaaaaaa 
2727 

<210> 5936 
<211> 154 
<212> PRT 

<213> Homo sapiens 
<400> 5936 

Met Gly Asn Cys Leu Lys Ser Pro Thr Ser Asp Asp He Ser Leu Leu 

15 10 15 

His Glu Ser Gin Ser Asp Arg Ala Ser Phe Gly Glu Gly Thr Glu Pro 

20 25 30 

Asp Gin Glu Pro Pro Pro Pro Tyr Gin Glu Gin Val Pro Val Pro Val 

35 40 45 

Tyr His Pro Thr Pro Ser Gin Thr Arg Leu Ala Thr Gin Leu Thr Glu 

50 55 60 

Glu Glu Gin He Arg He Ala Gin Arg He Gly Leu He Gin His Leu 
65 70 75 80 

Pro Lys Gly Val Tyr Asp Pro Gly Arg Asp Gly Ser Glu Lys Lys He 

85 90 95 

Arg Glu Cys Val He Cys Met Met Asp Phe Val Tyr Gly Asp Pro He 

100 105 110 

Arg Phe Leu Pro Cys Met His He Tyr His Leu Asp Cys He Asp Asp 

115 120 125 

Trp Leu Met Arg Ser Phe Thr Cys Pro Ser Cys Met Glu Pro Val Asp 

130 135 140 

Ala Ala Leu Leu Ser Ser Tyr Glu Thr Asn 
145 150 

<210> 5937 
<2I1> 1536 
c212> DNA 

<213> Homo sapiens 
<400> 5937 

naagctttag tgattgtggc ttattcacag ctattctttg ctgcaacctg attgaaaatg 
60 
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ttcagagatt 
120 

tttgcatcag 
180 

agtactcaga 
240 

ctcaccagaa 
300 

attccagaaa 
360 

gggtcaagag 
420 

caactaatga 
480 

acaacttcat 
S40 

gtttctcttg 
600 

gaccacgtag 
660 

aatatgcatc 
720 

aaaatgacag 
780 

agtgtgaaag 
840 

aatgaagcaa 
900 

ctgaagctca 
960 

gctttgttgg 
1020 

cacaacgacc 
1080 

attgctgaag 
1140 

ggtgaaattc 
1200 

tgtgttgcta 
1260 

gaagaactca 
1320 

cttccacatg 
1380 

cttagtggcc 
1440 

attgaagata 
1500 

tctgttggca 
1536 



aggcctgaca 
ttatctcaag 
tcctcctttg 
aggaaacaga 
atgctgaagg 
tcatagattc 
ggctattacc 
ccggagacac 
aaaatgcagt 
atcttgtcct 
gtattattgc 
gaacacagcc 
atgtgtgcac 
caatctgcag 
cgtgtcagac 
gaggtggctg 
cagaaagcat 
cattttgcag 
tcactgacat 
actggccaga 
actggtcttt 
aagctgtggg 
tacaggtggc 
aaaactaaga 
attgaaaaaa 



cccaccactg 
gtctgagacc 
tttggtgcgt 
gcatgtcagt 
ccacatcatt 
cactgtatta 
tatcaaaaaa 
ttctgacact 
cttggaccag 
gtgccaaaaa 
catagacaga 
tattggatcc 
tgcaaaatct 
cttgcttctc 
ggcacCgcat 
tactgaaact 
tctcaaagat 
tgccctagaa 
gaagtatgga 
tctgccttca 
cCtaagaagc 
ctcagccagc 
tgtagagaca 
gaatagcatg 
aaaaaaaaaa 



tcaCtagatt 
tgtggttgtc 
agtatattaa 
gctttgattc 
ttaggaaaga 
cctgggatac 
tcaactgccc 
ggagaaggaa 
ctgcttaacc 
gttatacatc 
attggagCga 
ctaggctcaa 
ggctccaaac 
tgcaacagaa 
gtcctgcagt 
catttggctg 
gaCgaatgta 
tctgttgttg 
cacccttggt 
cagtgtggct 
acacgtcgtc 
aacctgacct 
gccaatttga 
tccgtattac 
aaaaaa 



aaataaacat 
gaaccccagt 
caagtaaacc 
ttagagcctt 
gtttaattgt 
tcattgaaat 
tcaaggtggc 
ctgtggtggt 
taggaaggca 
catctttgaa 
ctctgatgga 
tatgccctaa 
atttctttca 
atgacaccgc 
Caacactcaa 
catataccag 
ctcaaacaga 
gctctttaga 
cagttcaggc 
gtggattata 
catttgtgcc 
tggactgttt 
ttttggatct 
aagagaaaca 



cttttgagtc 
ggactttagt 
tgcctgCatg 
tttgcttaca 
acctctcaaa 
gtcagaagtt 
actcttttgt 
cagttatggg 
gctaatcagt 
gcagttcccc 
acccctgact 
tagttatgga 
tcttattcct 
ctgggatgag 
ggaaccatgg 
acacaagact 
acttcaatta 
acatgatgga 
agattctccc 
caatagccag 
acaaagctgc 
gactgcaaag 
ctcatatgtt 
aataaactag 



<210> 5938 
<211> 406 
<212> PRT 
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<213> Homo sapiens 
<400> 5938 

Met Leu Thr Arg Lys Glu Thr Olu His Val Ser Ala Leu lie Leu Arg 

15 10 15 

Ala Phe Leu Leu Thr He Pro Glu Asn Ala Glu Gly His He He Leu 

20 25 30 

Gly Lys Ser Leu He Val Pro Phe Lys Gly Ser Arg Val He Asp Ser 

35 40 45 

Thr Val Leu Pro Gly He Leu He Glu Met Ser Glu Val Gin Leu Met 

50 55 60 

Arg Leu Leu Pro He Lys Lys Ser Thr Ala Leu Lys Val Ala Leu Phe 
65 70 75 80 

Cys Thr Thr Leu Ser Gly Asp Thr Ser Asp Thr Gly Glu Gly Thr Val 

85 90 95 

Val Val Ser Tyr Gly Val Ser Leu Glu Asn Ala Val Leu Asp Gin Leu 

100 105 110 

Leu Asn Leu Gly Arg Gin Leu He Ser Asp His Val Asp Leu Val Leu 

lis 120 125 

Cys Gin Lys Val He His Pro Ser Leu Lys Gin Phe Leu Asn Met His 

130 135 140 

Arg He He Ala He Asp Arg He Gly Val Thr Leu Met Glu Pro Leu 
145 150 155 160 

Thr Lys Met Thr Gly Thr Gin Pro He Gly Ser Leu Gly Ser He Cys 

165 170 175 

Pro Asn Ser Tyr Gly Ser Val Lys Asp Val Cys Thr Ala Lys Phe Gly 

180 185 190 

Ser Lys His Phe Phe His Leu He Pro Asn Glu Ala Thr He Cys Ser 

195 200 205 

Leu Leu Leu Cys Asn Arg Asn Asp Thr Ala Trp Asp Glu Leu Lys Leu 

210 215 220 

Thr Cys Gin Thr Ala Leu His Val Leu Gin Leu Thr Leu Lys Glu Pro 
225 230 235 240 

Trp Ala Leu Leu Gly Gly Gly Cys Thr Glu Thr His Leu Ala Ala Tyr 

245 250 255 

He Arg His Lys Thr His Asn Asp Pro Glu Ser He Leu Lys Asp Asp 

260 265 270 

Glu Cys Thr Gin Thr Glu Leu Gin Leu He Ala Glu Ala Phe Cys Ser 

275 280 285 

Ala Leu Glu Ser Val Val Gly Ser Leu Glu His Asp Gly Gly Glu He 

290 295 300 

Leu Thr Asp Met Lys Tyr Gly His Leu Trp Ser Val Gin Ala Asp Ser 
305 310 315 320 

Pro Cys Val Ala Asn Trp Pro Asp Leu Leu Ser Gin Cys Gly Cys Gly 

325 330 335 

Leu Tyr Asn Ser Gin Glu Glu Leu Asn Trp Ser Phe Leu Arg Ser Thr 

340 34S 350 

Arg Arg Pro Phe Val Pro Gin Ser Cys Leu Pro His Glu Ala Val Gly 

355 360 365 

Ser Ala Ser Asn Leu Thr Leu Asp Cys Leu Thr Ala Lys Leu Ser Gly 

370 375 380 

Leu Gin Val Ala Val Glu Thr Ala Asn Leu He Leu Asp Leu Ser Tyr 
385 390 395 400 

Val He Glu Asp Lys Asn 
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405 

<210> 5939 
<211> 795 
<212> DNA 

<213> Homo sapiens 
<400> 5939 

nnctgtctcc ccctccgcct ctccctgcat tcttgctgct tctgggctct ccctgggacc 
60 

ttatgtgcat tcgcctttcc ccaacgcgtc ccttctcccc tcctcctcat cctccgggcg 
120 

gcgtgcgcct cctgcccctc cccggccggc cacacggtgg cgctgtgtcc cgctcgcccg 
180 

cccgcccgcc gctcgcccgc agcctgcaag cgcaaggaac aggagcagca gaaggagcgc 

240 

gccctgcagc ccaagaagca gcgcctggtg tccaccgacc tgcagcgacg cacgctgatc 
300 

gccatcttca aggagaacaa gcggccgtcc aaggagatgc aggtcaccat ctcgcagcag 
360 

ctcggcctgg agcccaacac cgtcagcaac ttcttcatga acgcgcggcg ccgctgcatg 
420 

aaccgctggg ctgaggagcc cagcacggcc cccgggggcc ccgccggcgc cacggccact 
480 

ttctccaagg cctgaggcgc cccggccccg cgccctccct gcctccacgg cctgggcgct: 
540 

gtgcccccac gtcacctccc cacatcctgc cggcccggag acccgccccc agggggcacc 
600 

tggagggggt gctatccggg ccccccacac ccggggaggg ggaagcagca caccccccag 
660 

cccaagtgca caaaaagggc cccccttcct ccctccatgc ccactcccCc caggccaaag 
720 

gaagccctcc accccccccc ggaggggagg gagtgacaga aaggggtttc ccagcccccc 
780 

ctccattcag gacgc 
795 

<210> 5940 
<211> 96 
<212> PRT 

<213> Homo sapiens 
<400> 5940 

Cys Lys Arg Lys Glu Gin Glu Gin Gin Lys Glu Arg Ala Leu Gin Pro 

15 10 15 

Lys Lys Gin Arg Leu Val Phe Thr Asp Leu Gin Arg Arg Thr Leu lie 

20 25 30 

Ala lie Phe Lys Glu Asn Lys Arg Pro Ser Lys Glu Met Gin Val Thr 

35 40 45 

He Ser Gin Gin Leu Gly Leu Glu Leu Asn Thr Val Ser Asn Phe Phe 

50 55 60 

Met Asn Ala Arg Arg Arg Cys Met Asn Arg Trp Ala Glu Glu Pro Ser 
65 70 75 80 

Thr Ala Pro Gly Gly Pro Ala Gly Ala Thr Ala Thr Phe Ser Lys Ala 
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85 

<210> 5941 
<211> 2590 
<212> DNA 

<213> Homo sapiens 
<400> 5941 

tttttttttt tttttttttt 
60 

ataagatata aacttaagta 
120 

gctaagcata gcacaccaga 
180 

cttctattct ggacctaata 
240 

agaaggctcc atggacagcg 

300 

aaaaacgcgg gcccccagag 

360 

aaaatgagtt cccttcatgg 
420 

cttgctctgc tgncccaggt 
480 

cctcccgggC tcaagcaatt 
540 

ctgtcatcac ggctggctac 
600 

ccaggctggt ctcaaactcc 
660 

tagggttaca gacatgagcc 
720 

atggataggc ttcgggagaa 
780 

cggttttcta cagagagggt 
840 

gagagtttat tgttagaagt 
900 

gggctgtcta gatcaggata 
960 

atgagaagac ggcaaattca 
1020 

agtgagatgt gaaacgtgag 
1080 

gtgagcatac caagagctac 
1140 

tcatgagtgc ccatgggaca 
1200 

ggcacagtgg cCcatgtctg 
1260 

agggttcagg agtttgagac 
1320 

taaaattagc tcggcatggt 
1380 



ttaatcttct aagtcctttt 
gtacacatga gttttataat 
gcataacaca gtgtgaggga 
attcaataga gaaagaacta 
aacataaagc tctactagct 
aactaaaggt accaatgtgt 
gtcacatcag caatcttttt 
tggagtgcag tggcatgatc 
ctcatgcctc agcctcccga 
tttttgtatt tttagcagag 
tgacctcaag tgatctgctc 
actgtgccca gctacctcat 
cccaagaacc aatgaaatct 
caacagcatg tatattttca 
ccttgggcaa tcaacttgga 
atgttgaatt tgaccctcac 
agggttaatc agaaattaac 
aaaaacatca atgatgaaat 
aggcttggaa gatgaataaa 
gacagggaga aatggacagt 
taaccctagc actttgggag 
gaacctgggt gacatagtga 
gctgcaagat tatagtccct 





95 


aattgttctt 


ataaactagc 


ttactaatct 


ctgacagata 


aataaagtgt 


acaatgacat 


cCCgtagtca 


ctgtggttac 


aacaaatagg 


tcCCaatgac 


ggcagtccaa 


aactacgagg 


ttcccctttt 


gagacagagc 


caggctcact 


gcaacctccg 


gcagccggga 


ttacaggtgc 


acagggtttc 

mm 


accatgttgg 


gcttcagcct 


cccaaagtgc 


caattcttaa 


tctataaacc 


gttggtaagt 


tttatgtgtg 


aagaagtctg 


tggtgcaaaa 


aaagggtgga 


ttgagaatgg 


ttgaggcttt 


tgtacagagg 


accaacatga 


cttggtgatg 


caagcttctg 


acttgcaaca 


gttgggagca 


ttctgttttt 


tgaaagtaca 


agtctagaca 


gctgagatag 


gagaattact 


gagctcatct 


ctacaaaaaa 


cagcctctga 


gcagctggga 
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ttacagatgc tcaccaccac gcctaggtaa tttttgtatt tctagtagag atggggtctc 
1440 

accatattgg ccaggcaggt cttgaactcc tgacctccag agatctgccc acttcagcct 
1500 

cccaaagtgc tgggattaca ggcgtattcc actgtgccca gcctgagttt ctgtttagaa 
1560 

acaacagtct atgatagtat aatcctctct tttttgtaca cagagtaaag aggacaaata 
1620 

ggtgaaagaa taaatgaaag gctggaatcc cacttccccc gctgtcccag ggcattggat 
1660 

attgacggat aggaggcagc aaaccactca cagagccagg aagaaatgaa tgcgttggta 
1740 

ttgccaggag gggaagccgg cccggctgaa atatgctatg accatagcca ggagatactg 
1800 

atggagagaa aggaacacag agagggagag gtcacatcCt ggaagaggaa gattgtggag 
1860 

agggggaatg agggtctggg gaggggctgc ccatcagaga agggacctca gtgttggggt 
1920 

gactactcat ttggaaattg cggga&ggag gggtatttga aggtcggatg caaatccgag 
1980 

aagccagagg aagggttttg ggtgatgctc ccaggatggt: gggctctgat gggatctttg 
2040 

gagggggtgt gtctaggtcg gctggtgtca ggagggtctt ttgtgtgcca ggcagagaac 
2100 

tgtcccgaag agctgagagt agaggggcca ggagcttcag ggctgcggcc agactgtggc 
2160 

ccagagctca gatcccaaag gacccatagg agaggcaggg gccacCcatt cactctgcaa 
2220 

gagaccagca gaatcctgag ggagatgctg acaaatcata aaaagaccaa gaatagccgg 
2280 

gagtggcggc tcaagcctgt gatcccagta ctttttgaga ggtggagaca ggaggatcat 
2340 

gtgagcccag cggttcgaga acaacctggg caacatggtg agaccctgtt tctacaaaca 
2400 

tttcaaaaat tagttgggca tggtggcatg Cgcctagtcc cagctcctca ggaggctgag 
2460 

gaaagaagat tgcttgagcc caggaattag aggccgcaat gagctatgat catgccactg 

2520 

cactccatcc tgggtggctt gagaccctgt: cgttagatcc tagtcttgtc cattgttctt 
2580 

gagcttttta 
2S90 

<210> 5942 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 5942 

Met Ser Ser Leu His Gly Ser His Gin Gin Phe Phe Phe Pro Leu Leu 

1 5 10 ' 15 

Arg Gin Ser Leu Ala Leu Leu Xaa Gin VaX Gly Val Gin Trp His Asp 

20 25 30 

Pro Gly Ser Leu Gin Pro Pro Pro Pro Gly Phe Lys Gin Phe Ser Cys 



5123 



wo 00/58473 



PCTAJSOO/08621 



35 

Leu Ser Leu Pro Ser 
50 

Ala Thr Phe Cys lie 
65 

Gly Trp Ser Gin Thr 

85 

<210> 5943 
<211> 781 
<212> ONA 

<2I3> Homo sapiens 
<400> 5943 

nacgcgttgg cagcggcagg agtaaccaga gggagcatat acgccagttg ggttaaagac 
60 

tgcctggatt gaattgttgg aaatgatctc gactcggcgc aaactaaacc aactctggat 
120 

ggacaacttg ttgtaattgg taaggatgaa tcttatagca agacttctgg ggtttccagc 
180 

atcaccaagc ttcaaagaca accatttgga gttgagacca agcctggaat cctttgctgt 
240 

tttcaaaacg agCCtgagaa cccttgcttt ccaaagtctc atttttctgt cacccaagcC 
300 

ggagagcaat ggcgcgatct cagcCcacca caacctccgc ctcccaggtc caagcaaccc 
360 

tcctgtccca gcctcccgag tagctgggac cacaggcacc cgccaccacg cccggccaac 
420 

ttttgtaccc ttagtagaga cgaggtttca ccgcggtctc gatctcctga cctcatgnna 
480 

tccgcccacc tcggcctccc aaagtgctgg gattacaggc gtgagccact gcgcccagcc 
540 

cagatcagcc ttttatttag caagt caeca tcacaagaca tacaggctaa ggcccaaaag 
600 

aagcccttgg gtttaaaaca aatgtttagg aggagatgag aagtttccca tctttgatgg 
660 

ctacaaaaac catcaaaaca aattcaggtt cagagtctag aaaagatgtt actatttgca 
720 

gcatgggtct gatacagcag ttcttaacgg gtaaactgct ttgttttaaC ttatattaca 
780 

9 

781 

<210> 5944 
<211> 174 
<212> PRT 

<213> Homo sapiens 
<400> 5944 

He val Gly Asn Asp Leu Asp Ser Ala Gin Thr 

15 10 
Gly Gin Leu Val Val He Gly Lys Asp Glu Ser 

20 25 
Gly Val Ser Ser He Thr Lys Leu Gin Arg Gin 



40 

Ser Trp Asp Tyr Arg Cys 
55 

Phe Ser Arg Asp Arg Val 
70 75 
Pro Asp Leu Lys 



45 

Leu Ser Ser Arg Leu 
60 

Ser Pro Cys Trp Pro 

80 



Lys Pro Thr Leu Asp 
IS 

Tyr Ser Lys Thr Ser 
30 

Pro Phe Gly Val Glu 
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Thr Lys 

SO 
Cys Phe 
65 

Arg Asp 

Ser Cys 

Arg Pro 

Ser Arg 
130 
Cys Trp 
145 

Leu Phe 



35 

Pro Gly 

Pro Lys 

Leu Ser 

Leu Ser 
100 
Ala Asn 
115 

Ser Pro 
Asp Tyr 
Ser Lys 



40 

He Leu Cys Cys Phe Gin 
55 

Phe Ser Val Thr 



Ser Hxs 

70 
Ser Pro 
85 

Leu Pro 

Phe Cys 

Asp Leu 

Arg Arg 
150 
Ser Pro 
165 



Gin Pro Pro Pro 
90 

Ser Ser Trp Asp 
105 

He Phe Ser Arg 
120 

Met Xaa Ser Ala 
135 

Glu Pro Leu Arg 

Ser Gin Asp He 
170 



45 

Asn Glu Phe Glu Asn Pro 
60 

Gin Ala Gly Glu 
75 

Pro Arg Phe Lys 



His Arg His Pro 
110 

Asp Glu Val Ser 
125 

His Leu Gly Leu 
140 

Pro Ala Gin He 
155 

Gin Ala Lys Ala 



Gin Trp 

80 
Gin Phe 
95 

Pro Pro 

Pro Arg 

Pro Lys 

Ser Leu 
160 



<210> 5945 

<211> 869 

<212> DNA 

<213> Homo sapiens 



<400> 5945 
nnttcggcct 
60 

gtgcctgggc 
120 

tggatgagtt 
180 

ggtgggacca 
240 

ccacaaatac 
300 

gcaaatcttt 
360 

caacctgtac 
420 

cagaaccctg 
480 

ctagagaaag 
540 

gatgaaaatc 
600 

agagattttt 
660 

ggccatgctc 
720 

ggcaaaaatg 
780 

attgaagaat 
840 

gagcaattaa 
869 



gagagcgggc 
tggtgggaac 
aatgggccgg 
cgagagcgtt 
acgttctgat 
ggaagatgac 
cctaaaagcc 
gacaggctca 
tgaacagttc 
tacgaaaaca 
tgcgatactt 
gtttggcatt 
gagaaaaaat 
tagggtctga 
aagaagagag 



cgaggagatt 
accgcccgaa 
gaccgaaacc 
Cgtaaatatt 
cttgat.gtac 
aagtggatgg 
tgcagaaggg 
ggatttggag 
ctgagaagtg 
gtatgagaag 
acagagctta 
atcCcaaaac 
tcaggttcta 
aggaaaagta 
agaactgct 



ggcgacggtg 
gaagcaccat 
tagccccgga 
atctctgtgg 
ttggaagagg 
aggagtagca 
gatactaaac 
gcaccaggca 
atctctgcag 
agctctcgtt 
cctgcagaag 
cagcagtctt 
acagacaaaa 
gaagaagccc 



tccggtgttt 
gatttcggcc 
cgagaagcgc 
tttttgtcct 
agataacatt 
gqaaacgcaa 
agaagcgagt 
gaagaaaaga 
gtccgtgtga 
tcatgaaagt 
tagaacgtag 
ctggggccgc 
ttgatgtact 
aggggatgat 



tcgttggcgg 
gcgcagttgt 
agcaacgtgc 
gcggaattgt 
agagatgtca 
cagagcagag 
gtttgatcag 
ggattcttct 
aaaaattcat 
tggctatgag 
gatcagacga 
tggcccaaca 
tctgcaacag 
gaaattagtt 
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<210> 5946 
<211> 121 
<212> PRT 

<213> Homo sapiens 
<400> 5946 



Glu 


Val 


He 


Ser 


Ala Gly Pro Cys Glu Lys He 


His Asp Glu Asn I«eu 


1 








5 10 


15 


Arg 


Lys 


Gin 


Tyr 


Glu Lys Ser Ser Arg Phe Met 


Lys Val Gly Tyr Glu 








20 


25 


30 


Arg 


Asp 


Phe 


Leu 


Arg Tyr Leu Gin Ser Leu Leu 


Ala Glu Val Glu Arg 






35 




40 


45 


Arg 


He 


Arg 


Arg 


Gly His Ala Arg Leu Ala Leu 


Ser Gin Asn Gin Gin 




50 






55 


60 


Ser 


Ser 


Gly 


Ala 


Ala Gly Pro Thr Gly Lys Asn 


Gly Glu Lys He Gin 


65 








70 75 


80 


Val 


Leu 


Thr 


Asp 


Lys He Asp Val Leu Leu Gin 


Gin He Glu Glu Leu 










85 90 


95 


Gly 


Ser 


Glu 


Gly 


Lys Val Glu Glu Ala Gin Gly 


Met Met Lys Leu Val 








100 


105 


110 


Glu 


Gin 


Leu 


Lys 


Glu Glu Arg Glu Leu 








115 




120 





<210> 5947 
<211> 2283 
<212> DNA 

<213> Homo sapiens 
<400> 5947 

gacaagtgga ggcgccgctc tagcgcggga ctctgaacta tggcggctag tgatacagag 
60 

cgagatggac tagccccaga aaagacatca ccagatagag ataagaaaaa agagcagtca 
120 

gaagtatctg tttcccctag agcttcaaaa catcattatt caagatcacg atcaaggtca 
180 

agagaaagaa aacgaaagtc agataatgaa ggaagaaaac acaggagccg gagcagaagc 
240 

aaagagcgtg cttatgcgcg aagagactga actgaagaog ctgcagactc agatagcaaa 
300 

ataataagcc tacttcatga tnnaagaacc aacttcttct taaaacaggg aagaagacat 
360 

gaatccaaag ataaatcctc taagaaacat aagtctgagg aacataatga caaagaacaC 

420 

tcttctgata aaggaagaga gcgactaaat tcatctgaaa atggtgagga caggcacaaa 
480 

cgcaaagaaa gaaagtcatc aagaggcaga agtcactcaa gatctaggtc tcgtgaaaga 
540 

cgccatcgta gtagaagcag ggagcggaag aagtctcgat ccaggagtag ggagcggaag 

600 

aaaccgagat ccagaagcag agagaggaag aaatcgagat ccagaagcag ggaaagaaaa 
660 

cggcggatca ggtctcgttc ccgctcaaga tcaagacaca ggcataggac tagaagcagg 
720 
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agtaggacaa 
780 

agcagaagtt 
840 

gatgcacagg 
900 

gaaaaggaaa 
960 

ggaggttctg 

1020 

atagccatgg 
1080 

gctgttccta 
1140 

aaaaaaagga 
1200 

atatgggaaa 
1260 

ggtattaaga 
1320 

ctgaagcagc 
1380 

caaacccaca 
1440 

gcagtttgaa 
1500 

cacgtccttg 
1560 

atttattgaa 
1620 

taatcaggtt 

1680 

agtccatgaa 
1740 

atggattttt 

1800 

tcatctcttg 
1860 

ggtacataat 
1920 

actggcgtta 
1980 

catttggcaa 
2040 

aggccagcta 

2100 

agaaaactta 
2160 

ttgtcaaata 
2220 

cttttatttt 
2280 
aaa 
2283 



ggagtaggag 
taagccggac 
aagctttagc 
tggtcgaaaa 
ttctcaatgt 
cagctcagat 
gctactataa 
aaatgctttg 
aattgaattt 
gCgaagatga 
aggaagaagt 
cacaaagagg 
aatgatcaca 
ttcaccaaac 
aaatacaaat 
aaacccactt 
ttctactttt 
tcgtgtccgc 
aaacatgaaa 
ccagcacaga 
atttaagtta 
ttgctgttag 
actatactac 
ctaaaatagt 
ttacatgtgt 
aataaagtgc 



tcgagataga 
tccaagtcca 
tagaaggttg 
acaaaaacaa 
tgctgccctg 
ggcagccctg 
cccagccgcC 
gcagggcaag 
tggaaacaag 
agccggatgt 
attccgaaat 
aatgggtttg 
cttgtaaagt 
agctagcact 
ttttgtaaat 
ccattaaact 
caaatatata 
tgtcttgtgt 
gaaatgttat 
taagctgggt 
cctgggatgt 
aaaacactag 
agCcaatacc 
atgttttcct 
tattcaggag 
cttataacaa 



aagaagagaa 
cctcccttca 
gaaagggcaa 
caagaaatag 
ttggcatcag 
caagctaaag 
gttaatccaa 
aaagaagggg 
gaccaaaatg 
agctcagttg 
ttagaCgctc 
ggtttcacat 
ttgggactta 
ctagcttgca 
atcagatcag 
tgacaggact 
aaagctgcag 
acttttgtac 
gtagatgttc 
ggtaatgata 
ttctttgaat 
ctagaaatcc 
gtggtgagca 
attataaggg 
atagattaat 
aaaaaaaaaa 



ttgaaaagcc 
gaggcagaaa 
agaaattaca 
ctgcagcagc 
gaacacaagt 
ctttggcaga 
tgaaatttgc 
acaaatccca 
tcaaatttag 
atgaagaaag 
agcatgaaat 
cttcaacgcg 
tagacttctt 
tgggcgctgc 
tgatactggt 
atagaaggat 
gtggggataa 
ttaaccttgt 
tttagaagat 
ataaaaatgg 
ttgttttata 
cctccccacc 
aaaatgtaaa 
acagacttgg 
gcattaaagg 
aaaaaaaaaa 



gagaagattt 
cacagcaatg 
agaacagcga 
tgcagctact 
aacacctcag 
gacaggaata 
tgaacaagag 
atctgctgaa 
gaaattgatg 
Ctacaagact 
ggcaagatca 
aggaatggat 
gttctgatgt 
attgacttta 
gttagtgttg 
aatatttttt 
aatctcatac 
acagttattt 
ctggccattt 
ttttctcaaa 
gtttctgcag 
acccttttta 
aggtggaagg 
tattcagtat 
gatgtaagca 
aaaaaaaaaa 
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<210> 5948 

<2H> 76 

<212> PRT 

<213> Homo sapiens 



<400> 5948 
Met Ala Ala Ser 
1 

Ser Pro Asp Arg 
20 

Pro Arg Ala Ser 
35 

Glu Arg Lys Arg 
50 

Ser Arg Ser Lys 
65 



Asp Thr Glu Arg 
5 

Asp Lys Lys Lys 

Lys His His Tyr 
40 

Lys Ser Asp Asn 

55 

Glu Arg Ala Tyr 
70 



Asp Gly Leu Ala 

10 

Glu Gin Ser Glu 
25 

Ser Arg Ser Arg 

Glu Gly Arg Lys 
60 

Ala Arg Arg Asp 
75 



Pro Glu Lys Thr 
15 

Val Ser Val Ser 
30 

Ser Arg Ser Arg 
45 

His Arg Ser Arg 



<210> 5949 

<211> 4706 

<212> DNA 

<213> Homo sapiens 



<400> 5949 
nggcggtagt 
60 

cagtggcagc 
120 

gcgggtaggc 
180 

gagtggtggg 
240 

ggtcggagga 
300 

tttccacctc 
360 

tttgttcccg 

420 

ggagttcgaa 
480 

gtgagaagct 
540 

ctgcgacaca 
600 

agacctcgag 
660 

agaaggaacg 
720 

ggagtcgact 
780 

ctgagtccac 
840 

tattcagaac 
900 



gcgtcggctg 
tgcggccccg 
cggtagggcc 
gctggggact 
acaagcgccg 
ttttcacttt 
tggttgtcga 
tactgttcgc 
gttctcagcc 
ggcaggtcct 
agcatggttc 
ggagcgggca 
gcagagagat 
taaaagaagt 
caaagaggat 



ctgcccgggt 
accccaagtg 
tgcggtccgg 
ttgagggagt 
ggatctggcg 
ggggacggca 
cgccgaggaa 
tcgctgtgtg 
acgagtcctg 
cagggtttgt 
atcgatagag 
gctgttgtga 
atcaggagag 
gcactttgta 
aatgagagat 



ctggcagaac 
cggggacctc 
cctgcgggag 
tggctctagg 
tgtgtgcccc 
ggcctttata 
agactctggg 
accttggaaa 
tgcaagatca 
gcaagtttgc 
cccgtcaggc 
tccaggccca 
agattgatga 
ttttcaagat 
ttgagaagtt 



tcgggtgttt 
cggcgaacaa 
aactgggtcg 
gcacagtccc 
aggggctctt 
aacggactaa 
ccccaggact 
aaataacaag 
ctaatgatta 
aaacatgctc 
acgagaagaa 
tgtccggagt 
cttttttaaa 
tgccaggaaa 
gtgtcgcagc 



tgggctgaga 
aggtcggcct 
tcagtcctcc 
tgcctggcca 
tccgcggccc 
tgctgggtga 
cacctaaact 
cttttctgaa 
cctggcattt 
accctgtctc 
aggcttgtgc 
tttctctgtc 
gcagatgacc 
ctgccgctcc 
atcctgagca 
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gcatggatgc 
960 

tcacccccct 
1020 

agcagctcaa 
1080 

ttgtcaccct 
1140 

gaccagcgat 
1200 

attctgtgct 
1260 

aaggcacttt 
1320 

cagacaatct 
1380 

atctcagcac 

1440 

aattcatcat 
1500 

gatgccatac 
1560 

tgttagagga 
1620 

ggaagtatgt 
1680 

tctcccaatc 
1740 

agtccttgtg 
1800 

CacCggagag 
1860 

tgaagagtcC 
1920 

ctgtcggggg 
1980 

tctaccagac 
2040 

cttacctcga 
2100 

gagggttaaa 
2160 

tggccatgct 
2220 

ttgaagttta 
2280 

tcctgaatCc 
2340 

agaccttgga 
2400 

gccggcggcg 
2460 

tcttccaaga 
2S20 



tgagaatgag 
ttggattcaa 
gcctgaaatc 
cacagacact 
gaaccacatt 
gcagatattg 
aacagcagct 
gattcggccg 
agtgacccct 
atttttaaga 
gctttgtcta 
ggagacagat 
gtctcagaag 
tgtggattat 
gggggtgcct 
ccaggagcca 
cctaaagcgt 
taaacgggtc 
ctcgctgaca 
tgacctgctt 
gctcttcttg 
gatgctgttc 
tgaagaacag 
ttttgtgttt 
gctgttccag 
cttcaccccc 
actcgacagg 



cctaaggtgt 
cagatcaaga 
ccgcaggact 
tcaacgtgga 
tgtgcaaata 
ttaacccgtg 
ttttctctag 
ttcctcatcc 
gagcgcctca 
gaccaagatc 
atgggcaacc 
gggttcgtga 
aagtccaacc 
ggccctaacg 
ctgatccgga 
gcccacgcac 
gcttttcaaa 
gactccgcag 
actctcacac 
cccaaactgt 
gaatgcctga 
tgtgactgtt 
atttcattca 
aagatgatcc 
tctgtccacg 
gaggaccact 
gacagaaaac 



ggtatgtgtc 
acattttgtg 
cccgactcac 
aaattcttcg 
taatgggaca 
gcctggcaag 
cgttacgccc 
acatcatgtc 
ctgttttaga 
gatgccgtga 
tcctacactt 
gtttgcCcac 
tgacccactg 
agtcaatgca 
tcttcttctg 
agccagcatc 
agtcggcatc 
aagtccagaa 
agattcggct 
gggcatttat 
acaatgacac 
cgcggcacct 
aactggaaga 
gggatggaat 
ggtggcttat 
ggctgcgaaa 
gggcacagtt 



cctggcttgt 
gtactgctgt 
caccctgtac 
gggaaaaggt 
tctcaaccag 
accccgtcct 
tgtgattgct 
tgtgcctgct 
atcccatgac 
Cgtatgtgaa 
gggctccctc 
ccagacgctg 
gcatcctgtc 
cttgatcacc 
tgacatcctg 
ccctcagaat 
agtccggaat 
ggtttgcaac 
gcagatactc 
ctgtgagctc 
tgaagagtcc 
catcacaatc 
gctggtcact 
tgtagagaac 
ggtgctgtac 
ggatcCcaaa 
gatcctgcag 



tctaaggacc 
gattttctca 
ctcacgatgc 
gaaagtcttc 
catggatttt 
tgtctaccca 
gcacagttct 
ctggtgactc 
atgcttcgta 
agttcagaag 
agccccagag 
tgctactgtc 
cttggctggt 
aaacagctgc 
agcaagaagc 
gtgctcccag 
attctcaggc 
atctgtgtcc 
acaggtctca 
gggccccacg 
aagcaactcc 
cttgatgaca 
atctcctctt 
gccaagggtg 
gagcgggact 
cctagcgtgc 
tacatcccac 
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atgtcatccc 
2580 

agaaactggg 
2640 

gccggtccag 
2700 

agagctgcta 
2760 

ggctacgagc 
2B20 

tttgtcaatg 
2680 

ttcttggaag 
2940 

agtggggatg 
3000 

ctcttcgagt 
3060 

gtgccatttg 
3120 

agctcggtgg 
3180 

aagcgctatg 
3240 

atgggtcagc 
3300 

gaaaataaaa 
3360 

aaccaaacag 
3420 

atgttctcaa 
3480 

gaagatctaa 
3540 

atctggctct 
3600 

aagttcgtga 
3660 

ttctccatcc 
3720 

gtcctccggg 
3780 

tccacctgct 
3840 

aagctgcgct 
3900 

ccctgcctcc 
3960 

tgggaatgtg 
4020 

actccttgtg 
4080 

gatgcccaag 
4140 



tcacaaaaac 
gctggtggaa 
gatgctggag 
ggaaggcagt 
agctcaggca 
acctcggggt 
agatcatcaa 
agaggctgta 
ctgtggggaa 
catcctcctt 
atgaactgcc 
atggggacat 
ttgtttgcca 
ttagctacat 
ctgccctcat 
ctcctgaact 
agaagcacac 
gggatattct 
ccagctgctc 
gctgcgtgga 
gcttcttcac 
tcaacctgct 
acgccatcag 
agggctcctg 
accaacatgc 
gcctcaagaa 
gcacagggct 



agagctctac 
accagctctg 
agcttgtttg 
gtgtgctgaa 
gctctcccag 
ggacgaagca 
gagagttttt 
cccctcaccc 
gatgctgggg 
cctgagccaa 
ttctctggac 
cactgacctg 
tgaactgatt 
ccatctgatg 
tagcggattc 
gcagcgtctc 
agtctactac 
ggcctccgac 
cagacccccg 
ggtgtcggac 
catccgcaag 
caagctgccc 
catgaacacg 
ggctgccagg 
caggtgacat 
atttagacgc 
gcagaaaata 



tgtttcgaac 
cctccccgca 
agtgcccctg 
cagtggatgt 
cacgccacga 
gggattgatc 
gacccagcac 
acatcctaca 
aaggctgtgc 
ctgcttgggc 
tccgagttct 
ggcctgacgc 
cctggaggga 
gcacattttc 
cgttccatca 
atctctggcg 
ggtggtttcc 
ttcacaccgg 
ctcccgggat 
gatcaggaca 
cgggagccag 
aactacagca 
ggctttgaac 
gaccttcagc 
tggcccctag 
ccacgacagc 
aacctccaga 



catggttacc 
tgccacccac 
gccactggtg 
ttctgacatt 
agggggtcat 
aagacggtgt 
tcaatctgtt 
tccatgagaa 
atgagggaat 
accaccacag 
ataaaaacct 
tgccttacga 
agaccattcc 
gaatgcacac 
tcaaacccga 
acaaCgctga 
atggaagtca 
atgagagagc 
tcgcctacct 
ccggggacac 
gcggccgcct 
agaagagcgt 
tctcctagct 
tcccagaggc 
accctctcta 
actacacagc 
ttccaccaac 



aaggagaagg 
atcaccatcc 
atcaatgccg 
cttcaaggac 
ccgtgtgaag 
ttttaaggag 
caagacaacc 
ttacccgcag 
tgtggtggac 
cgtcttctat 
cacctccatc 
cgaggacgtc 
tgttacaaat 
tcaaataaaa 
gtggatccga 
gattgatctg 
cagagtcatc 
tatgtttctg 
caagcctcca 
tctgggcagc 
gcccacctcc 
cctccgcgag 
cctgtcccag 
agtgtggccc 
tagccatgag 
atctccaggt 
acgggtccat 
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tcttcctggt gatggcagag gggcttcttt tagctagttt gatcttttgg gagtctgtct 
4200 

ttccttagcc gtctgagtga gctgtgtatg aacaagtccc aggagttcca agagtctaga 
4260 

gtggtttttg cagcatgggt tgagtgtaca aagcctactg tgcgtgagat cctctccttc 
4320 

cgtttctgaa acctcttact caggtaaggc ctcgccaagc ctctatgcac cccacaaagt 
4380 

ttctgcctcc atgccgtcca cagcgcctct tcccagacag ccaggcccat ctgctgccca 
4440 

gggaagcgca ggcgcctgct agggacgcca tggacaccgt gagtccaagg cgctgctccC 
4500 

gccttgaagc cacgcgctcc acgccgcggc cctcccattt tctgcgtcct cagcgggctg 
4560 

agctgccaga gagtcctccc ggacctattc ccgtcctatg cattcacatc ggcatcctgg 
4620 

tttgggggaa gaaaaacaac ggcccttagc agcagccccg tctccagaat gtgctgcctg 
4680 

ttccccaaag cctgctCgtc ccgcgg 
4706 

<210> 5950 
<211> 397 
c212> PRT 

<213> Homo sapiens 



<400> 5950 



Met 


Pro 


Arg 


Ala 


Ala 


Arg 


Lys 


Ala 


Val 


Cys 


Ala 


Glu 


Gin 


Trp 


Met 


Phe 


1 








5 










10 










15 




Leu 


Thr 


Phe 


Phe 


Lys 


Asp 


Gly 


Tyr 


Glu 


Gin 


Leu 


Arg 


Gin 


Leu 


Ser 


Gin 








20 










25 










30 






His 


Ala 


Met 


Lys 


Gly 


Val 


He 


Arg 


Val 


Lys 


Phe 


Val 


Asn 


Asp 


Leu 


Gly 






35 










40 










45 








val 


Asp 


Glu 


Ala 


Gly 


He 


Asp 


Gin 


Asp 


Gly 


Val 


Phe 


Lys 


Glu 


Phe 


Leu 




50 










55 










60 










Glu 


Glu 


He 


He 


Lys 


Arg 


Val 


Phe 


Asp 


Pro 


Ala 


Leu 


Asn 


Leu 


Phe 


Lys 


65 










70 










75 










80 


Thr 


Thr 


Ser 


Gly 


Asp 


Glu 


Arg 


Leu 


Tyr 


Pro 


Ser 


Pro 


Thr 


Ser 


Tyr 


He 










85 










90 










95 




His 


Glu 


Asn 


Tyr 


Leu 


Gin 


Leu 


Phe 


Glu 


Phe 


Val 


Gly 


Lys 


Met 


Leu 


Gly 








100 










105 










110 






Lys 


Ala 


Val 


Tyr 


Glu 


Gly 


He 


Val 


Val 


Asp 


Val 


Pro 


Phe 


Ala 


Ser 


Phe 






115 










120 










125 








Phe 


Leu 


Ser 


Gin 


Leu 


Leu 


Gly 


His 


His 


His 


Ser 


Val 


Phe 


Tyr 


Ser 


Ser 




130 










135 










140 










Val 


Asp 


Glu 


Leu 


Pro 


Ser 


Leu 


Asp 


Ser 


Glu 


Phe 


Tyr 


Lys 


Asn 


Leu 


Thr 


145 










150 










155 










160 


Ser 


He 


Lys 


Arg 


Tyr 


Asp 


Gly 


Asp 


He 


Thr 


Asp 


Leu 


Gly 


Leu 


Thr 


Leu 










165 










170 










175 




Ser 


Tyr 


Asp 


Glu 


Asp 


Val 


Met 


Gly 


Gin 


Leu 


Val 


Cys 


His 


Glu 


Leu 


He 








180 










185 










190 






Pro 


Gly 


Gly 


Lys 


Thr 


He 


Pro 


Val 


Thr 


Asn 


Glu 


Asn 


Lys 


He 


Ser 


Tyr 






195 










200 










205 








He 


His 


Leu 


Met 


Ala 


His 


Phe 


Arg 


Met 


His 


Thr 


Gin 


He 


Lys 


Asn 


Gin 



5131 



wo 00/58473 



PCTAJSOO/08621 



210 215 220 

Thr Ala Ala Leu lie Ser Gly Phe Arg Ser He He Lys Pro Glu Trp 
225 230 235 240 

He Arg Met Phe Ser Thr Pro Glu Leu Gin Arg Leu He Ser Gly Asp 

245 250 255 

Asn Ala Glu He Asp Leu Glu Asp Leu Lys Lys His Thr Val Tyr Tyr 

260 265 270 

Gly Gly Phe His Gly Ser His Arg Val He He Trp Leu Trp Asp He 

275 260 285 

Leu Ala Ser Asp Phe Thr Pro Asp Glu Arg Ala Met: Phe Leu Lys Phe 

290 295 300 

Val Thr Ser Cys Ser Arg Pro Pro Leu Leu Gly Phe Ala Tyr Leu Lys 
305 310 315 320 

Pro Pro Phe Ser He Arg Cys Val Glu Val Ser Asp Asp Gin Asp Thr 

325 330 335 

Gly Asp Thr Leu Gly Ser Val Leu Arg Gly Phe Phe Thr He Arg Lys 

340 345 350 

Arg Glu Pro Gly Gly Arg Leu Pro Thr Ser Ser Thr Cys Phe Asn Leu 

355 360 365 

Leu Lys Leu Pro Asn Tyr Ser Lys Lys Ser Val Leu Arg Glu Lys Leu 

370 375 380 

Arg Tyr Ala He Ser Met Asn Thr Gly Phe Glu Leu Ser 
385 390 395 

<210> 5951 

<211> 1724 

<212> DNA 

<213> Homo sapiens 



<400> 5951 

ngaaatcttg tataccgccc gcgagaagaa 
60 

atctccggct ccggctgcaa tgtgttcctg 
120 

agaggagggg tcgccaggtt cccgtctgct 

180 

tgcattcgtt ttaatttttg gaaatctctc 
240 

gtcctgatct ggcggccgct cctaccaccc 
300 

tctccctccc tgcctccctg actttgcaac 
360 

gggaggaggc gggggagctg cgaacaccca 
420 

gaggaggaag ccaggagctg agcgcgccgc 
480 

ccgggctccg ggcgccctgc cctgcgcctg 
540 

ccccgcttcc cgcccggggg gttcgcggcc 
600 

atctgcatgc cgctcaccgt agacgagtac 
660 

cacagccatg aacagagtga ccggggagaa 
720 



gccgatcgag cctttgtctg gaaagtcagc 
gtgacattag catcgggcag acccgccagg 
ttcggaggcg gatcgagcgg gtgacttttg 
ttttttcctc cctcgctcgc tgccgggcat 
tgggcagccg agcagagtgg tccccagcgg 
accgcgttcc gggaggaccg gcctcggcga 
gacccaaacc ctgacatgct ctggggcgga 
gtgggctgct tcgccctccg gctccgagcg 
ggcagcagcc ttgctggtct tgggggcgcc 
ggcaggacca tgctgctgaa agagtaccgg 
aaaattggac agctgtacat gatcagcaaa 
ggggtggagg tcgtccagaa tgagcccttt 
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gaggaccctc accatggcaa tgggcagttc accgagaagc gggtgtatct caacagcaaa 
780 

ccgcctagtt gggctagagc tgttgtcccc aaaatatttt atgtgacaga gaaggcttgg 
840 

aactattatc cctacacaat tacagaatac acatgttcct ttctgccgaa attctccatt 
900 

catatagaaa ccaagtatga ggacaacaaa ggaagcaatg acaccatttt cgacaatgaa 
960 

gccaaagacg tggagagaga agtttgcttt attgatattg cctgcgatga aattccagag 
1020 

cgctactaca aagaatctga ggatcctaag cacttcaagt cagagaagac aggacgggga 
1080 

cagttgaggg aaggctggag agatagtcat cagcctatca tgtgctccta caagctggtg 
1140 

actgtgaagt ttgaggtctg ggggcttcag accagagtgg aacaatttgt acacaaggtg 
1200 

gtccgagaca ttctgctgat tggacataga caggcttttg cacgggttga tgagtggtat 
1260 

gacatgacaa tggatgaagt ccgagaa^tt gaacgagcca ctcaggaagc caccaacaag 

1320 

aaaatcggca ttttcccacc tgcaatttct atctccagca tccccctgct gccttctccc 
1380 

gtccgcagtg cgccttctag tgctccatcc acccctctct ccacagacgc acccgaattt 
1440 

ctgtccgttc ccaaagatcg gccccggaaa aagtctgccc cagaaactct cacacttcca 

1500 

gaccctgaga aaaaagccac cctgaattta cccggcatgc actcttcaga taagccatgt. 
1560 

cggcccaaat ctgagtaact ttatataaat atctcatggg gttttatatt ttcatttgtt 
1620 

gttgttgttt ttttttaaga atcttctgat agagaaaaag actgctttgc cactcaaaca 
1680 

tgttccttcg accttaaaaa aaaaaaaaaa aaaaaaaaaa aaaa 
1724 

<210> 5952 

<211> 378 

<212> PRT 

<213> Homo sapiens 



<400> 5952 



Ala 


Arg 


Arg 


Val 


Gly Cys Phe Ala Leu Arg Leu 


Arg 


Ala 


Pro 


Gly 


Ser 


1 








5 10 








15 




Gly 


Arg 


Pro 


Ala 


Leu Arg Leu Gly Ser Ser Leu 


Ala 


Gly 


Leu 


Gly 


Gly 








20 


25 






30 






Ala 


Pro 


Arg 


Phe 


Pro Pro Gly Gly Phe Ala Ala 


Gly 


Arg 


Thr 


Met 


Leu 






35 




40 




45 








Leu 


Lys 


Glu 


Tyr 


Arg lie Cys Met Pro Leu Thr 


Val 


Asp 


Glu 


Tyr 


Lys 




50 






55 


60 










lie 


Gly 


Gin 


Leu 


Tyr Met lie Ser Lys His Ser 


His 


Glu 


Gin 


Ser 


Asp 


65 








70 75 










80 


Arg 


Gly 


Glu 


Gly 


Val Glu Val Val Gin Asn Glu 


Pro 


Phe 


Glu 


Asp 


Pro 










85 90 








95 




His 


His 


Gly 


Asn 


Gly Gin Phe Thr Glu Lys Arg 


Val 


Tyr 


Leu 


Asn 


Ser 
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100 






105 










110 






Lys 


Leu 


Pro 
115 


Ser 


Trp Ala Arg 


Ala 
120 


val 


Val 


Pro 


Lys 


He 
125 


Phe 


Tyr 


Val 


Thr 


Glu 
130 


Lys 


Ala 


Trp Asn Tyr 
135 


Tyr 


Pro 


Tyr 


Thr 


He 
140 


Thr 


Glu 


Tyr 


Thr 


Cys 


Ser 


Phe 


Leu 


Pro Lys Phe 


Ser 


He 


His 


He 


Glu 


Thr 


Lys 


Tyr 


Glu 


145 








150 








155 










160 


Asp 


Asn 


Lys 


Gly 


Ser Asn Asp 
165 


Thr 


He 


Phe 
170 


Asp 


Asn 


Glu 


Ala 


Lys 
175 


Asp 


val 


Glu 


Arg 


Glu 
180 


Val Cys Phe 


He 


Asp 
185 


He 


Ala 


Cys 


Asp 


Glu 
190 


He 


Pro 


Glu 


Arg 


Tyr 
195 


Tyr 


Lys Glu Ser 


Glu 
200 


Asp 


Pro 


Lys 


His 


Phe 
205 


Lys 


Ser 


Glu 


Lys 


Thr 
210 


Gly 


Arg 


Gly Gin Leu 
215 


Arg 


Glu 


Gly 


Trp 


Arg 
220 


Asp 


Ser 


His 


Gin 


Pro 


lie 


Met 


Cys 


Ser Tyr Lys 


Leu 


Val 


Thr 


Val 


Lys 


Phe 


Glu 


Val 


Trp 


225 








230 








235 










240 


Gly 


Leu 


Gin 


Thr 


Arg Val Glu 

245 


Gin 


Phe 


Val 
250 


His 


Lys 


Val 


Val 


Arg 
255 


Asp 


He 


Leu 


Leu 


He 
260 


Gly His Arg 


Gin 


Ala 
265 


Phe 


Ala 


Trp 


Val 


Asp 
270 


Glu 


Trp 


Tyr 


Asp 


Met 
275 


Thr 


Met Asp Glu 


Val 
280 


Arg 


Glu 


Phe 


Glu 


Arg 
285 


Ala 


Thr 


Gin 


Glu 


Ala 
290 


Thr 


Asn 


Lys Lys He 
295 


Gly 


He 


Phe 


Pro 


Pro 
300 


Ala 


He 


Ser 


He 


Ser 


Ser 


He 


Pro 


Leu Leu Pro 


Ser 


Ser 


Val 


Arg 


Ser 


Ala 


Pro 


Ser 


Ser 


305 








310 








315 










320 


Ala 


Pro 


Ser 


Thr 


Pro Leu Ser 
325 


Thr 


Asp 


Ala 
330 


Pro 


Glu 


Phe 


Leu 


Ser 
335 


Val 


Pro 


Lys 


Asp 


Arg 
340 


Pro Arg Lys 


Lys 


Ser 
345 


Ala 


Pro 


Glu 


Thr 


Leu 
350 


Thr 


Leu 


Pro 


Asp 


Pro 
355 


Glu 


Lys Lys Ala 


Thr 
360 


Leu 


Asn 


Leu 


Pro 


Gly 
365 


Met 


His 


Ser 


Ser 


Asp 
370 


Lys 


Pro 


Cys Arg Pro 
375 


Lys 


Ser 


Glu 















<210> 5953 
<211> 777 
<212> DNA 

<213> Homo sapiens 

<400> 5953 

tttcggcacg aggcccggag tcgtaagagg tctccgcgcc gctccctgta caaactggtg 
60 

ggctcgccgc cttggaaaga ggctttccgg cagagatgcc tggagagaat gagaaacagc 
120 

cgggacaggc tcctaaacag gtaccgccag ctgngaagca gtgggccagg gaattctcag 
180 

aacagctttc tagttcaaga ggtgatggaa gaagagtgga atgctttgca gtcagtggag 
240 

aattgtccag aagacttggc tcagctggag gagctgatag acatggctgt gctggaggaa 
300 

attcaacagg agctgatcaa ccaagagcag tccatcatca gcgagtatga gaagagcttg 
360 
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cagtttgatg aaaagtgtct cagcatcatg ctggctgagt gggaggcaaa cccacCcatc 
420 

tgtcctgtat gtacaaagcc tgtgatactt gggctgtgat cctctagagc cagcttggac 
480 ' 

tcacatcatt ctatggggtt gaagacaact cattccctct gaggagcctt gtacatacaa 
540 

gccttttatt tataacttat tttgtattga aacttttaaa caatactgaa gaaaaaaaaa 
600 

ctcttccgac acctgttcct ggtcttttgt gacgcaggct gaagggggag gaatagaaaa 
660 

agacaaactg ccttggagga gataaaccaa ttttatgtct atcatgttat acaaaaatct 
720 

agaaataata gatttgtaca gaaaaaaatg ataataaatg agaacacaaa acatata 
777 

<210> 5954 
<211> 152 
<212> PRT 

<213> Homo sapiens 
<400> 5954 

Phe Arg His Glu Ala Arg Ser Arg Lys Arg Ser Pro Arg Arg Ser Leu 

15 10 15 

Tyr Lys Leu Val Gly Ser Pro Pro Trp Lys Glu Ala Phe Arg Gin Arg 

20 25 30 

Cys Leu Glu Arg Met Arg Asn Ser Arg Asp Arg Leu Leu Asn Arg Tyr 

35 40 45 

Arg Gin Leu Xaa Ser Ser Gly Pro Gly Asn Ser Gin Asn Ser Phe Leu 

50 55 60 

Val Gin Glu Val Met Glu Glu Glu Trp Asn Ala Leu Gin Ser Val Glu 
65 70 75 80 

Asn Cys Pro Glu Asp Leu Ala Gin Leu Glu Glu Leu lie Asp Met Ala 

85 90 95 

Val Leu Glu Glu lie Gin Gin Glu Leu lie Asn Gin Glu Gin Ser He 

100 105 110 

He Ser Glu Tyr Glu Lys Ser Leu Gin Phe Asp Glu Lys Cys Leu Ser 

115 120 125 

He Met Leu Ala Glu Trp Glu Ala Asn Pro Leu He Cys Pro Val Cys 

130 135 140 

Thr Lys Pro Val He Leu Gly Leu 
145 150 



<210> 5955 

<211> 1459 

<212> DNA 

<213> Homo sapiens 



<400> 5955 
nncaattgga 
60 

agatatcctg 
120 

gctcagcctg 
180 



ctgcattatc 
gagggctcat 
tgatctgtat 



aaacacatgt 
gagtgaattt 
ccactcagca 



gctatgtaca 
agtccaagat 
tgcacttggg 



tcctcagtgc 
ttaaagccct 
cagatgattt 



acctgccagc 
gcccccaggt 
gtctgtgtgc 
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tacccttccc cccatattac catacatatg cacggcggga ccagcagcga cggtagcagc 
240 

agcatggccg cgatctatgg gggtgtagag gggggaggca cacgatccga ggtcctttta 
300 

gtctcagagg aCgggaagat cccggcagaa gcagatggac tgagcacaaa ccactggctg 
360 

atcgggacag acaagtgtgt ggagaggatc aatgagatgg tgaacagggc caaacggaaa 
420 

gcaggggtgg atcctctggt accgctgcga agcttgggcc tatctctgag cggtggggac 
480 

caggaggacg cggggaggat cctgatcgag gagctgaggg accgatttcc ctacctgagt 
540 

gaaagctact taatcaccac cgatgccgcc ggctccatcg ccacagctac accggatggt 

600 

ggagctgtgc tcacatccgg aacaggctcc aactgcaggc tcatcaaccc tgatggctcc 
660 

gagagtggct gcggcggctg gggccatatg atgggtgatg agggttcagc cctctctgct 
720 

ccctcagcct actggatcgc acaccaagca gtgaaaatag tgtttgactc cattgacaac 
780 

ctagaggcgg ctcctcatga tatcggctac gtcaaacagg ccatgttcca ctatttccag 
640 

gtgccagatc ggctagggat actcactcac ccgtataggg actttgataa atgcaggtct 
900 

gctgggtttt gccggaaaat tgcagaaggt gctcagcagg gagaccccct ttcccgctat 
960 

atcttcagga aggctgggga gatgctgggc agacacatcg tagcagtgtt gcccgagatt 
1020 

gacccggtct tgttccaggg caagattgga ctccccatcc tgtgcgtggg ctctgtgtgg 
1060 

aagagctggg agctgccgaa ggaaggtttt cttttggcgc tgacccaggg cagagagatc 
1140 

caggctcaga acttcttctc cagcttcacc ctgatgaagc CgaggcacCc ctccgctctg 
1200 

ggtggggcca gcctaggggc caggcacatc gggcacctcc tccccatgga ctatagcgcc 

1260 

aatgccatCg ccttctattc ctacaccttt tcctaggggg ctggtcccgg ctccaccccc 

1320 

tccaagctca gtggacaccg ggcctgaaag gaaggagtct tttgcttcct ttctcctttt 
1380 

tacaaaaaca aacatagaag aaaataaatg cactttatcc actccccaaa aaaaaaaaaa 
1440 

aaaaaaaaaa aagtcgacg 
1459 

<210> 5956 

<211> 431 

<212> PRT 

<213> Homo sapiens 

<400> 5956 

Xaa Asn Trp Thr Ala Leu Ser Asn Thr Cys Ala Met Tyr lie Leu Ser 

15 10 IS 

Ala Pro Ala Ser Arg Tyr Pro Qly Gly Leu Met Ser Glu Phe Ser Pro 
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20 25 30 



Arg 


Phe 


Lys 


Ala 


Leu 


Pro Pro Gly Ala Gin Pro Val 


He Cys He 


His 






35 






40 


45 




Ser 


Ala 


Cys 


Thr Trp 


Ala Asp Asp Leu Ser Val Cys 


Tyr Pro Ser 


Pro 




50 








55 60 






His 


He 


Thr 


He 


His 


Met His Gly Gly Thr Ser Ser 


Asp Gly Ser 


Ser 


65 










70 75 




80 


Ser 


Met 


Ala 


Ala 


He 


Tyr Gly Gly Val Glu Gly Gly 


Gly Thr Arg 


Ser 










85 


90 


95 




Glu 


Val 


Leu 


Leu 


val 


Ser Glu Asp Gly Lys He Leu 


Ala Glu Ala 


ASD 








100 




105 


110 




Gly Leu 


Ser 


Thr 


Asn 


His Trp Leu He Gly Thr Asp 


Lys Cys Val 


Glu 

P* 






115 






120 


125 




Arg 


He 


Asn 


Glu 


Met 


Val Asn ArQ Ala Lvs ArQ Lvs 


Ala Glv Val 


ASD 




130 








135 140 






Pro 


Leu 


Val 


Pro 


Leu 


Arq Ser Leu Glv Leu Ser Leu 


Ser Gly Gly 


Asp 


145 










150 155 




160 


Gin 


Glu 


Asp 


Ala Gly 


Arof He Leu He Glu Glu Leu 


Arcf AsD Arcf 


Phe 










165 


170 


175 




Pro 


Tyr 


Leu 


Ser 


Glu 


Ser Tvr Leu He Thr Thr Asd 


Ala Ala Glv 










180 




185 


190 




He 


Ala 


Thr 


Ala 


Thr 


Pro AsD Glv Glv Val Val Leu 


Tie S^i" t3Xv 


Thr 






195 






200 


205 




Gly Ser 


Asn 


Cys 


Arg 


Leu He Asn Pro Aso Glv Ser 


Glu SeiP (31v 






210 








215 220 






Gly Gly 


Trp 


Gly His 


Met Met Glv Aso Glu Glv Ser 


Ala Leu Ser 


Ala 


225 










230 235 




240 


Pro 


Ser 


Ala 


Tyr 


Trp 


He Ala His Gin Ala Val Lvs 


He Val Phe 


Aso 

PBW v# 










245 


250 


255 




Ser 


He 


Asp 


Asn 


Leu 


Glu Ala Ala Pro His Asp He 


Glv Tvr Val 


Lvs 








260 




265 


270 




Gin 


Ala 


Met 


Phe 


His 


Tyr Phe Gin Val Pro Asp Arg 


Leu Gly He 


Leu 






275 






280 


285 




Thr 


His 


Leu 


Tyr Arg 


Asp Phe Asp Lys Cys Arg Phe 


Ala Gly Phe 


Cys 




290 








295 300 






Arg 


Lys 


He 


Ala 


Glu 


Gly Ala Gin Gin Gly Asp Pro 


Leu Ser Arg 


Tyr 


305 










310 315 




320 


He 


Phe 


Arg 


Lys 


Ala 


Gly Glu Met Leu Glv Ara His 

^™ M ^M P ■ W PP MP *P "PP ^P ^P W ■ 9^P • • PP 


He Val Ala 

^P Mi %iP P iM A tfP^k %A 


Val 










325 


330 


335 




Leu 


Pro 


Glu 


lie 


Asp 


Pro Val Leu Phe Gin Gly Lys 


He Gly Leu 


Pro 








340 




345 


350 




lie 


Leu 


Cys 


Val 


Gly 


Ser Val Trp Lys Ser Trp Glu 


Leu Leu Lys 


Glu 






355 






360 


365 




Gly Phe 


Leu 


Leu 


Ala 


Leu Thr Gin Gly Arg Glu He 


Gin Ala Gin 


Asn 




370 








375 380 






Phe 


Phe 


Ser 


Ser 


Phe 


Thr Leu Met Lys Leu Arg His 


Ser Ser Ala 


Leu 


385 










390 395 




400 


Gly OXy 


Ala 


Ser 


Leu 


Gly Ala Arg His He Gly His 


Leu Leu Pro 


Met 










405 


410 


415 




Asp Tyr 


Ser 


Ala 


Asn 


Ala He Ala Phe Tyr Ser Tyr 


Thr Phe Ser 










420 




425 


430 





<210> 5957 
<211> 855 
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<212> DNA 

<213> Homo sapiens 

<400> 5957 

atggcggagt cgttgaggtc tccgcgccgc tccctgtaca aactggtggg ctcgccgcct 
60 

tggaaagagg ctttccggca gagatgcctg gagagaatga gaaacagccg ggacaggctc 

120 

ccaaacaggt accgccaggc tggaagcagt gggccaggga attctcagaa cagctttcCa 

180 

gctcaagagg tgatggaaga agagtggaat gccttgcagt cagtggagaa ttgtccagaa 

240 

gacttggctc agctggagga gctgatagac atggctgcgc tggaggaaat tcaacaggag 
300 

ctgatcaacc aaggcctgtg atacttgggc tgtgatcctc tagagccagc ttggactcac 
360 

atcattctat ggggttgaag acaactcact ccctctgagg agccttgtac atacaagcct 
420 

tttatctata acttattttg tattgaaact tttaaacaaC actgaagaaa aaaaaacttt 
480 

cccgacatct gttcttggtc ttttgtgaca caggttgaag ggggaggaat agaaaaagac 
540 

aaactgcctt ggaggagata aaccaatttt atgtctatca cgttatacaa aaatctagaa 
600 

ataatagatt tgtacagaaa aaaatgataa taaatgagag cacaaaacat ataatttaaa 
660 

tctggtattt tttcccccat gatattagga tgataatcac tccaaagcac atgtctagct 

720 

tcagagtagg atttgttcac tggccaaagc ctgccatgaa actatggctt tcagcatctg 
780 

tctgctctac tggctcctga caaaactctt gaggtcttca agaaaagtaa tgtactcctg 
840 

gtgctccagg gctgt 
855 

<210> 5958 

<211> 106 

<212> PRT 

<213> Homo sapiens 



<400> 5958 



Met Ala 


Glu 


Ser 


Leu 


Arg 


Ser 


Pro 


Arg 


Arg 


Ser Leu Tyr 


Lys Leu Val 


1 






5 










10 




15 


Gly Ser 


Pro 


Pro 


Trp 


Lys 


Glu 


Ala 


Phe 


Arg 


Gin Arg Cys 


Leu Glu Arg 






20 










25 






30 


Met Arg 


Asn 


Ser 


Arg 


Asp 


Arg 


Leu 


Leu 


Asn 


Arg Tyr Arg 


Gin Ala Gly 




35 










40 






45 




Ser Ser 


Gly 


Pro 


Gly 


Asn 


Ser 


61x1 


Asn 


Ser 


Phe Leu Val 


Gin Glu Val 


50 










55 








60 




Met Glu 


Glu 


Glu 


Trp 


Asn 


Ala 


Leu 


Gin 


Ser 


Val Glu Asn 


Cys Pro Glu 


65 








70 










75 


80 


Asp Leu 


Ala 


Gin 


Leu 


Glu 


Glu 


Leu 


He 


Asp 


Met Ala Val 


Leu Glu Glu 








85 










90 




95 


lie Gin 


Gin 


Glu 


Leu 


He 


Asn 


Gin 


Gly 


Leu 
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100 105 

<210> 5959 

<211> 630 

<212> DNA 

<213> Homo sapiens 

<400> 5959 

gatgagaaga ttcagccaat attagacaaa gtaggctctt tggtaaacgc aaggcttgaa 
60 

ttttctcggg gccttatgat gctggttctt gagaagttag ccactgatat tccttgcctg 

120 

ctatatgatg acaatctctt ctgtcatttg gtggatgaag tacccttgtt tgaaagggag 

180 

ctacacagtg ttcatggcta tcctggcact tttgctaact gCatgcatat tctatcagag 

240 

gaaacctgtt ttcaaagatg ggtgacgggg gagagaaaat ttgctcCCca aaaaatggac 
300 

tcaatgcttt cctcagaagc tgcctgggta tcgcaatata aggatatcac tgacgtggat 
360 

gaaatgaaag ttccagattg tgcagaaact tttatgactc tactcttggt tataactgac 
420 

aggtataaaa atcttcccac agcttcccga aagcttcagt tcctggagct acagaaggac 
480 

Ctagtagatg attttaggat acgactaaca caagtgatga aagaagagac tagagcttcc 
540 

cttggcttcc gatactgtgc aattcttaat gctgtgaact acatctcaac agtactagca 
600 

gattgggctg acaatgtttt ctttctacaa cttcaacagg ctgcactgga ggtgtttgca 
660 

gagaataata ctctgagtaa attgcagcta ggacagctag cctctatgga gagctctgtc 
720 

tttgatgaca tgatcaaccc ctcagaacgt ttaaagcatg atatgttgac ccgtcaagta 
780 

gaccacgttt ttagagaagc taaagatgct gcaaaatCgt ataaaaaaga 
830 

<210> 5960 
<211> 251 
<212> PRT 

<213> Homo sapiens 
<400> 5960 

Met Met Leu Val Leu Glu Lys Leu Ala Thr Asp He Pro Cys Leu Leu 

15 10 15 

Tyr Asp Asp Asn Leu Phe Cys His Leu Val Asp Glu Val Leu Leu Phe 

20 25 30 

Glu Arg Glu Leu His Ser Val His Gly Tyr Pro Gly Thr Phe Ala Aan 

35 40 45 

Cys Met His lie Leu Ser Glu Glu Thr Cys Phe Gin Arg Trp Val Thr 

50 55 60 

Gly Glu Arg Lys Phe Ala Leu Gin Lys Met Asp Ser Met Leu Ser Ser 
65 70 75 80 

Glu Ala Ala Trp Val Ser Gin Tyr Lys Asp He Thr Asp Val Asp Glu 
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es 


90 








95 


Met Lys 


Val 


Pro 


Asp 


Cys Ala Glu Thr Phe 


Met 


Thr 


Leu 


Leu Leu Val 






100 




105 








110 


lie Thr 


Asp 


Arg 


Tyr 


Lys Asn Leu Pro Thr 


Ala 


Ser Arg 


Lys Leu Gin 




115 






120 






125 




Phe Leu 


Glu 


Leu 


Gin 


Lys Asp Leu Val Asp 


Asp 


Phe 


Arg 


Zle Arg Leu 


130 








135 




140 






Thr Gin 


Val 


Met 


Lys 


Glu Glu Thr Arg Ala 


Ser Leu Gly 


Phe Arg Tyr 


145 








150 


155 






160 


Cys Ala 


lie 


Leu 


Asn 


Ala Val Asn Tyr lie 


Ser 


Thr 


Val 


Leu Ala Asp 








165 


170 








175 


Trp Ala 


Asp 


Asn 


Val 


Phe Phe Leu Gin Leu 


Gin 


Gin 


Ala 


Ala Leu Glu 






180 




185 








190 


Val Phe 


Ala 


Glu 


Asn 


Asn Thr Leu Ser Lys 


Leu 


Gin 


Leu 


Gly Gin Leu 




195 






200 






205 




Ala Ser 


Met 


Glu 


Ser 


Ser Val Phe Asp Asp 


Met 


He 


Asn 


Leu Leu Glu 


210 








215 




220 






Arg Leu 


Lys 


His 


Asp 


Met Leu Thr Arg Gin 


Val 


Asp 


His 


Val Phe Arg 


225 








230 


235 






240 


Glu Val 


Lys 


Asp 


Ala 


Ala Lys Leu Tyr Lys 


Lys 














245 


250 











<210> 5961 
<211> 585 
<212> DNA 

<213> Homo sapiens 
<400> 5961 

gctcggggct gcagtgcgct ctaatggtgc ctgtgaataa ccactgcatt cagcctgggc 
60 

aatgaagcga gaccccgtct ctaaaaaaaa aattgagggg tcaaagagga tgccaaactt 
120 

aattagagac tgagacaggg cagrggtgccg aggtgtctgc atgcgtttca tgtggatgcc 
180 

cgtgtctatt ctggcctgct cctgggcccc ctccccactc agccctggct gatgagaatg 
240 

ggacagggac tcccttctcg tgtccctgtg cagcgtcggc ccaggaggta gcagagcagt 
300 

atatgcacat ctgggtgtgc cctcctgcat gtccccacac atctgtcatt cctgtctttg 
360 

cacacctatg tgactcccgc atgtttgtgt ccttatgtgt cccatgcatg ctccccatct 
420 

gaccttgcgt gttctcgcgt gtctgtgtgc ggccagtcct gccttcactc tctcatgggt 
480 

ggccctggca gcatgtctgg ctccccagca ggtgagctca ggagataaga tggaagatgc 
540 

aacagccaat ggtcaagaag actccaaggc cccagatggg tccac 
585 



<210> 5962 
<211> 114 
<212> PRT 

<213> Homo sapiens 
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<400> 5962 

Met Cys GXy Asp Met Gin Glu Gly Thr Pro Arg Cys Ala Tyr Thr Ala 

IS 10 15 

Leu Leu Pro Pro Gly Pro Thr Leu His Arg Asp Thr Arg Arg Glu Ser 

20 25 30 

Leu Ser His Ser His Gin Pro Gly Leu Ser Gly Glu Gly Ala Gin Glu 

35 40 45 

Gin Ala Arg He Asp Thr Gly He His Met Lys Arg Met Gin Thr Pro 

50 55 60 

Arg His Pro Ala Leu Ser Gin Ser Leu He Lys Phe Gly He Leu Phe 
65 70 75 80 

Asp Pro Ser He Phe Phe Leu Glu Thr Gly Ser Arg Phe He Ala Gin 

85 90 95 

Ala Glu Cys Ser Gly Tyr ser Gin Ala Pro Leu Glu Arg Thr Ala Ala 
100 105 110 

Pro Ser 



<210> 5963 

<211> 1288 

<212> DNA 

<213> Homo sapiens 



<400> 5963 

atggggctgt ttggaaagac ccaggagaag 
60 

ttgaagataa gaaaggaaat gagagttgtt 
120 

gaagaaaaag tgaaacgatc tgtgaaagat 
180 

atagttctgg ccaaggagat gatcaggtca 
240 

aaagcacaca tgaactcagt gctcatgggg 
300 

gctggttccc tgcagaagag cacagaagtg 
360 

ccagagattc aggccaccat gagggagttg 
420 

gaggagatgt tagaggacac ttttgaaagc 
460 

gcagaaatgg aaattgacag aattctcttt 
540 

cccagtaaag tgactgatgc ccttccagag 
600 

gaggatgagg aggaggagga agaggctctg 
660 

cgcagctagg ggctgcctac cccgctgggt 
720 

ttatgtgtct cttgcactac acctctgttg 
780 

ttgtctcttt tcattctctg cccaggtttt 
840 

tggcataaat aaatgcatca tttttaggag 
900 



ccgcccaaag aactggtcaa tgagtggtca 
gacaggcaaa taagggatat ccaaagagaa 
gctgccaaga agggccagaa ggatgtctgc 
aggaaggctg tgagcaagct gtatgcatcc 
atgaagaacc agctcgcggt cttgcgagtg 
atgaaggcca tgcaaagtct tgtgaagatt 
tccaaagaaa tgatgaaggc tgggatcata 
atggacgatc aggaagaaat ggaggaagaa 
gaaattacag caggggcctt gggcaaagca 
ccagaacctc caggagcgat ggctgcccca 
gaggccatgc agtcccggct ggccacactc 
gtgcacacac tcctctcaag agctgccatt 
tgaggactac cattttggag aaggttctgt 
gggatcgcaa agggattgtt cttataaaag 
tatagacaga tatatcttat tgtggggagg 
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ggaaagaaac ccatctgctc 
960 

gaagactcta cttttgtcta 
1020 

agcacttggc cccattgtag 
1080 

agattgcttc atttgctggg 
1140 

agctcagcag aagtgactcc 
1200 

atggcagcca ttcttttatc 
1260 

ctgttggctg gtggctgcat 
1288 



atgaagcact tctgaaaata 
taaaacacta tataaatgaa 
actgccctgt gcagtaaact 
tgtggaaaga gttgctatgg 
tgctctgtgg ttgctgctcc 
tatttaacca agaggatgct 
tatgtccg 



taggtgattg cctgaatgtc 
ttttaataaa tttttgctcc 
ttcaaggtgt cagctgcccc 
ccaggcatat gggatttgga 
ccggctttca cagacatggt 
ggggaattgt gctgcttgtc 



<210> 5964 

<211> 222 

<212> PRT 

<213> Homo sapiens 



<400> 5964 



Met 


Gly 


Leu Phe Gly Lys Thr Gin 


Glu 


Lys Pro 


Pro 


Lys 


Glu 


Leu 


Val 


1 








5 




10 








15 




Asn 


Glu 


Trp 


Ser 


Leu Lys He Arg 


Lys 


Glu Met 


Arg 


Val 


Val 


Asp 


Arg 








20 




25 








30 






Gin 


lie 


Arg Asp He Gin Arg Glu 


Glu 


Glu Lys 


Val 


Lys 


Arg 


Ser 


Val 






35 




40 








45 








Lys 


Asp 


Ala Ala Lys Lys Gly Gin 


Lys 


Asp Val 


Cys 


He 


Val 


Leu 


Ala 




50 






55 






60 










Lys 


Glu 


Met 


He 


Arg Ser Arg Lys 


Ala 


Val Ser 


Lys 


Leu 


Tyr 


Ala 


Ser 


65 








70 




75 










60 


Lys 


Ala 


His 


Met 


Asn Ser Val Leu 


Met 


Gly Met 


Lys 


Asn 


Gin 


Leu 


Ala 










85 




90 








95 




Val 


Leu 


Arg 


Val 


Ala Gly Ser Leu 


Gin 


Lys Ser 


Thr 


Glu 


Val 


Met 


Lys 








100 




105 








110 






Ala 


Met 


Gin 


Ser 


Leu Val Lys He 


Pro 


Glu He 


Gin 


Ala 


Thr 


Met 


Arg 






115 




120 








125 








Glu 


Leu 


Ser 


Lys 


Glu Met Met Lys 


Ala 


Gly He 


He 


Glu 


Glu 


Met 


Leu 




130 






135 






140 










Glu 


Asp 


Thr 


Phe 


Glu Ser Met Asp 


Asp 


Gin Glu 


Glu 


Met 


Glu 


Glu 


Glu 


145 








150 




155 










160 


Ala 


Glu 


Met 


Glu 


He Asp Arg He 


Leu 


Phe Glu 


He 


Thr 


Ala 


Gly 


Ala 










165 




170 








175 




Leu 


Gly 


Lys 


Ala 


Pro Ser Lys Val 


Thr 


Asp Ala 


Leu 


Pro 


Glu 


Pro 


Glu 








180 




185 








190 






Pro 


Pro 


Gly Ala Met Ala Ala Ser 


Glu 


Asp Glu 


Glu 


Glu 


Glu 


Glu 


Glu 






195 




200 








205 








Ala 


Leu 


Glu Ala Met Gin Ser Arg 


Leu 


Ala Thr 


Leu 


Arg 


Ser 








2X0 






215 






220 











<210> 5965 

<211> 1011 

<212> DNA 

<213> Homo sapiens 



5142 



wo 00/58473 



PCT/USOO/08621 



<400> 5965 
gggaacgggt 
60 

ccgcgccgct 
120 

agatgcctgg 
180 

ggaagcagtg 
240 

gagtggaatg 
300 

gagccgatag 
360 

tccatcatca 

420 

ctggctgagt 
480 

atcacaagcg 
540 

ttgacagagc 
600 

tgtccccaca 
660 

atgagctgtc 
720 

tcattctatg 
780 

ttatttataa 
840 

ccgacatctg 
900 

aactgccttg 
960 

taatagattt 
1011 



ctcgcggctt 
ccctgcacaa 
agagaatgag 
ggccagggaa 
ctttgcagnn 
acatggccgt 
gcgagtatga 
gggaggcaaa 
gtgtggtggt 
agaagcttcg 
cacctgaatt 
tggcctgtga 
gggttgaaga 
cttattttgt 
ttcttggtct 
gaggagataa 
gtacagaaaa 



tgCctcccgc 
actggtgggc 
aaacagccgg 
ttcccagaac 
tcagtggnag 
gcCggaggaa 
gaagagcctg 
cccactcacc 
gtgtcagtgt 
Cgcctgttta 
ttcagtcact 
tacttgggct 
caactcattc 
attgaaactt: 
tttgtgacgc 
accaatttta 
aaatgataat 



gaagaggaga 
tcgccgcctt 
gacaggctcc 
agctttctag 
aattgtccag 
actcaacagg 
cagtttgatg 
tgtcctgtat 
ggcctgtcca 
gagggtagta 
ggaggaacag 
gtgatcctct 
cctctgagga 
ttaaacaata 
aggttgaagg 
tgtctatcat 
aaatgagaac 



tggcggagtc 
ggaaagaggc 
taaacaggta 
ttcaagaggt 
aagacttggc 
agctgatcaa 
aaaagtgtct 
gtacaaagta 
tcccatctca 
taaatgagca 
aagaaaagtc 
agagccagct 
gccttgtaca 
ctgaagaaaa 
gggaggaata 
gttatacaaa 
acaaaacata 



gttgaggtct 
tttccggcag 
ccgccaggct 
gatggaagaa 
ccagccggag 
ccaagagcag 
cagcatcatg 
caacctgaga 
ttcttctgag 
cagtgcacat 
cagtcttctc 
tggactcaca 
tacaagcctt 
aaaaactttt 
gaaaaagaca 
aatctagaaa 
t 



<210> 5966 
<211> 233 
<212> PRT 

<213> Homo sapiens 
<400> 5966 

Gly Asn Gly Ser Cys Gly Phe Val Ser Arg Glu Glu Glu Met Ala Glu 

15 10 15 

Ser Leu Arg Ser Pro Arg Arg Ser Leu Tyr Lys Leu Val Gly Ser Pro 

20 25 30 

Pro Trp Lys Glu Ala Phe Arg Gin Arg Cys Leu Glu Arg Met Arg Asn 

35 40 45 

Ser Arg Asp Arg Leu Leu Asn Arg Tyr Arg Gin Ala Gly Ser Ser Gly 

50 55 60 

Pro Gly Asn Ser Gin Asn Ser Phe Leu Val Gin Glu Val Met Glu Glu 
65 70 75 80 

Glu Trp Asn Ala Leu Gin Xaa Gin Trp Xaa Asn Cys Pro Glu Asp Leu 
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Ala Gin Leu Glu 
100 

Gin Glu Leu He 
115 

Ser Leu Gin Phe 
130 

Glu Ala Asn Pro 
145 

rie Thr Ser Gly 

His Ser Ser Glu 
180 

Ser He Ajsn Glu 
195 

Val Thr Gly Gly 
210 

Ala Cys Asp Thr 
225 



85 

Glu Leu He Asp 

Asn Gin Glu Glh 
120 

Asp Glu Lys Cys 
135 

Leu He Cys Pro 
150 

Val Val Val Cys 

165 

Leu Thr Glu Gin 

His Ser Ala His 
200 

Thr Glu Glu Lys 
215 

Trp Ala Val He 
230 



90 

Met Ala Val Leu 
105 

Ser He He Ser 

Leu Ser He Met 
140 

Val Cys Thr Lys 
155 

Gin Cys Gly Leu 
170 

Lys Leu Arg Ala 
185 

Cys Pro His Thr 

Ser Ser Leu Leu 
220 

Leu 



95 

Glu Glu He Gin 
110 

Glu Tyr Glu Lys 
125 

Leu Ala Glu Trp 

Tyr Asn Leu Arg 
160 

Ser He Pro Ser 
175 

Cys Leu Glu Gly 
190 

Pro Glu Phe Ser 
205 

Met Ser Cys Leu 



<210> 5967 

<211> 1806 

<212> DNA 

<213> Homo sapiens 



<400> 5967 
natttttaat 
60 

gtcttttgcc 
120 

tgtgcttttg 
180 

atcttttcct 
240 

ctgaaagtga 
300 

acttcctcac 
360 

ggaacttcat 
420 

gacaacaact 
480 

agtgtctcag 
540 

aatcggtata 
600 

gcccaagacc 
660 

ataatgcaga 
720 

gccttggaga 
780 

aatgtgtgcc 
840 



ctcttttaaa 
tccagtggat 
ttgctaggca 
ctattttaga 
gcatgttttt 
taatatcagg 
tcattgaaca 
cttccaacaa 
aatgcaaagt 
cttgggtgac 
accagacatt 
aagcctggag 
taaatgagac 
agaagactcg 



aaaactcaat 
cagtgatttt 
gtcaacagca 
aatggatttc 
gaacacatta 
gcttattttg 
agtctcagta 
ttctaattcc 
atggcgaaat 
aggacgagag 
ctttacttgt 
agagagaaac 
gagacaccaa 
ggaggaccag 



tttttttttc 
tcagcagaaa 
gggctactaa 
aatggtgttc 
acaccgaagt 
atatttgaat 
agccacttgc 
agtaacgggg 
ccactaaatt 
cctcttactt 
gactcggacc 
ccccaagcta 
tgtcttggtg 
ggaagcaaag 



acttactgat 
atctttcctc 
agcacttcta 
agtttgtttg 
tctacgtggc 
ggtggtattt 
gcccccttct 
actcagattc 
tatttagggg 
actatgacat 
atctgcgtcc 
ggatttctgc 
tacatcaaaa 
cccttctgga 



taaatcttga 
tccattgctt 
atttagacaa 
cagaaaccta 
cctaacaggc 
tcgcaaatac 
gggaggggtt 
caataggcaa 
tgctgaatac 
gaatctctct 
cgcagatgca 
agctcatgaa 
gaaggctagc 
actacaagca 
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tatgctgatg ttcaggcagt cttagcaaag tatgatgata taagcttacc aaagccagca 
900 

acaatatgct acacagctgc tttgctcaaa gcaagagctg tctctgacaa attctctcct 
960 

gaggctgcat ctcggcgggg gctgagcaca gcagagatga atgcagtaga ggccattcat 
1020 

agagcCgtgg aattcaatcc tcatgtgcca aaatacctac tagaaatgaa aagcttaatc 
1080 

ctacccccag aacatatcct gaagagagga gacagtgaag caatagcata tgcattcttt 
1140 

catcttgcac actggaagag agtggaaggg gccttgaatc ttttgcattg tacgtgggaa 
1200 

ggcacttttc ggatgatccc ttatcccttg gaaaaggggc acctatttta tccttaccca 

1260 

atctgtacag aaacagcaga ccgagagctg cttccatctt tccatgaagt ctcagtttac 

1320 

ccaaagaagg agcttccctt ctttattctc tttaccgctg gattatgttc cttcacagcc 
1380 

atgctggccc tcctgacaca tcagttcccg gaacttatgg gggtcttcgc aaaagctgtg 
1440 

agtgtttgcc tagagggagg ccttggggaa tggatgggga aagccaaggg cataaaagca 
1500 

gcgtgagaga aatggggttg ccttacagaa atgggtacga gcctgcaaag atcattgctc 
1560 

accatttaat tttcatgatc gtcaatggaa tcaaagcatt aagggtcaaa tgagaaagtg 
1620 

caggttgtta ctgcatgcct tgcctcattt cacaacaaat tcttagcagt ttccaaaaaa 
1680 

tgcaggaggt ccaaaaggat ggaatgattt aggaaatcct agcaaatgaa aatgtgtggg 
1740 

aagttactcg gttttctgta aattgaatga cattatttcc aatcgttgga tattgtgggt 

1800 

ctttcc 

1806 

<210> 5968 
c211> 434 
<212> PRT 

<213> Homo sapiens 
<400> 5968 

Met Asp Phe Asn Gly Val Gin Phe Val Cys Arg Asn Leu Leu Lys Val 

15 10 15 

Ser Met Phe Leu Asn Thr Leu Thr Pro Lys Phe Tyr Val Ala Leu Thr 

20 25 30 

Gly Thr Ser Ser Leu lie Ser Gly Leu Xle Leu lie Phe Glu Trp Trp 

35 40 45 

Tyr Phe Arg Lys Tyr Gly Thr Ser Phe He Glu Gin Val Ser Val Ser 

50 55 60 

His Leu Arg Pro Leu Leu Gly Gly Val Asp Asn Asn Ser Ser Asn Asn 
65 70 75 80 

Ser Asn Ser Ser Asn Gly Asp Ser Asp Ser Asn Arg Gin Ser Val Ser 

85 90 95 

Glu Cys Lys Val Trp Arg Asn Pro Leu Asn Leu Phe Arg Gly Ala Glu 
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100 lOS 110 



Tyr 


Asn 


Arg 


Tyr 


Thr 


Trp Val Thr Gly 


Ik - - - 

Arg 


Glu 


^ 

Pro 


Leu 


xnr 


Tyr 


Tyr 






115 








X20 










12d 








Asp 


Met 


Asn 


Leu 


Ser 


Ala Gin Asp 


His 


Gin 


Thr 


Fne 


Fne 


Tnr 


Cys 


ASp 




130 










135 








140 










Ser 


Asp 


His 


Leu 


Arg 


Pro Ala Asp Ala 


He 


Met 


Gin 


Lys 


Ala 


Trp 


Arg 


145 










ISO 








4 F 

155 










IvQ 


Glu 


Arg 


Asn 


Pro 


Gin 


Ala Arg He Ser 


Ala 


Ala 


His 


Glu 


Ala 


Leu 


Glu 










165 








170 










175 




He 


Asn 


Glu 


Thr 


Arg 


His Gin Cys 


Leu 


Gly 


Val 


His 


Gin 


Lys 


Lys 


Ala 








180 








185 










190 






Ser 


Asn 


Val 


Cys 


Gin 


Lys 


Thr Arg 


Glu 


Asp 


Gin 


Gly 


Ser 


Lys 


Ala 


Leu 






195 








200 










205 








Leu 


Glu 


Leu 


Gin 


Ala 


Tyr 


Ala Asp 


Val 


Gin 


Ala 


Val 


Leu 


Ala 


Lys 


Tyr 




210 










215 








220 










Asp 


Asp 


He 


Ser 


Leu 


Pro 


Lys Ser 


Ala 


Thr 


He 


Cys 


Tyr 


Thr 


Ala 


Ala 


225 










230 








235 










240 


Leu 


Leu 


Lys 


Ala 


Arg 


Ala 


Val Ser 


Asp 


Lys 


Phe 


Ser 


Pro 


Glu 


Ala 


Ala 










245 








250 










255 




Ser 


Arg 


Arg 


Gly 


Leu 


Ser 


Thr Ala 


Glu 


Met 


Asn 


Ala 


Val 


Glu 


Ala 


He 








260 








265 










270 






His 


Arg 


Ala 


Val 


Glu 


Phe 


Asn Pro 


His 


Val 


Pro 


Lys 


Tyr 


Leu 


Leu 


Glu 






275 








280 










285 








Met 


Lys 


Ser 


Leu 


He 


Leu 


Pro Pro 


Glu 


His 


He 


Leu 


Lys 


Arg 


Gly 


Asp 




290 










295 








300 










Ser 


Glu 


Ala 


He 


Ala 


Tyr Ala Phe Phe 


His 


Leu 


Ala 


His 


Trp 


Lys 


Arg 


305 










310 








315 










320 


Val 


Glu 


Gly 


Ala 


Leu 


Asn 


Leu Leu 


His 


Cys 


Thr 


Trp 


Glu 


Gly 


Thr 


Phe 










325 








330 










335 




Arg 


Met 


lie 


Pro 


Tyr 


Pro 


Leu Glu 


Lys 


Gly 


His 


Leu 


Phe 


Tyr 


Pro 


Tyr 








340 








345 










350 






Pro 


He 


Cys 


Thr 


Glu 


Thr Ala Asp Arg 


Glu 


Leu 


Leu 


Pro 


Ser 


Phe 


His 






355 








360 










365 








Glu 


Val 


Ser 


Val 


Tyr 


Pro 


Lys Lys 


Glu 


Leu 


Pro 


Phe 


Phe 


He 


Leu 


Phe 




370 










375 








380 










Thr 


Ala 


Gly 


Leu 


Cys 


Ser 


Phe Thr 


Ala 


Met 


Leu 


Ala 


Leu 


Leu 


Thr 


His 


385 










390 








395 










400 


Gin 


Phe 


Pro 


Glu 


Leu 


Met 


Gly Val 


Phe 


Ala 


Lys 


Ala 


Val 


Ser 


Val 


Cys 










405 








410 










415 




Leu 


Glu 


Gly 


Gly 


Leu 


Gly Glu Trp 


Met 


Gly 


Lys 


Ala 


Lys 


Gly 


He 


Lys 








420 








425 










430 







Ala Ala 



<210> 5969 

<211> 429 

<212> DHA 

<213> Homo sapiens 

<400> 5969 

cggccgcccg tgtgtgacgt cagggagctg caggcccagg aagccttgca gaacggccag 
60 

ctgggcggcg gggaaggggt cccggatctg cagcctgggg tcttggccag ccaggccatg 
120 
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atcgagaaga tcctgagcga ggacccccgg tggcaagatg ccaacttcgt gctgggcagc 
180 

tacaagacgg agcagcgccc gaagccgcca cgcctgtgcc gccagggcta tgcgtgccca 
240 

cactaccaca atagccggga caggcggcgc aacccccggc ggttccagta caggtccacg 
300 

ccctgcccca gcgtgaagca cggggatgag tggggggaac cctcacgctg cgatggcggc 
360 

gacggctgcc agtattgcca ctcccgcacg gagcagcagt tccatcccga gacccacaaa 
420 

tctacaaaa 
429 

<210> 5970 
<211> 143 
<212> PRT 

<213> Homo sapiens 
<400> 5970 

Arg Pro Pro Val Cys Asp Val Arg Glu Leu Gin Ala Gin Glu Ala Leu 

1 5 10 .15 

Gin Asn Gly Gin Leu Gly Gly Gly Glu Gly Val Pro Asp Leu Gin Pro 

20 25 30 

Gly Val Leu Ala Ser Gin Ala Met lie Glu Lys He Leu Ser Glu Asp 

35 40 45 

Pro Arg Trp Gin Asp Ala Asn Phe Val Leu Gly Ser Tyr Lys Thr Glu 

50 55 60 

Gin Cys Pro Lys Pro Pro Arg Leu Cys Arg Gin Gly Tyr Ala Cys Pro 
65 70 75 80 

His Tyr His Asn Ser Arg Asp Arg Arg Arg Asn Pro Arg Arg Phe Gin 

85 90 95 

Tyr Arg Ser Thr Pro Cys Pro Ser Val Lys His Gly Asp Glu Trp Gly 

100 105 110 

Glu Pro Ser Arg Cys Asp Gly Gly Asp Gly Cys Gin Tyr Cys His Ser 

lis 120 125 

Arg Thr Glu Gin Gin Phe His Pro Glu He Tyr Lys Ser Thr Lys 
130 135 140 

<210> 5971 
<211> 565 
<212> DNA 

<213> Homo sapiens 
<400> 5971 

gcgcgcccat ttcggagagc tccctcagcc ccaggactct ggatgtagcc gttttcatgc 
60 

tgtgaatagc acagtcttcc ctttcatgtg gcactgaagt taaaatgcat agagctcttt 
120 

catgtccctt aggtcagcta agcccacatc agtgtccaaa taggcaacat ccctatttta 
180 

tagatggtca tccccatttt agagatagct cccttttata tccccacctt acaggtgaag 
240 

gaattgaggc acagaaggtt aggtcacttc tgcaagatga ccagctgaac caaaatttca 
300 
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gggcttcaaa caccaaatgt 
360 

cagcaagtag cccctggcca 
420 

cccaggactg cggccgtgga 
480 

cacacctacc ctcagccttg 
540 

gggtgcangc gtccagtgtc 
565 



gttcctttgt cttccgtttc 
ctgagcatcc tcccgcccac 
tgccagagcg aggatgtgaa 
aagctgcagc aacggctgct 
acgat 



ccacttgctt cccagaggct 
tttgctccct gcctcctgat 
tcctgttggg ttctgaagcc 
tccagatgag cacaccctcg 



<210> 5972 
<211> 104 
<212> PRT 

<213> Homo sapiens 



<400> 5972 
^4et His Arg Ala 
1 

Cys Pro Asn Arg 
20 

Arg Asp Ser Ser 
35 

Ala Gin Lys Val 
50 

Phe Arg Ala Ser 
65 

I«eu Leu Pro Arg 

Pro Pro Thr Leu 
100 



Leu Ser Cys Pro 
5 

Gin His Pro Tyr 

Leu Leu Tyr Pro 
40 

Arg Ser Leu Leu 
55 

Asn Thr Lys Cys 
70 

Gly Ser Ala Ser 
85 

Leu Pro Ala Ser 



Leu Gly Gin Leu 
10 

Phe lie Asp Gly 
25 

His Phe Thr Gly 

Gin Asp Asp Gin 
60 

Val Pro Leu Ser 
75 

Ser Leu Trp Pro 
. 90 



Ser Pro His Gin 
15 

His Pro His Phe 
30 

Glu Gly He Glu 
45 

Leu Asn Gin Asn 

Ser Val Ser His 
80 

Leu Ser He hen 
95 



<210> 5973 
<211> 797 
<212> DNA 

<213> Homo sapiens 



<400> 5973 

gggcccaggg gcggctttcc 
60 

cgcccagtga gttagcatgg 
120 

aacgagcctt cgaatcatgg 
180 

gccgtcactc acatccgggg 
240 

cacatccggg accctcatgc 
300 

actccgtcgc cggaagtgcc 
360 

ggagaggccg tggtggcccc 
420 

cccctcccct cggtgagtac 
480 



caacactggt cgcagtcatt 
agggcagtgg gaccggaaaa 
acgcgcgggc ccagctcctc 
ccctcactca catccgggac 
ctgggcggag gagggggggc 
accgagaagc gccggcctcg 
gagcgcgagt gtgtaggtga 
ccggaagccg ttttggggtc 



gttggtacaa cggctagaga 
agacgtggaa aagctgcgaa 
ctccgagttc ctcatccggg 
cctcacccgg ggctctcacc 
ccttcattcg ggaccccCgc 
gggctgtcCa cagcggcccg 
caggacagcg gccaggcccg 
gcagcggggt ggcagcttgc 
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tttgccttca cgggagtaga aggaggcggc gtccgccgcg gccgacggta gttcgcttcc 
540 

ccgagagtgc gcggaggccc gggtgcgagg agggcctgtt tctcttcagc cctggttcat 
600 

tcacctcgcg gaccgagggc ccgccgtcag gagccggcga ccgtgccctg gtgcgagctg 
660 

gtctgcatgt cctcactggt ccttttggga ctttgccttg gcctcgttgc cctcaggatt 
720 

ccgggaaaag gccggtctag ctggtctgag ttagcgaagg gcctgacccc aaaagtggat 
780 

tttcctcgtt ccgaatt 
797 



<210> 5974 














<211> 107 














<212> PRT 














<213> Homo sapiens 










<400> 5974 














Met Glu Gly 


Ser 


Gly Thr Gly Lys Arg 


Arg 


Gly Lys 


Ala Ala Lys Thr 


1 




5 


10 






15 


Ser Leu Arg 


He 


Met Asp Ala Arg Ala 


Gin 


Leu 


Leu 


Leu Arg Val Pro 




20 


25 








30 


His Pro Gly 


Pro 


Ser Leu Thr Ser Gly 


Ala 


Leu 


Thr 


His He Arg Asp 


35 




40 








45 


Pro His Pro 


Gly 


Leu Ser Pro Thr Ser 


Gly 


Thr 


Leu 


Met Pro Gly Arg 


50 




55 






60 




Arg Arg Gly 


Gly 


Pro Ser Phe Gly Thr 


Pro 


Ala 


Leu 


Arg Arg Arg Lys 


65 




70 




75 




80 


Cys His Arg 


Glu 


Ala Pro Ala Ser Gly 


Leu 


Ser 


Thr 


Ala Ala Arg Glu 






65 


90 






95 


Arg Leu Trp 


Trp 


Pro Arg Ala Arg Val 


Cys 


Arg 








100 


105 











<210> 5975 

<211> 2175 

<212> DNA 

<213> Homo sapiens 

<400> 5975 

nntcaggtca ccacatacta ttatgttggg tttgcatatt tgatgatgcg tcgttaccag 
60 

gatgccatcc gggtcttcgc caacatcctc ctctacatcc agaggaccaa gagcatgttc 
120 

cagagggcca cgtacaagta tgagatgatt aacaagcaga atgagcagat gcatgcgctg 
180 

ctggccattg ccctcacgat gtaccccatg cgtatcgatg agagcattca cctccagctg 
240 

cgggagaaat atggggacaa gatgttgcgc atgtcttatc ccgctgatga ttatgagtct 
300 

gaggcggctt atgaccccta cgcttatccc agcgactatg atatgcacac aggagatcca 
360 

aagcaggacc ttgcttatga acgtcagtat gaacagcaaa cctatcaggt gatccctgag 
420 
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gtgatcaaaa acttcatcca 
480 

gtgtatgagc cacaggccag 
540 

atccaggaca tctatgagaa 
600 

ccttggcccg aggccgaagc 
660 

ttatacaaag aattatacta 
720 

gagcagaggt ttgaatccta 
780 

gatggtcctg ctccccttga 
840 

atctaccagt ttcagccatt 
900 

gagatCgact ttcttcgttc 
960 

cttcattccc tggCagacaa 
1020 

ggtgaccctg agagtgtggc 
1080 

tacttcagcc tggtcgggct 
1140 

atcaaggtgc tggagaacat 
1200 

tgccaggtca ccacatacta 
1260 

gatgccatcc gggtcttcgc 
1320 

cagaggacca cgtacaagta 
1380 

ctggccattg ccctcacgaC 
1440 

cgggagaaat atggggacaa 
1500 

gaacttttca gttactcccg 
1560 

gtgcacccca actaccacaa 
1620 

gtacagcagc aggcccagct 
1680 

cctgtggcca agctggctgg 
1740 

cttgtcttca aacacaagat 
1800 

ggtgaatttc agtcagcctc 
1860 

gcggacacca aggtcgccag 
1920 

gaggagccta atcgaaccct 
1980 

Ctcaggaacc tgttttgatg 
2040 



gtatttccac aaaactgcct 
tcgtgtctcc agtgatgtca 
cagctggacc aagctgactg 
catcgctcca caggttggca 
caggcacata tatgccaaag 
ctacaactac tgcaatctct 
accacccaac cagtggctct 
cagtcagtac cgctgtaaga 
caatcccaaa atctggaatg 
atccaacatc aaccgacagt 
tggggagtat gggcggcact 
tctccgcctg cactccctgt 
cgaactgaac aagaagagta 
ttatgttggg tttgcatatt 
caacatcctc ctctacatcc 
tgagatgatt aacaagcaga 
gtaccccatg cgtatcgatg 
gatgctgcgc atgcagaaag 
ccccaagttc ctgtcgcctg 
agagcccttc ctgcagcagc 
ttcaaccatc cgcagcttcc 
cttcctggac ctcacagagc 
gaagaacctc gtgtggacca 
agaggttgac ttctacattg 
gcgttatggg gatctcttca 
gaagaagatg ggacagagac 
tattataggc aggaagtgtt 



cagatttgat tgaccagaaa 
ttgaccagaa ggtgtatgag 
aaagattctt caagaataca 
atgatgctgt cttcctgatt 
tcagtggggg accttccctg 
tcaactacat tcttaatgcc 
gggatattat cgatgagttc 
ctgccaagaa gtcagaggag 
ttcatagtgt cctcaatgtc 
tggaggtata cacaagcgga 
ccctctacaa aatgcctggt 
taggagatca ctaccaggcc 
tgtattcccg tgtgccagag 
tgatgatgcg tcgtCaccag 
agaggaccaa gagcatgttc 
atgagcagat gcatgcgctg 
agagcattca cctccagctg 
gtgacccaca agtctatgaa 
tagtgcccaa ctatgataat 
tgaaggtgtt ttctgacgaa 
tgaagctcta caccaccatg 
aggagttccg gatccagctt 
gcggtatctc agccctggat 
ataaggacat gatccacatc 
tccgtcagat ccacaaattt 
cttgatgata ttcacacaca 
Cttgctaccg tgaaaccttt 
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acctagacca gccatcagcc tgtcaactca gttaacaagt taaggaccga agtgtttcaa 

2100 

gtggatctca gtaaaggatc cttggagcca gaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2160 

aaaaaaaaaa aaaaa 
2175 

<210> 5976 

<211> 564 

<212> PRT 

<213> Homo sapiens 

<400> 5976 

Met Ser Tyr Pro Ala Asp Asp Tyr Glu Ser Glu Ala Ala Tyr Asp Pro 

15 10 15 

Tyr Ala Tyr Pro Ser Asp Tyr Asp Met His Thr Gly Asp Pro Lys Gin 

20 25 30 

Asp Leu Ala Tyr Glu Arg Gin Tyr Glu Gin Gin Thr Tyr Gin Val lie 

35 40 45 

Pro Glu Val lie Lys Asn Phe lie Gin Tyr Phe His Lys Thr Val Ser 

50 55 60 

Asp Leu lie Asp Gin Lys Val Tyr Glu Leu Gin Ala Ser Arg Val Ser 
65 70 75 80 

Ser Asp Val He Asp Gin Lys Val Tyr Glu He Gin Asp He Tyr Glu 

85 90 95 

Asn Ser Trp Thr Lys Leu Thr Glu Arg Phe Phe Lys Asn Thr Pro Trp 

100 105 110 

Pro Glu Ala Glu Ala He Ala Pro Gin Val Gly Asn Asp Ala Val Phe 

115 120 125 

Leu lie Leu Tyr Lys Glu Leu Tyr Tyr Arg His He Tyr Ala Lys Val 

130 135 140 

Ser Gly Gly Pro Ser Leu Glu Gin Arg Phe Glu Ser Tyr Tyr Asn Tyr 
145 150 15S 160 

Cys Asn Leu Phe Asn Tyr He Leu Asn Ala Asp Gly Pro Ala Pro Leu 

165 170 175 

Glu Leu Pro Asn Gin Trp Leu Trp Asp He He Asp Glu Phe He Tyr 

ISO 185 190 

Gin Phe Gin Ser Phe Ser Gin Tyr Arg Cys Lys Thr Ala Lys Lys Ser 

195 200 205 

Glu Glu Glu He Asp Phe Leu Arg Ser Asn Pro Lys He Trp Asn Val 

210 215 220 

His Ser Val Leu Asn Val Leu His Ser Leu Val Asp Lys Ser Asn He 
225 230 235 240 

Asn Arg Gin Leu Glu Val Tyr Thr Ser Gly Gly Asp Pro Glu Ser Val 

245 250 255 

Ala Gly Glu Tyr Gly Arg His Ser Leu Tyr Lys Met Leu Gly Tyr Phe 

260 265 270 

Ser Leu Val Gly Leu Leu Arg Leu His Ser Leu Leu Gly Asp Tyr Tyr 

275 280 285 

Gin Ala He Lys Val Leu Glu Asn He Glu Leu Asn Lys Lys Ser Met 

290 295 300 

Tyr Ser Arg Val Pro Glu Cys Gin Val Thr Thr Tyr Tyr Tyr Val Gly 
305 310 315 320 

Phe Ala Tyr Leu Met Met Arg Arg Tyr Gin Asp Ala He Arg Val Phe 
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325 






330 






335 


Ala 


Asn 


He 


Leu 


Leu 


Tyr He Gin 


Arg 


Thr 


Lys 


Ser 


Met Phe Gin Arg 








340 






345 








350 


Thr 


Thr 


Tyr 


Lys 


Tyr 


Glu Met He 


Asn 


Lys 


Gin 


Asn 


Glu Gin Met His 






355 






360 










365 


Ala 


Leu 


Leu 


Ala 


He 


Ala Leu Thr 


Met 


Tyr 


Pro 


Met 


Arg He Asp Glu 




370 








375 








380 




Ser 


He 


His 


Leu 


Gin 


Leu Arg Glu Lys Tyr 


Gly Asp 


Lys Met Leu Arg 


385 










390 






395 




400 


Met 


Gin 


Lys 


Gly 


Asp 


Pro Gin Val Tyr Glu 


Glu 


Leu 


Phe Ser Tyr Ser 










405 






410 






415 


Cys 


Pro 


Lys 


Phe 


Leu 


Ser Pro Val 


Val 


Pro 


Asn 


Tyr 


Asp Asn Val His 








420 






425 








430 


Pro 


Asn 


Tyr 


His 


Lys 


Glu Pro Phe 


Leu 


Gin 


Gin 


Leu 


Lys Val Phe Ser 






435 






440 










445 


Asp 


Glu 


Val 


Gin 


Gin 


Gin Ala Gin 


Leu 


Ser 


Thr 


He 


Arg Ser Phe Leu 




450 








455 








460 




Lys 


Leu 


Tyr 


Thr 


Thr 


Met Pro Val 


Ala 


Lys 


Leu 


Ala 


Gly Phe Leu Asp 


465 










470 






475 




480 


Leu 


Thr 


Glu 


Gin 


Glu 


Phe Arg He 


Gin 


Leu 


Leu 


Val 


Phe Lys His Lys 










485 






490 






495 


Met 


Lys 


Asn 


Leu 


Val 


Trp Thr Ser Gly 


He 


Ser 


Ala 


Leu Asp Gly Glu 








500 






505 








510 


Phe 


Gin 


Ser 


Ala 


Ser 


Glu Val Asp 


Phe 


Tyr 


He 


Asp 


Lys Asp Met He 






515 






520 










525 


His 


He 


Ala 


Asp 


Thr 


Lys Val Ala 


Arg 


Arg 


Tyr 


Gly 


Asp Phe Phe He 




530 








535 








540 




Arg 


Gin 


He 


His 


Lys 


Phe Glu Glu 


Leu 


Asn 


Arg 


Thr 


Leu Lys Lys Met 


545 










550 






555 




560 


Gly 


Gin 


Arg 


Pro 

















<210> 5977 
<211> 2320 
<212> DNA 

<213> Homo sapiens 
<400> 5977 

naactttctt tagatttgtc tttgcttttt ccaacttcct ttatttctat tatacttata 
60 

attttgcttt ttgccctatc tttcattaga aacttttcgc aaatgtctgt taaatgctac 
120 

cccagtgact ttgggcttgg tcatgctact tgctttggtc aatgaaatgt gagtagacat 
180 

caagtatacc accatcacac agaaatttta ttttttattt tattttttat agagacaggg 
240 

tctcactaca ttgcctagat tggtctcaaa ctcctgggct caagcaatct tcctcttctt 
300 

ggcctcccaa agtgttggga ttgcaggtgt gcgccactac gcccagcttg aaaaattttt 
360 

taatgcatgt ggtaatccac aggagatcac atttagtata tgaccaagtt aattaagaag 
420 

tcaaaaaaca cgttaaattt aagcagaata aggctgggtt cggtggctca tgcctgtgat 
460 
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cccagcactc tgggaggcag aggtgggcag 
540 

tggacaacat ggcganaagt ctttaccaaa 
600 

acacccgtga tcccagctac tcaggaggct 
660 

tggaagctgc agtaagctag aCcctgccac 
720 

tctaactaaa aaacccccca aaaaacaaat 
780 

acttctggac aaacaaatga gtgggaagaa 
840 

ttttttttcg agacagagtc ttgctctgCc 
900 

gctcactgca acctttgcct cccgggttca 
960 

gccgggatta Caggcatgga gaaccacacc 
1020 

aagtttcacc atgttggcct ggctggtctc 
1080 

tggtctccta aagtgttggg attacaggcg 
1140 

ttatccttaa aattgcctga gttcttagaa 
1200 

aacagcttaa taaCttatat gtcccattat 
1260 

taattcactg caaagataaa cctgaaaaag 
1320 

ctagacaaaa ctgattatca actagtaata 
1380 

aattaaatcc tgtgctatat actcttaagt 
1440 

tcaactgcat tcctttccac acatatttta 

1500 

tctcatgttt atcagtgcaa aacgttgcaa 
1560 

ttttagaaag gcttagtcct caaactgttg 
1620 

agaatgatca acttcaaCgg cttcctctgc 
1660 

tgactcatca agagaggcca aggcctcatt 
1740 

atcatcatct tcttgaaaat ttagactttt 
1600 

ttgtgttctc ctcttcctag cagctttttt 
1860 

gaaaatgtcc ttaatttgtt cctcgctgat 
1920 

aactccacct ggtgttcttc ttcgactacc 
1980 

aacttcagcg gtttccatca gaagttcaat 
2040 

tcgggctatc aggtctttct ttggttcctg 
2100 



atcattnagg ccaggagttc gagaccagcc 
aatacaaaaa tcagctgggc gtggtggcac 
taggcacatg atncgcttga acctgggaga 
tgtactccag cctgggtgac agatcaagac 
agttacttgg aaaacttccg acatttattt 
tcaagtatac acctcttaat tgtatttctt 
gcccaggctg gagtacagtg gacgatctca 
ggtgactctc ctgcctcagc ctcccgagta 
tggctagttt ttgtattttt agtagagatg 
aaactcctga cctcaagtga tctgcccgcc 
tgagccaccg tgcctggcca atgttagttt 
cacagaaaaa acaaatttga atgcattttt 
gattttagcg gaatgtttta aagcaaagca 
caaacaaact tacaaatggt atgttatgac 
ctcataatta gcacatgcaa cagattgaga 
attttgtcag atatatcctt aaatgttcta 
aacaagaaaa caattgtctt tcctccagat 
tctcagtaaa aatggtttat tacaatgtta 
aaaatgtact taaaagatgt ccaaatcatg 
ccccaacttg gcttctgcat gtccttcctg 
cgtgtcactt gcaaaagttt ctcgtgacgc 
aatagcttgt ttcatctttt tccccaacac 
attttcatat tccttttggt Cttcaatgta 
actaggagtg tttttcaaga gattcagaaa 
attcattata aagagaccac cattttgttc 
tgcctttttg ttaccaataa tcctcactac 
Caacctgaat gaaatttcat cagccacttt 
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ctcttgagaa tcttccgctg tgatctcgta tcgaccttta tagttcattt ctggtctgtt 
2160 

ccccagcctg tctttgacag gtcgtttccc tttgagatga ccttgcccat tttcctctCc 
2220 

ctttgatccc atttttttgc caccatgcat acattcatct agtcccttgt ctagatccCt 
2260 

tgtatgctct tgagatccct tcctaagttt cttggcaagc 
2320 

<210> 5976 
<211> 77 
<212> PRT 

<213> Homo sapiens 

<400> 5978 

Met Thr Lys Leu lie Lys Lys Ser Lys Asn Thr Leu Asn Leu Ser Arg 

15 10 15 

lie Arg Leu Gly Ser Val Ala His Ala Cys Asp Pro Ser Thr Leu Gly 

20 25 30 

Gly Arg Gly Gly Gin lie lie Xaa Ala Arg Ser Ser Arg Pro Ala Trp 

35 40 45 

Thr Thr Trp Arg Xaa Val Phe Thr Lys Asn Thr Lys lie Ser Trp Ala 

50 55 60 

Trp Trp Tyr Thr Pro Val lie Pro Ala Thr Gin Glu Ala 
65 70 75 



<210> 5979 
<21X> 1095 
<:212> DNA 

<213> Homo sapiens 



<400> 5979 
nntttctttt 

60 

ctcggctcac 
120 

tagctgcgac 
180 

aattgaggcc 
240 

gacagggagg 
300 

gaccggctgc 
360 

atgaatccca 
420 

tgccgcggga 
480 

cagctgcgga 
540 

gcctgcgaac 
600 

gtggaggacg 
660 



ttgagacgac 
tgtagccttg 
cacaggcctg 
taaggcaggg 
ggacgtcccc 
ggcccctgtc 
ccagctacga 
tccccatggt 
agctccgggc 
agatccgagc 
tcttccggga 



gtcttgctct 
acctcctggg 
tgcagcactc 
Ccacttgcct 
tgacccccgc 
ctaccagaac 
caacgtcctc 
gctcatcggc 
cgcccagctg 
tgctctctac 
ggccgccaag 



gtcacccagg 
ctcaagcgat 
ctggcttgct 
ggccccttcc 
tgctctgtgc 
acccacctcg 
atcaagtggc 
tgcaagacag 
gagcccatca 
ctggaatgtt 
gtggctctca 



ctagagtgca 
ctccgcctca 
gcccattgta 
ccttcacccg 
tttcagggca 
tgctcatctg 
tccctgaggt 
acctgaggaa 
cctacatgca 
ccgccaagtt 
gcgctctgaa 



atggcacgat 
gcctcccgag 
tagatgagga 
tcagagtcca 
agaagactat 
ctatgacgtc 
cacgcatttc 
ggacaaggag 
gggcctgagc 
tcgggagaat 
gaaggcgcaa 
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cggcagaaga agcgccggct ctgcctgctg ctctgaccca gggcagacag acctcacgac 
720 

agcactgaca gggcccgggg gcccaggtgc cgattgcacc agggaggctg ccccatcccg 
780 

accctccagc tcatggtgtc tggggcctgc ggctagaccc ttggaacatt ctggaactct 
840 

ctcctttcct ggctggggct ctgaccacaa actcccctcc aggctgcccc tgggacatgg 
900 

tggtgatgtg ggtgcaggag ccagtgtctg ttgttgggac tcgcaagtgc cctcatcaca 
960 

gccaccccca ccacgag&gt ctccccagCg cagactcaag ttatgcttga aatgaaaaag 
1020 

tctatctggt agtgggtaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1080 

aaaaaaaaaa aaaaa 
1095 

<210> 5980 
<211> 169 
<212> PRT 

<213> Homo sapiens 



<400> 5980 



Gly Leu 


Arg 


Gin 


Gly 


His 


Leu 


Pro 


Gly 


Pro 


Phe 


Pro 


Phe 


Thr 


Arg 


Gin 


1 






5 










10 










15 




Ser Pro 


Asp 


Arg 


Glu 


Gly 


Thr 


Ser 


Pro 


Asp 


Pro 


Arg 


Cys 


Ser 


Val 


Leu 






20 










25 










30 






Ser Gly 


Gin 


Glu 


Asp 


Tyr 


Asp 


Arg 


Leu 


Arg 


Pro 


Leu 


Ser 


Tyr 


Gin 


Asn 




35 










40 










45 








Thr His 


Leu 


Val 


Leu 


lie 


Cys 


Tyr 


Asp 


Val 


Met 


Asn 


Pro 


Thr 


Ser 


Tyr 


50 










55 










60 










Asp Asn 


val 


Leu 


He 


Lys 


Trp 


Phe 


Pro 


Glu 


val 


Thr 


His 


Phe 


Cys 


Arg 


65 








70 










75 










80 


Gly He 


Pro 


Met 


Val 


Leu 


He 


Gly 


Cys 


Lys 


Thr Asp 


Leu 


Arg 


Lys 


Asp 








85 










90 










95 




Lys Glu 


Gin 


Leu 


Arg 


Lys 


Leu 


Arg 


Ala 


Ala 


Gin 


Leu 


Glu 


Pro 


He 


Thr 






100 










105 










110 






Tyr Met 


Gin 


Gly 


Leu 


Ser 


Ala 


Cys 


Glu 


Gin 


He 


Arg 


Ala 


Ala 


Leu 


Tyr 




115 










120 










125 








Leu Glu 


Cys 


Ser 


Ala 


Lys 


Phe 


Arg 


Glu 


Asn 


Val 


Glu 


Asp 


Val 


Phe 


Arg 


130 










135 










140 










Glu Ala 


Ala 


Lys 


Val 


Ala 


Leu 


Ser 


Ala 


Leu 


Lys 


Lys 


Ala 


Gin 


Arg 


Gin 


145 








150 










155 










160 


Lys Lys 


Arg 


Arg 


Leu 


Cys 


Leu 


l^eu 


Leu 

















165 



<210> 5981 
<211> 677 
c2l2> DNA 

<213> Homo sapiens 
<400> 5981 

cgcttccccc agcccctgcg cccggcccga acgagaggtc cggagccccg gcgcgggcgg 
60 
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gctctggggc gtagacgctg ctggccagcc 
120 

gagagcttca gctgccccag ggtgtgcagg 
180 

cggggaagag gagctctggg agagtcattc 
240 

ggaatccttg gccgcccaga cagaagggaa 
300 

attcatctcg ggccccgtaa gggtcatacc 
360 

cgttcagtgc agcgtgtaaa gacagctcta 

420 

ttaaatgctt gggtccctgt agcagcgttt 
480 

cgagcctgat tgccgCtcac gccctgtaac 
540 

aaaacgcaag gggacactta ccctaggggt 
600 

ttggtcttca tttccaagtg cgaaatttgc 
660 

caacgataaa cagaatt 
677 

<210> 5982 
<211> 98 
<212> PRT 
<213> Homo sapiens 

<400> 5982 

Met Gin Asn Gly Ser Pro Ala Pro Thr Ser Leu Leu Ser Gly Arg Pro 

15 10 IS 

Arg He Pro Lys Ser Asp Asp Gly Thr Arg Thr Gly Arg Asn Asp Ser 

20 25 30 

Pro Arg Ala Pro Leu Pro Arg Ser Ser Ala Arg Arg Pro Ser Lys Ala 

35 40 45 

Asn Leu His Thr Leu Gly Gin Leu Lys Leu Ser Arg Arg Cys Arg Glu 

50 55 60 

Pro Arg Leu Gly Arg Ala Gly Gin Gin Arg Leu His Pro Arg Thr Arg 
65 70 75 80 

Pro Arg Arg Gly Ser Gly Pro Leu Val Arg Ala Gly Arg Arg Gly Trp 

85 90 95 

Gly Lys 



ctccccagcc 
tttgccttag 
cggccagcgc 
gtaggcgccg 
ttgtgaaaat 
agaatttaaa 
taacacgtct 
ctttaagaag 
ggacgaacag 
ctgcaaaact 



gaggttctcg 
agggtcggcg 
gagtaccgtc 
gagacccgtt 
aacctgtaaa 
agacgcctga 
gagtgcagag 
ggtaaagaaa 
ctagcttttt 
tttcatttgc 



gcaccgcctt 
ggcggagctt 
gtcgctcttg 
ctgcattttg 
atcaatttaa 
gtcagaacat 
ggtggagaac 
ggcaccctaa 
ggaacttggg 
agtcatagat 



<210> 5983 

<211> 790 

<212> DNA 

<213> Homo sapiens 

<400> 5983 

gctcgacata tacagaatat ttcttcccca gaaagttctc caggaataaa gagacgcact 
60 

tatagtcaag aggtaagaag ttaacttaaa aagggtgaat tggtagtttt tttcctatta 
120 
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cattgctttc ctCaaattac tggtaaattt tgaaataaac agccccaaga tgtgattatt 
180 

tgtgtaattt ttttttttaa tttgtaaaca gggatatgac agacctccaa ccatgttaac 
240 

atcggggcct tttagaaatt ctaatttaac tgaactgggt ctgcaagaaa taaagactat 
300 

tggttatacg agccctagga gtaggaccga agtcaacagg cagtgtcctg gagaaaagga 
360 

acctgtgcca gaccttcagc taggactcga tgcagttgag ccaactgccc tacataaaac 
420 

cctggaaacg cctgcacatg acagggctga gcccaacagc caactggact cgactcactc 
480 

tggacggggc acaatgtatt cttcctgggc aaagagccct gacagaacag gagttaactt 

540 

ctcagtgaac tccaacttga gggacctgac acccccgcat cagttggagg ttggaggagg 

600 

cttccgaata agtgagtcaa agcgcctgat gcaggatgac actagaggca tgcttatgga 
660 

aacaactgtg ttttgtactt ccgaagatgg gcttgtatct ggtttcggac ggactgttaa 
720 

tgacaatttg atcgacggga attgcacacc ccagaatcca ccacaaaaga aaaaggtttc 
780 

tctattagaa 
790 

<210> 5984 
<211> 186 
<212> PRT 

<213> Homo sapiens 



<400> 5984 



Met 


Leu 


Thr 


Leu 


Gly Pro Phe Arg Asn Ser Asn 


Leu Thr Glu Leu Gly 


1 








5 10 


15 


Leu 


Gin 


Glu 


lie 


Lys Thr lie Gly Tyr Thr Ser 


Pro Arg Ser Arg Thr 








20 


25 


30 


Glu 


Val 


Asn 


Arg 


Gin Cys Pro Gly Glu Lys Glu 


Pro Val Ser Asp Leu 






35 




40 


45 


Gin 


Leu 


Gly 


Leu 


Asp Ala Val Glu Pro Thr Ala 


Leu His Lys Thr Leu 




50 






55 


60 


Glu 


Thr 


Pro 


Ala 


His Asp Arg Ala Glu Pro Asn 


Ser Gin Leu Asp Ser 


65 








70 75 


80 


Thr 


His 


Ser 


Gly 


Arg Gly Thr Met Tyr Ser Ser 


Trp Val Lys Ser Pro 










85 90 


95 


Asp 


Arg 


Thr 


Gly 


Val Asn Phe Ser Val Asn Ser 


Asn Leu Arg Asp Leu 








100 


105 


110 


Thr 


Pro 


Ser 


His 


Gin Leu Glu Val Gly Gly Gly 


Phe Arg lie Ser Glu 






115 




120 


125 


Ser 


Lys 


Cys 


Leu 


Met Gin Asp Asp Thr Arg Gly 


Met Phe Met Glu Thr 




130 






13S 


140 


Thr 


Val 


Phe 


Cys 


Thr Ser Glu Asp Gly Leu Val 


Ser Gly Phe Gly Arg 


145 








150 155 


160 


Thr 


Val 


Asn 


Asp 


Asn Leu lie Asp Gly Asn Cys 


Thr Pro Gin Asn Pro 










165 170 


175 


Pro 


Gin 


Lys 


Lys 


Lys Val Ser Leu Leu Glu 
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180 185 

<210> 5985 

<211> 737 

<212> DNA 

<213> Homo sapiens 

<400> 5985 

tgagcCtggt ctttccgggc ctcgcttccc ccagcccctg cgcccggccc gaacgagagg 
60 

ttccggagcc ccggcgcggg cgggttctgg ggtgtagacg ctgccggcca gcccgcccca 
120 

gccgaggttc tcggcaccgc cttgagagcc tcagctgccc cagggtgtgc agattagaat 
180 

cccaagaaaa tcaaatggca tccggggatc tctgctcacc tggagaaggg atggaaatac 
240 

ttcaacaagc gtgcagcaaa caacttcctc cttgtaaccc gagtaaagag gacctgttac 

300 

agaacccata cCtcagcaag cctctcctga atctctcaca gcatgtggat gagagtggct 
360 

taagcctcac cctagcaaag gagcaggctc aggcatggaa ggaagttcga ctgcataaga 
420 

caacatggtt gaggtctgag attttacaca gagtcattca agagttgcct gtggactacc 
480 

atgtgaagat: acaagacaca aatgCaactt ctgaggacaa aaagtttcat gagacccttg 
540 

aacagcggct gcttgtaact gaactgatgc ggcccttagg tcctagccag gagagggaga 
600 

tacctccact gctggggcCg gagaaagcgg accttctgga actcatgcca ctctcagagg 
660 

tcggcgggga gatattggaa ccaaataaat gaaatggttt aatttctccc atatcCttaa 
720 

aaaaaaaaaa aaaaaaa 
737 

<210> 5986 

<211> 165 

<212> PRT 

<213> Homo sapiens 



<400> 5986 



Met 


Ala 


Ser 


Gly 


Asp Phe Cys Ser Pro Gly 


Glu Gly 


Met 


Glu 


He 


Leu 


1 








5 10 








15 




Gin 


Gin 


Val 


Cys 


Ser Lys Gin Leu Pro Pro 


Cys Asn 


Leu 


Ser 


Lys 


Glu 








20 


25 






30 






Asp Leu 


Leu 


Gin 


Asn Pro Tyr Phe Ser Lys 


Leu Leu 


Leu 


Asn 


Leu 


Ser 






35 




40 




45 








Gin 


His 


Val 


Asp 


Glu Ser Gly Leu Ser Leu 


Thr Leu 


Ala 


Lys 


Glu 


Gin 




50 






55 


60 










Ala 


Gin 


Ala 


Trp 


Lys Glu Val Arg Leu His 


Lys Thr 


Thr 


Trp 


Leu 


Arg 


65 








70 


75 








80 


Ser 


Glu 


He 


Leu 


His Arg Val He Gin Glu 


Leu Leu 


Val 


Asp 


Tyr 


Tyr 










85 90 








95 




Val 


Lys 


He 


Gin 


Asp Thr Asn Val Thr Ser 


Glu Asp 


Lys 


Lys 


Phe 


His 
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100 

Glu Thr Leu Glu 
115 

Gly Pro Ser Gin 
130 

Ala Asp Leu Leu 
145 

Leu Glu Pro Asn 



Gin Arg Leu Leu 
120 

Glu Arg Glu He 
135 

Glu Leu Met Pro 
150 

Lys 
165 



105 

Val Thr Glu Leu 

Pro Pro Leu Leu 
140 

Leu Ser GXu Val 
155 



110 

Met Arg Leu Leu 
125 

Gly Leu Glu Lys 

Gly Gly Glu He 
160 



<210> 5987 
<211> 1444 
<212> DNA 

<213> Homo sapiens 



<400> 5987 
nnctggattg 
60 

ggcatgtttt 
120 

caccgcgtgg 
180 

tacagaggtt 
240 

ctccacgttt 
300 

cactctctgg 
360 

ccagatgccc 
420 

ccattttcag 
480 

acaagtagtg 
540 

ctcatcctgc 
600 

agcatcgccg 
660 

tcagaccttg 
720 

agggaattcc 
780 

agcatgaaga 
840 

ccccgggggg 
900 

gatcccaggt 
960 

tggaaagcgt 
1020 

tgggagactt 
1080 

cagggggagt 
1140 



ggatgaagga 
tttctccttg 
agctttacaa 
ggggtgactc 
ttgactggat 
gcactggcgt 
ttatattgga 
tgatatatcg 
gaattaaatt 
acgctgagga 
caccagctcg 
gctacaggca 
tggggaagtc 
cctctgccct 
ccggcacctg 
ggggaggccc 
gggtggcagg 
aatggcagca 
ccgggcaggg 



ggctgaatct 
ttgtaatctc 
ggtgctgagt 
agtgggaacg 
caaagcaaga 
ggcgacaatc 
atctccattc 
atacttccct 
tgcaaatgat 
cgacccggtg 
aagcttccga 
caaatacatt 
ggagcctgag 
cctcccgttt 
caatgctcag 
ctgcaggcct 
catgtggctc 
ggcagccatc 
gactcttggg 



cagtcaggag 
aaaggtcaca 
tcccttggtt 
ccatctgagc 
agtggtgaca 
tggtgcggcg 
actaatatcc 
gggtttgact 
gaaaacgtga 
gtgcccttcc 
gatttcaaag 
tacaagagcc 
caccagcact 
tcctccagtc 
gagcccagct 
gcagtgcccg 
tccttgccgc 
actgcctgct 
gctcgggacc 



ctgagctccc 
gcatctgctg 
accatgtggt 
ggggcatgac 
accccgtgta 
cctctgtgag 
gcgaagaagc 
ggttcttcct 
agcacatctc 
agcttggcag 
ttcagtttgt 
ctgagctgcc 
gagcctggcc 
agcagcccgg 
cgcacctgga 
gaggcctgag 
ccctcaacct 
tgatgctgca 
atgctgagct 



cagccagagg 
aggaggcgac 
cacctttgac 
ctatgacgca 
catctggggc 
cgagacgcct 
taagagccat 
tgatcctatt 
ctgtcccctg 
aaagctctat 
gccctttcat 
acggatactg 
gtgggaagga 
tatcctgaag 
gagcacctca 
catggctgtg 
gagatcttgt 
ctgagctgga 
ttttggcacc 
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acccacagag aacgtggggt ccaggttctt tctgcacctt cccagcacat gcagaatgac 
1200 

tccagtggCt ccatcgtccc ctcctgccct gtgtacctgc ttgcctttct cagctgcccc 
1260 

acctcccctg ggctggccca cccacccaca gcggaagtgc ccgggatctg cacttcctcc 
1320 

cctttcacct acctgtacac ctaacctggc cttagactga gctttattta agaataaaat 
1380 

cgtggtggtg gtccttttgt ctcaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1440 
aaaa 

1444 

<210> 5988 
<211> 216 
<212> PRT 

<213> Homo sapiens 



<400> 5988 



Gly 


Gly 


Asp 


His 


Arg 


Val 


Glu 


Leu 


Tyr 


Lys 


Val 


Leu 


Ser 


Ser 


Leu 


Gly 


1 








5 










10 










15 




Tyr 


His 


Val 


Val 


Thr 


Phe Asp 


Tyr 


Arg 


Gly 


Trp Gly Asp 


Ser 


Val 


Gly 








20 










25 










30 






Thr 


Pro 


Ser 


Glu 


Arg 


Gly Met 


Thr 


Tyr 


Asp 


Ala 


Leu 


His 


Val 


Phe 


Asp 






3S 










40 










45 








Trp 


He 


Lys 


Ala 


Arg 


Ser Gly 


Asp 


Asn 


Pro 


Val 


Tyr 


He 


Trp 


Gly 


His 




50 










55 










60 










Ser 


Leu 


Gly 


Thr 


Gly 


Val 


Ala 


Thr 


He 


Trp 


Cys Gly Ala 


Ser 


Val 


Ser 


65 










70 










75 










80 


Glu 


Thr 


Pro 


Pro 


Asp 


Ala 


Leu 


He 


Leu 


Glu 


Ser 


Pro 


Phe 


Thr 


Asn 


He 










85 










90 










95 




Arg 


Glu 


Glu 


Ala 


Lys 


ser 


His 


Pro 


Phe 


Ser 


Val 


He 


Tyr 


Arg 


Tyr 


Phe 








100 










105 










110 






Pro 


Gly 


Phe 


Asp 


Trp 


Phe 


Phe 


Leu 


Asp 


Pro 


He 


Thr 


Ser 


Ser 


Gly 


He 






115 










120 










125 








Lys 


Phe 


Ala 


Asn 


Asp 


Glu 


Asn 


Val 


Lys 


His 


He 


Ser 


Cys 


Pro 


Leu 


Leu 




130 










135 










140 










He 


Leu 


His 


Ala 


Glu 


Asp 


Asp 


Pro 


Val 


Val 


Pro 


Phe 


Gin 


Leu 


Gly 


Arg 


145 










150 










155 










160 


Lys 


Leu 


Tyr 


Ser 


He 


Ala 


Ala 


Pro 


Ala 


Arg 


Ser 


Phe 


Arg 


Asp 


Phe 


Lys 










165 










170 










175 




Val 


Gin 


Phe 


Val 


Pro 


Phe 


His 


Ser 


Asp 


Leu 


Gly Tyr Arg 


His 


Lys 


Tyr 








180 










185 










190 






He 


Tyr 


Lys 


Ser 


Pro 


Glu 


Leu 


Pro 


Arg 


He 


Leu Arg Glu 


Phe 


Leu 


Gly 






195 










200 










205 








Lys 


ser 


Glu 


Pro 


Glu 


His 


Gin 


His 



















210 215 



<210> 5989 

<211> 1583 

<212> DNA 

<213> Homo sapiens 

<400> 5989 
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gccccctgat 
60 

acactccgaa 
120 

tgagccCtat 
180 

ccagggacgc 
240 

gg999acagc 
300 

aagagactgt 
360 

ggggtctcta 

420 

ttcaccctgc 
480 

ggaaaagtca 
540 

aagcctctct 
600 

aacaccattg 
660 

aatggagaaa 
720 

cctcttgaga 
780 

ctgcggctgg 
840 

cgggtggagg 
900 

caggagggcg 
960 

ggtgcagagc 
1020 

gggttttgtt 
1080 

gaaattatat 
1140 

gagccattcg 
1200 

acaCctgagt 
1260 

taagctccCt 
1320 

tttacactca 
1360 

atggcccgat 

1440 

ttatcatttc 
1500 

cgcgcccaag 
1560 

aagatttatg 
1583 



cagttctttg 
catggccctt 
accgatcaat 
gacgtctctg 
aagtgcccca 
gcgtcaacac 
tgatagggga 
ctagtgccta 
gcatcaactg 
atggagggaa 
tttgtaaagc 
ccaaagtcat 
agcagggacc 
gggacattga 
aacggaagcg 
atggctgggt 
tttccagtat 
ggcattcact 
actatgaaaa 
gggcacgtgt 
atgattacac 
tttatcaatg 
caaagatatt 
cactgtccat 
aaaattattg 
aaagataagc 
cccagagcct 



gggcgctttt 
ttcccgttcc 
ccaggcacac 
gccagcagaa 
Ccacccaccc 
ccatgtatgg 
aggcgtgttg 
cgcccggtcc 
tgccaagact 
agtccacagg 
ccatggggaa 
cgacacaacc 
catggagtcc 
cgcagccacc 
cgagaacctc 
acacttcaat 
agccctgttt 
gagaccttgt 
gtgcaccccc 
gtgtacacac 
atttaaatac 
aagtttgaag 
ctcacttagt 
aagggagaaa 
tgattctcac 
aagtatttcc 
tgc 



taaagtttcc 
aacgatcaac 
ctcctttcct 
atacggcctc 
atctcctgct 
accaaaagca 
aggctcctgg 
attcccacca 
gggtactcag 
gttaccgcag 
tggaatggca 
acactgccag 
aggaacctct 
gagcagaagc 
cgcacaccat 
cccctctgga 
ttgtaggaat 
attagcatcc 
acactctgct 
cgtatacgtt 
tgcactcacc 
tttttctatt 
caactcctgt 
gtggctcatt 
ctccctcccc 
tgctggatgg 



caggatcccg 
cactttgggg 
gggggtgact 
ctccccgccg 
cctactgtga 
agttcatggg 
aacacgggga 
tcccgtgggt 
cgacagtgac 
aagtgaagca 
ctttagagtt 
tgtatcccaa 
ggcgggaggt 
ggcacctgga 
ggaagcccaa 
aagcacactg 
attaaagtag 
aagaaatgat 
agaggaatga 
cacacacatg 
aaggttaaag 
tttcactttg 
caaaatgaag 
cctggtagaa 
acctcagtgt 
gggttggcag 



atgttgtcat 
ggcgggagag 
gaatgcccag 
actgggcaaa 
gtgcgaggag 
catgtccgtg 
ggagtacgta 
ggagctcgga 
attccacacg 
caacccaacc 
cacctacaac 
gaagatcaga 
gacccgatac 
ggagaagcaa 
atattttatc 
atggggtgga 
tagagtatca 
gagagagaga 
atttattcaa 
cactatgtaa 
tgggtaatca 
ccaaaaatgc 
gtgaactggc 
gtatgggtgg 
ttcgtctgtc 
gaagctgtta 
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<210> 5990 
<211> 260 
<212> PRT 

<213> Homo sapiens 



<400> 5990 







Ala 

Ma CI 


Gin 


tr A W WXj^ XilA t\im)j 


r^Ai] Tm Pro Ala. Glu Tie 

XXL/ A^Xw #%AG» A 












K 


10 15 










Arg 


iJtSU VrXjr ljy9 VjXjf 


nlv nln r!ln Val ^t»r Uia, 
\3Xj sjxn sjixa vax nxc* 














30 






v 


T 1 o 


C A 

oer 


^^ro 1^^^* r^^ro 11 

uys rne iyr t^ys uxu 


i»yS vjXU VjXLi Ljiys xjcu 


<_ys 
















vax 


Asn 


rnr 


nlS 


vax irp inr Liys oer 


i-i/S crlie rl6C saLy Piew 


vax 




en 








Dw 






vax 






xxe uxy uxu uxy vax 


ueu Arg ijeu xieu uxu nxs 


«xy 


O 9 








*70 


/ 3 








Tyr 


vax 


rne inr Xieu Fro oer 


Axa i^rr Axa Arg oer xxe 














90 95 






Tl » 




irp 


vai mil T.OI1 niv m «/ 
VBX ueu \jxy uxy 


uyo vax oer xxe Asn ^ys 










100 


1 oc 


no 




Lys 


Thr 


Gly 


Tyr 


ser Ala Thr Val He 


Phe His Thr Lys Pro Phe 


Tyr 






115 




120 


125 




Gly 


Gly 


Lys 


Val 


His Arg Val Thr Ala 


Glu Val Lys His Asn Pro 


Thr 




130 






135 


140 




Asn 


Thr 


He 


Val 


Cys Lys Ala His Gly 


Glu Trp Asn Gly Thr Leu 


Glu 


145 








150 


155 


160 


Phe 


Thr 


Tyr 


Asn 


Asn Gly Glu Thr Lys 


Val He Asp Thr Thr Thr 


Leu 










165 


170 175 




Pro 


Val 


Tyr 


Pro 


Lys Lys He Arg Pro 


Leu Glu Lys Gin Gly Pro 


Met 








180 


1B5 


190 




Glu 


Ser 


Arg 


Asn 


Leu Trp Arg Glu Val 


Thr Arg Tyr Leu Arg Leu 


Gly 






195 




200 


205 




Asp 


lie 


Asp 


Ala 


Ala Thr Glu Gin Lys 


Arg His Leu Glu Glu Lys 


Gin 




210 






215 


220 




Arg 


Val 


Glu 


Glu 


Arg Lys Arg Glu Asn 


Leu Arg Thr Pro Trp Lys 


Pro 


225 








230 


235 


240 


Lys 


Tyr 


Phe 


He 


Gin Glu Gly Asp Gly 


Trp Val Tyr Phe Asn Pro 


Leu 










245 


250 255 




Trp 


Lys 


Ala 


His 









260 



<210> 5991 
<211> 2440 
<212> DNA 

<213> Homo sapiens 



<400> 5991 
gccctgcacg 
60 

gtggaaatga 
120 

ctttctgaaa 
180 



aaaatcccga 
gcctgaagct 
tgggtttcgc 



cataattatt 
gcagagtgtg 
agagcagctg 



gccacgcccg 
gaatacgtgg 
caggagatca 



gacggttggt 
tgttcgatga 
tcgcccgcct 



gcatgtggct 
agctgaccgg 
ccccgggggc 
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caccagacgg 
240 

ggcctcacgg 
300 

aagacctcct 
360 

cacaacgtgg 
420 

gagcacctca 
480 

ctagacccga 
540 

ctcattgtga 
600 

aactacagct 
660 

gctggccgaa 
720 

gatccgcacc 
780 

aggtgtggcc 
840 

ggacagtggt 
900 

tgctgataac 

960 

caagagggcc 
1020 

ttttgaggag 
1080 

ccgggcgact 
1140 

cgccaagcgg 
1200 

caggagcagc 
1260 

cagcctgaga 
1320 

gtcgtgggcc 
1380 

gaggcccggc 
1440 

gagcggggcc 
ISOO 

gtcctggact 
1560 

tgggaccgta 

1620 

aagacagaga 
1680 

aaacagaaac 
1740 

ggcccagagc 
1800 



tgctgttctc 
agcccgtgct 
tcctcctcgt 
tgcggcccca 
ctgagctgct 
cagcccgcaa 
ctgacctggc 
Cccccgccaa 
gtggcacagc 
tgttcctggg 
ggtgtggatg 
ctgcagagca 
gcccagcagc 
aaggagatgg 
gaggagctgc 
atctttgaga 
cagaaggacc 
aggagggccc 
aggaggagga 
ggaagcggca 
agcgggacca 
tgagcatcag 
tgatggggga 
agaagaagcg 
gcggccgcta 
agaaaattga 
gaagaggtgg 



cgccacgctg 
catccggctc 
gcgggaggac 
ggaccagacc 
gacgacccag 
gatcaatccc 
cgcccgaggc 
gggcaaactc 
ctactccttg 
ccgctccctc 
gcatgctggg 
ccctggaggc 
agtatgcgcg 
accttgtggg 
agcggctgag 
tcaacgcctc 
gcaagccatc 
agtgggccca 
ggaggaggcg 
gcggtcagga 
ggaattctac 
cggggaaggg 
tgaagcccag 
gtttgtggga 
catcagcagc 
tgatcgtgac 
gaagcgagac 



cccaaactgc 
gacgtggata 
accaaggctg 
gtggtgtttg 
ncggtgagct 
gccaaattca 
ctggacaCcc 
ttcctgcacc 
gtggcccctg 
nacccCcgcc 
tcgggCgcca 
atcgctggag 
ctcacgcccg 
gctgggccCg 
gctggtggac 
cagccgagac 
gcccgcttcc 
gccccgagcc 
ggagagagtg 
cccaacaggg 
atcccctacc 
ggagcctttg 
aacctgacga 
cagtcaggac 
tcctacaagc 
tcggacgaag 
cgtggccaag 



tggtggaatt 
ccaagctcaa 
ccgtgctgct 
tggccacgaa 
gcgcccacat 
cgcttggcaa 
cgctgctgga 
gcgtgggccg 
atgaaatccc 
cgacccctca 
cagagtgtgg 
ctacggggcc 
gcgccctcgc 
caccccctct 
agcataaaga 
ctgtgcagcc 
agcagggaca 
gcccagcact 
tggaggacat 
gagccaagag 
ggcccaagga 
agcagcaggc 
ggggccggca 
aggaagacaa 
gagacctcta 
aaggggcatc 
caggtgcatc 



tgcccgggct 
cgagcagctg 
ccacccgctg 
gcaccacgcc 
ctatagtgcc 
gtgctccact 
caatgtcatc 
tgtggcccgg 
ctacctgctg 
aggagccctc 
tggacgagga 
tggcccgcgt 
ctgagtccat 
tcagctcgcg 
actaccgctc 
aggcgatgcg 
gcaggggcgg 
gcaggagaag 
tttctcagag 
gcggagggag 
ctttgacagc 
agctggcgct 
gcagctcaag 
gaagaagatt 
tcagaagtgg 
tgaccggcga 
ccggccccac 
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gccccaggca cccctgcagg ccgagtccgc ccggaactca agaccaagca gcagatcctg 
1860 

aagcagcggc gccgggccca gaagctgcac ttcctgcagc gtggtggcct caagcagctc 
1920 

tctgcccgca accgccgccg cgtccaggag ctgcagcagg gcgccttcgg ccggggtgcc 
1980 

cgctccaaga agggcaagat gcggaagagg atgtgaggac caggacccag ccccgtggct 

2040 

ccttgattgg ccttagggtg ggcatcagca gacgttcccg tgcaccactg tgtgcctggc 

2100 

cctgtgctgg gcactggggg caccccctgc aggagccatc atctgtgaaa aggagcactg 

2160 

tatggccaca gaagggcagc agctgcgtca gcctaagaca gagacatttg aacagggcct 

2220 

tgaagggtgt gcaggagttc gccagcaaag ccaggcaggc caagacttga gttggcaact 
2280 

cagctgctgc tgcttccatg tgttctgggt tcagaggtca tggctgcacc ggtcagagcc 
2340 

ctgagtgcct cagggtttgg caatggaatt tttaatgtaa taaatcCtta ttgagcactg 
2400 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2440 

<210> 5992 

<211> 301 

<212> PRT 

<213> Homo sapiens 



<400> 5992 



Ala 


Leu 


His 


Glu 


Asn 


Pro 


Asp 


He 


He 


He 


Ala 


Thr 


Pro 


Gly 


Arg 


Leu 


1 








5 










10 










15 




Val 


His 


Val 


Ala 
20 


Val 


Glu 


Met 


Ser 


Leu 

25 


Lys 


Leu 


Gin 


Ser 


Val 
30 


Glu 


Tyr 


Val 


Val 


Phe 
35 


Asp 


Glu 


Ala 


Asp 


Arg 
40 


Leu 


Phe 


Glu 


Met 


Gly 
45 


Phe 


Ala 


Glu 


Gin 


Leu 


Gin 


Glu 


lie 


lie 


Ala 


Arg 


Leu 


Pro 


Gly Gly 


His 


Gin 


Thr 


Val 




50 










55 










60 










Leu 


Phe 


Ser 


Ala 


Thr 


Leu 


Pro 


Lys 


Leu 


Leu 


Val 


Glu 


Phe 


Ala 


Arg 


Ala 


65 










70 










75 










80 


Gly 


Leu 


Thr 


Glu 


Pro 
85 


Val 


Leu 


He 


Arg 


Leu 
90 


Asp 


Val 


Asp 


Thr 


Lys 
95 


Leu 


Asn 


Glu 


Gin 


Leu 


Lys 


Thr 


Ser 


Phe 


Phe 


Leu 


Val Arg 


Glu 


Asp 


Thr 


Lys 








100 










105 










110 






Ala 


Ala 


Val 
115 


Leu 


Leu 


His 


Leu 


Leu 
120 


His 


Asn 


Val 


Val 


Arg 
125 


Pro 


Gin 


Asp 


Gin 


Thr 
130 


Val 


Val 


Phe 


Val 


Ala 
135 


Thr 


Lys 


His 


His 


Ala 
140 


Glu 


Tyr 


Leu 


Thr 


Glu 


Leu 


Leu 


Thr 


Thr 


Gin 


Xaa 


Val 


Ser 


Cys 


Ala 


His 


He 


Tyr 


Ser 


Ala 


145 










ISO 










155 










160 


Leu 


Asp 


Pro 


Thr 


Ala 


Arg 


Lys 


He 


Asn 


Leu 


Ala Lys 


Phe 


Thr 


Leu 


Gly 










165 










170 










175 




Lys 


Cys 


Ser 


Thr 
180 


Leu 


lie 


Val 


Thr 


Asp 
185 


Leu 


Ala 


Ala 


Arg 


Gly 
190 


Leu 


Asp 


lie 


Pro 


Leu 


Leu 


Asp 


Asn 


Val 


He 


Asn 


Tyr 


Ser 


Phe 


Pro 


Ala 


Lys 


Gly 
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19S 200 205 

Lys Leu Phe Leu His Arg Val Gly Arg Val Ala Arg Ala Gly Arg Ser 

210 215 220 

Gly Thr Ala Tyr Ser Leu Val Ala Fro Asp Glu lie Pro Tyr Leu Leu 
225 230 235 240 

Asp Leu His Leu Phe Leu Gly Arg Ser Leu Xaa Pro Arg Pro Thr Pro 

245 250 255 

Gin Gly Ala Leu Arg Cya Gly Arg Cys Gly Trp His Ala Gly Ser Gly 

260 265 270 

Ala Thr Glu Cys Gly Gly Arg Gly Gly Gin Trp Ser Ala Glu His Pro 

275 280 285 

Gly Gly lie Ala Gly Ala Thr Gly Pro Gly Pro Arg Cys 
290 295 300 

<210> 5993 
<211> 7858 
<212> DNA 

<213> Homo sapiens 
<400> 5993 

nccatggagg gcaaagactt: caactatgag tacgtacaga gagaagctct cagggttccc 
60 

ctgacatttc gagaaaagga tggactggga attaagatgc ctgaccctga tttcacagtc 
120 

cgagacgtca aactcctagt ggggagccgg cggcttgtgg acgtgatgga cgtgaacacc 
180 

cagaaaggca cggagatgag catgtcccag tttgtgcgtt actacgagac gcccgaggcc 
240 

cagcgggaca agctgtacaa cgtcaCcagc ctagagttca gccacaccaa gctggagcac 
300 

ttggtcaagc gtccgactgt ggtagacctg gtggactggg tggacaacat gtggccccag 
360 

catctgaagg agaagcagac agaagccacg aacgccattg cagagatgaa gtacccgaaa 
420 

gtgaaaaagt actgtctgat gagcgtgaaa ggttgtttca ccgaccccca catcgacttt 
480 

ggaggcactt ccgtttggta ccatgttttc cggggtggga agattctttg gctgattcct 
540 

ccaacgctgc acaactCggc gctgtacgag gagtgggtgc tgtcaggcaa acagagtgac 
600 

atctttctgg gagaccgtgt ggaacgatgc caaagaattg agctgaagca gggctacaca 
660 

tttttcatcc cttccggttg gatccatgcc gtctacaccc ctgtagactc tttggtgtcc 
720 

ggcggaaaca tcctgcacag ctttaacgtg cccatgcagc tgcggatcta cgagatcgag 
780 

gacaggacgc gggtgcagcc caaatcccgt taccccttct actatgagat gtgctggtat 
840 

gtcctggaga gatacgtgta ctgtgtgacc cagcgcCccc acctcactca ggaataccag 
900 

agggagtcga tgcttattga tgccccgagg aagcccagca tagacggctt ctcttcggat 
960 

tcctggctgg agatggagga ggaggcctgt gatcagcagc ctcaggagga ggaggagaag 
1020 
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gacgaggagg gcgagggcag 
1080 

cccaccagca cgccctctga 
1140 

ctgcgattcc tcaaaaggac 
1200 

ttggccgtag actaccccaa 
1260 

tggacccatc ccactgagtt 
1320 

tccctcccgg agaacaagaa 
1380 

gagggtgtga agaacgtcct 
1440 

ggggtccctg tggtgacttg 
1500 

aaggggaagc tgggcccggc 
1560 

gctcggcggc gccggacgcg 
1620 

gagtgccact tctgcaagga 
1680 

tgcatcatgc ggcagtgcat 
1740 

ggcgaggcgg ggaaggaaga 
1800 

atggagtgcc ccatctgcaa 

1860 

gtggggacag gtggtgctga 
1920 

tggtgggatg caggtcgtgc 
1980 

gtgtcaaggg ataagcccgg 
2040 

caaaggaata aacacacccc 
2100 

ctcagcggat ggcaaacaca 
2160 

gtggctccag gcttctggga 
2220 

tagagtcctc Cgcagagtcc 
2280 

tcataccccc ccagtgagat 
2340 

agacggagtg tcttgcccag 
2400 

cctggatcca cagctgcccg 
2460 

aacgggatag atgtgacgtt 
2520 

agagccttgt gcccgtgggc 
2580 

ccgcagatta aggagtcaga 
2640 



ggacagggca cccaaaccgc 
ggaccaggag gccctcggga 
tttgtctaat gagccggagg 
gacccccacc ggctctcccg 
tgaacCgaag ggcctgaaag 
gtgtgtcccc gagggcatcg 
gaaggagcac gcagatgatg 
gccaaagaag actccaaaga 
ctccgcggtg aagttggccg 
atgccgcaag tgcgaggcct 
catgaagaag ctcgggggcc 
cgcgccagtg ctgccccaca 
cacggtggaa gaggaggaag 
tgaaatcatc caccctggat 
cgctctgggg caggtagggt 
agtgaattcc tggaggaccc 
ggcaaggagg gcctggagca 
cacctcccag gatgtcagaa 
ggctgcttgt ttgtagctgg 
gaacaaggcc ccacaccaca 
tttctgcatg ccaggcgctg 
gggcacacta acttttatgg 
ggtcccagag aagcaaaggg 
tctctgccag cctctgcagc 
ggggaggggg tgctgctgct 
catcttctcc gcccgtccct 
gggtgtggtc aacgacgagc 

5166 



ccaccgatgg ctccacctca 
agaagcccaa agcacctgcc 
aaagtgtgaa gtccaccaca 
ccacggaggt ctcCgccaaa 
ctctggtgga gaaactggaa 
aggaccccca ggcactcctg 
accctagtct ggccaccact 
accgggctgt gggtcggccc 
ccaaccggac aacggcagga 
gcctgcggac cgagtgcgga 
ccgggcgcat gaagcagagc 
ccgccgtgtg ccttgtgtgt 
gcaagtttaa cctcatgctc 
gccttaaggt gagtggccca 
tgctggagat gctggtgaga 
ctgagtctgg gtgatcctgt 
cctcagagac ccagtgtcat 
ccagagaggg Cttccagagc 
gccagaggga gggcctccag 
ctccctcccc cagcacccag 
agctggtggc tttacctggg 
ccgagggcac cagcccacag 
gctcagcctc tgaaccctgg 
tgtgttttct tttggctgga 
tctggaagac gtggcgtcac 
cttctgagtc ctggtgttcc 
ttccaaactg ctgggagtgt 
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a CCBCy C Cy g 


O 1f\t\ 






uycccyyctc 


^ / o u 






w wy ccoely cy 








ayeleigy uyCC 


^ Q Q A 






ay cgyaaaca 


O Q i* rt 






cgccccccgg 


3UO0 




^ ^ S ft 


cccggcggag 


30pO 






cc cgaggccc 


3120 






caccccaccg 


3180 








3240 




^999^ ^99 ^ ^ 


^^iK 9l#vl* #^ 

gccgcgagcc 


3300 






cgccaccagc 


3jd0 






cggggacwcc 


3420 






gggcggccgc 


34o0 






c eg u£ic ccc c 


3b4k 0 




^^^^ ^ ^i i 


gccagacgcg 


3oU U 




^ ^ ^ a ^ ^ fr* 
uuu^ya^oi(»u 


y tygact cgt 


3t>oU 




fm* ■ J w/T a ^ 

ygy^aycaay 


c uctgcgucc 


3 /^U 




ytrk wbbwoiyy 


deiaaay y taC 


3 /OU 




yoiy wk>y^aww 


y waycucwcu 


3o4U 






wv.y ay b.v>fc*Ccl 


3900 




tggaagaacg 


ccgaggaccg 


3960 




gaacccgagg 


acgaactgcc 


4020 




tccagctccc 


ccaccgcggg 


4080 




aaggtgaaga 


tgcgccggaa 


4140 




aaggagctca 


accacgagat 


4200 




cccatcaagt 


cggagcctga 


4260 





caagaccggg aaacaaaagc 
cccgctcaag gagcagaaga 
gaggagtgag tgtgaggagg 
gccggacggc cttctgcgca 
tgagaagccc caggagctga 
ttcctcctct cacctctcgc 
acccagCctc acttacCtcc 
cggggactgg cgagtcctgg 
ctgcctctcc Cgaggcttcc 
ggggcctggg aagccgtctg 
cagggaacct ctgaggagcc 
cacaaggtgg cgccaggagt 
cacagggctg tgctccagaa 
acatccccag gtctgtgggg 
acttccagct tcttccttga 
gagatggcat ttgtggggaa 
ggtggggtgg ggtgtcgagg 

» 

tttctttttc gtgacagctc 
catcttcccc tccctcctgt 
gggccacagt cccgtggcag 
gaggctgacg cgtctccgct 
catggcgctg gccaacaagc 
cgaggcgccc cccaagacca 
acccagcacc gaaggggccg 
gcggcggctC cccaacaagg 
ccagaggacg gagaacagcc 
gagcgagggc gaggagccca 



gtggccccgg 


ctttaagtac 


cgaaccggga 


caacaaggaa 


cgccccggcg 


caggtcggat 


gaaagtctga 


cgacgtgcac 


gtggacgcaa 


gcgggcctca 


cgaggccccc 


tctaggcagc 


agcagcaggt 


gctcccacga 


gctgtccccc 


accccacccc 


caggtctcgg 


ccccagatct 


tgcctagagc 


ctctgttggt 


tggtggccct 


gctccaccca 


ctctcccagc 


tctagccatt 


ctggcCccca 


gagccgagga 


tgggaggtca 


gttgggtggg 


aagctgcagg 


cagggctcgc 


ggcctccctc 


cagcccctcc 


agaccaaatc 


ccacgagccc 


aaacctggca 


aagaagataa 


gccccaggcc 


tgagcggtta 


yyyay^yyy <* 


y y c ^y yy w 


ctcgccctca 


gcggcggtcc 


ccctccggcg 


cttcaagcag 


gggagagcga 


tcactcccgc 


agggcccgga 


ggagaagaag 


agctgagcag 


ggagctgagc 


tggccaacga 


gaaccagcag 



agcggccccc gggcacctgc 
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gagcgtcccc 
4320 

ctggggccca 
4380 

ccgcccaagt 
4440 

cctgacccgc 

4500 

gccgtcttca 
4560 

tggaaccgct 
4620 

tctatcacac 
4680 

agctggacca 
4740 

cgggacttgg 
4800 

tgtccgcCgc 
4860 

cgggacctcc 
4920 

ctgtgggggt 

4960 

tgttccccaa 
5040 

cagaggggat 
5100 

tccgcgtgcg 

5160 

tgctttctta 
5220 

tgcccctcgt 
5280 

tccaggatgg 
5340 

gccatgggga 
5400 

gaatgtgggc 
5460 

tttgatgtgg 
5520 

aactaaatga 
5580 

atgaccaggc 
5640 

agatggacaa 
5700 

tcacagatgc 
5760 

tcagttactg 
5820 

ccacccgaga 
5880 



accgcttcag 
gcctgcgcag 
gtatccagat 
caccccCgga 
gctaccccag 
ggtgctgcga 
ccctgatgct 
atatctccaa 
tgctgtcagg 
tccggaccct 
tgtccccgcc 
ggggtgagcg 
aggacatagg 
ctgggaggag 
Cctctctgct 
ttgactcgct 
cggttccaag 
cacctccccc 
tcggagatgc 
atagtgtttc 
agtctgattt 
aatctgagtg 
ctcctcggtc 
tcggagcaag 
ctccctgcgg 
taaccacgtc 
ctccttaacc 



caaggggctc 
cccgccccgt 
ggagcgccat 
cgatggggca 
ccaccaagac 
taagcggttg 
gagtggcatc 
gaagcagctg 
ctgctcatgg 
ggatgtccag 
cacagacaac 
agctagactg 
gatgagtctc 
gcaggggctc 
ttcctgttga 
catggggctc 
cctccactgc 
tggactgggc 
tgcgcagcct 
taggtctttt 
ttcactgttg 
ttctgtctgg 
agattgacgg 
ctccggaaca 
ctcatcatcc 
accgaccagt 
gagatcaacc 



aacggcaccc 
gtcatctccc 
gtgatccggc 
gcccacgtca 
ctgtgtgtgt 
tggacccgca 
atccggcgac 
agctggctca 
atcgcggtct 
tgggtggagg 
aggccaggtg 
ttggaCctgc 
tgctgccatg 
ctgtgcacac 
ctcgctcatg 
tgcgtgcatc 
catcgggatc 
tggactgcct 
ctgcactggt 
agtttttcaa 
gaattatgat 
ctggtgggcc 
gttgccccct 
tcgtggagct 
gccacatgcc 
ctatcaacct 
tgtctgactg 



cccgggagct 
ggcccccacc 
caccccccat 
tgcacaggga 
gcatgcgggt 
ttgacctgaa 
agcccgtctc 
ccaaccggct 
cggccctttg 
gactaaagga 
agttgccagg 
ttttaccctc 
ttctcagttt 
gtgagactcg 
gggctctgcg 
tcacttcttt 
agcgcggttg 
aggtccgtgc 
tggctgatga 
gagaatctga 
tttgggagga 
ttttagagtg 
ccttcctgcc 
gcgcctggca 
cctgctctcc 
gctcactgct 
caataaggtc 



gcggcaccag 
ctccgtgtcc 
cagccccccg 
ggtgtggatg 
ctgcaggacc 
ccacCgcaag 
cctcgacctc 
gcctgggctc 
cagctccagt 
tgcccaaatg 
ctgggggttt 
agaccccagc 
gcttcaggca 
ctcctggggc 
tgtgtctcac 
tctgttgact 
tgcaaaggct 
ctctcgccaa 
ctactgggtg 
aaatctaagt 
agcagtttat 
tcatgtcagc 
ccaccaggtc 
ggcctggaca 
aagctccacc 
gttggcacca 
actgatcagt 
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gcctgtcctt cttcaaacgc tgtggaaaca tctgtcaCat tgacctgagg tactgcaagc 
5940 

aagtcaccaa ggaaggctgt gagcagttca tagccgagat gtctgtgagt gtccagtttg 
6000 

ggcaagtaga agaaaaactc ctgcaaaaac tgagttagtc caaggataag cacgtaaata 
6060 

cggggcgggc tctgggaggg gagagacttt acaaaaatga gggcttttat tttccatttg 
6120 

gaacgtggga caacagacca caacgcaatt ccattttgca agtctttcca agggagaagc 
6180 

cgttcaacca cccgtttggg ggatgagtga gccgacactt tcctttggtc tttctgaatc 
6240tgctttctgg accatttcta aggcggcctt tacaagaaga cattcctgtc 6300 
ggagaggagg gtggactccg gagaaattct catactgaag catgagctta ggagtttctg 
6360 

ttagtggtag tggtgttttg gacacttcat tccttgcaac accgaggttt tgggtgttga 
6420 

cataaagtgg accacacacc acatctgctg ccgtcttgac actttttttt gtttggccgg 
6480 

ttttgttaca tcttacatta tgcagaacca tttttgtaca aactgtttaa aagttattta 
6540 

tgcaaggctt gaatgcatac cagtgttttt attgtcttga gattgccaat tttcctgatt 
6600 

tccttaaggt aggagagaat ttaacgtgta cttcaccgac acaacccatc tacaaatgcg 
6660 

cccagatcta acaaagtagg ctaagacctt ccactcaaaa gcatgtttaa ctggaagttg 
6720 

agagcctgct ttgtacctca agagttacat gagcatgttg tggataaatg caaattatag 
6780 

tcaaagtaag atactctgcc aagtttcctc tgtagagaat tcacttttct caaattttaa 
6840 

aatttcgact tcagcctttg cactcaggag gttccgctcc agcatgagct cttgtactta 
6900 

catagatcta atttatacag cgagtcaaga cgtagaacaa atgctcccac atagcctttc 
6960 

ttttgctttt gcctccctcc tctgaagtgt gagttgagtt ctcatttagg tttgtaacat 

7020 

ggctatttcc tagttgtaaa gttctgcatc tataagcgcc attgttgtaa ggtggtgttt 
7080 

cctagacctt ccctgatgcg attttacctt tgttgaattt gtataaacaa Ctgtacaaaa 

7140 

aaaaaacaga ccacaacgca attccatttc gcaagtcttt ccaagggaga agctgttcaa 
7200 

ccacccgttt gggggatgag tgagccgaca ctttcctttg gtctttctga atcgtaactg 
7260 

cactgctttc tggaccattt ctaaggcggc ctttacaaga agacattcct gtcggagagg 
7320 

agggtggact tcggagaaat tctcatactg aagcatgagc tcaggagctt ctgttagtgg 
7380 

tagtggtgtt ttggacactt cattccttgc aacaccgagg ttttgggtgt tgacataaag 

7440 

tggaccacac accacatctg ctgccgtctt gacacttttt tttgtttggt tggttttgtt 
7500 

acatcttaca ttatgcagaa ctatttttgt acaaattgtt taaaagttat ttatgcaagg 
7560 
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tttgaacgca taccagtgtt tttattgttt tgagattgcc aatcttcctg atttccttaa 
7620 

ggtaggagag aatttaacgt gtacttcatc gacacaaccc atctacaaat gtgcccagat 
7680 

ctaacaaagt aggctaagac cttccactta aaagcatgtt taactggaag ttgagagtct 
7740 

gctttgtacc tcaagagtta catgagcatg ttgtggataa atgtaaatta tagtcaaagt 
7800 

aagatactct gccaagtttc ctctgtagag aattcacttt tctcaaattt taaaattt 
7858 

<210> 5994 
<2X1> 402 
<212> PRT 

<213> Homo sapiens 



<400> 5994 



Met 


Ala 


Leu 


Ala 


Asn 


Lys 


Pro 


Leu 


Arg 


Arg 


Phe 


Lys 


Gin 


Glu 


Pro 


Glu 


1 








5 










10 










15 




Asp 


Glu 


Leu 


Pro 


Glu 


Ala 


Pro 


Pro 


Lys 


Thr 


Arg 


Glu 


Ser 


Asp 


His 


Ser 








20 










25 










30 






Arg 


Ser 


Ser 


Ser 


Pro 


Thr 


Ala 


Gly 


Pro 


Ser 


Thr 


Glu 


Gly 


Ala 


Glu 


Gly 






35 










40 










45 








Pro 


Glu 


Glu 


Lys 


Lys 


Lys 


Val 


Lys 


Met 


Arg 


Arg 


Lys 


Arg 


Arg 


Leu 


Pro 




50 










55 










60 










Ash 


L/S 


Glu 


Leu 


Ser 


Arg 


Glu 


Leu 


Ser 


Lys 


Glu 


Leu 


Asn 


His 


Glu 


He 


65 










70 










75 










80 


Gin 


Arg 


Thr 


Glu 


Asn 


Ser 


Leu 


Ala 


Asn 


Glu 


Asn 


Gin 


Gin 


Pro 


He 


Lys 










85 










90 










95 




Ser 


Glu 


Pro 


Glu 


Ser 


Glu 


Gly 


Glu 


Glu 


Pro 


Lys 


Arg 


Pro 


Pro 


Gly 


He 








100 










105 










110 






Cys 


Glu 


Arg 


Pro 


His 


Arg 


Phe 


Ser 


Lys 


Gly 


Leu 


Asn 


Gly 


Thr 


Pro 


Arg 






115 










120 










125 








Glu 


Leu 


Arg 


His 


Gin 


Leu 


Gly 


Pro 


Ser 


Leu 


Arg 


Ser 


Pro 


Pro 


Arg 


Val 




130 










135 










140 










He 


Ser 


Arg 


Pro 


Pro 


Pro 


Ser 


Val 


Ser 


Pro 


Pro 


Lys 


Cys 


He 


Gin 


Met 


145 










150 










155 










160 


Glu 


Arg 


His 


Val 


He 


Arg 


Pro 


Pro 


Pro 


He 


Ser 


Pro 


Pro 


Pro 


Asp 


Ser 










165 










170 










175 




Leu 


Pro 


Leu 


Asp 


Asp 


Gly 


Ala 


Ala 


His 


Val 


Met 


His 


Arg 


Glu 


Val 


Trp 








180 










185 










190 






Met 


Ala 


Val 


Phe 


Ser 


Tyr 


Leu 


Ser 


His 


Gin 


Asp 


Leu 


Cys 


Val 


Cys 


Met 






195 










200 










205 








Arg 


Val 


Cys 


Arg 


Thr 


Trp 


Asn 


Arg 


Trp 


Cys 


Cys 


Asp 


Lys 


Arg 


Leu 


Trp 




210 










215 










220 










Thr 


Arg 


He 


Asp 


Leu 


Asn 


His 


Cys 


Lys 


Ser 


He 


Thr 


Pro 


Leu 


Met 


Leu 


225 










230 










235 










240 


Ser 


Gly 


He 


He 


Arg 


Arg 


Gin 


Pro 


Val 


Ser 


Leu 


Asp 


Leu 


Ser 


Trp 


Thr 










245 










250 










255 




Asn 


He 


Ser 


Lys 


Lys 


Gin 


Leu 


Ser 


Trp 


Leu 


He 


Asn 


Arg 


Leu 


Pro 


Gly 








260 










265 










270 






Leu 


Arg 


Asp 


Leu 


Val 


Leu 


Ser 


Gly 


Cys 


Ser 


Trp 


He 


Ala 


Val 


Ser 


Ala 






275 










280 










285 








Leu 


Cys 


Ser 


Ser 


Ser 


Cys 


Pro 


Leu 


Leu 


Arg 


Thr 


Leu 


Asp 


val 


Gin 


Trp 
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290 






295 




300 




val Glu 


Gly 


Leu 


Lys Asp Ala 


Gin Met Arg Asp 


Leu Leu 


Ser Pro Pro 


305 






310 


315 




320 


Thr Asp 


Asn 


Arg 


Pro Gly Glu 


Leu Pro Gly Trp 


Gly Phe 


Leu Trp Gly 








325 


330 




335 


Trp Gly 


Glu 


Arg 


Ala Arg Leu 


heu Asp Leu Leu 


Leu Pro 


Ser Asp Pro 






340 




345 




350 


Ser Cys 


Ser 


Pro 


Lys Asp lie 


Gly Met Ser Leu 


Cys Cys 


His Val Leu 




355 






360 


365 




Ser Leu 


Leu 


Gin 


Ala Gin Arg 


Gly Ser Gly Arg 


Arg Gin Gly Leu Leu 


370 






375 




380 




Cys Thr 


Arg 


Glu 


Thr Arg Ser 


Trp Gly Ser Ala 


Cys Val 


Ser Leu Leu 


385 






390 


395 




400 


Ser Cys 















<210> 5995 
<211> 1528 
<212> DNA 

<213> Homo sapiens 

<400> 5995 

ntccggacga gtctaggcga gcaggtcatc gtccccccct cagaaatgga gaggtgtcct 
60 

ggtgcgcctc cagtctgtga cattcagttg aaccaggtgt cgcctgctga cttcactgcc 
120 

ctcagtgatg tgccgccaat gttcagcgtg gacttcagca agcaagtcag cagctcggca 
180 

gcgtgccata gcaggcagtt tgtacctttg gcgtctggcc aagcacaggt ggttctctcg 
240 

tggtgggaca ttgaaatgga ccctgagggc aagatcaagt gcaccatggc ccccttctgg 
300 

gcacactcag acccagagga gatgcagtgg cgggaccacc ggnatgcagt gtgtgtactt 
360 

cctgccacaa gaggagcctg tggtgcaggg ctcagcgctc tatctggtag cccaccacga 
420 

tgactactgc gtatggtaca gcctgcagag gaccagccct gaaaagaatg agagagtccg 
480 

ccagatgcgc cccgtgtgtg actgccaggc tcacctgctc tggaaccggc ctcggtttgg 
540 

agagatcaat gaccaggaca gaactgatcg atacgtccag gctctgagga ccgtgctgaa 
600 

gccagacagc gtgtgcctgt gtgtcagcga tggcagcctg ctctccgtgc tggcccatca 
660 

cctgggggtg gagcaggtgt ttacagtcga gagttcagca gcttctcaca aactgttgag 
720 

aaaaatcttc aaggctaacc acttggaaga taaaattcac atcatagaga aacggccgga 
780 

attactaaca aatgaggacc tacagggcag aaaggtctct ctcctcctgg gcgagccgtt 
840 

cttcactacc agcctgctgc cgtggcgcaa cctctacttc tggtacgtgc ggaccgctgt 
900 

ggaccagcac ctggggccag gtgccatggt gatgccccag gcagcctcgc tgcacgctgt 
960 
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ggttgtggag ttcagggacc tgtggcggat ccggagcccc tgtggtgact gcgaaggctt 
1020 

cgacgtgcac accatggacg acatgattaa gcgtgccctg gacttcaggg agagcaggga 
1080 

agctgagccc cacccgctgt gggagcaccc atgccgcagc ctctccgagc cctggcagat 
1140 

cctgaccttt gacttccagc agccggtgcc cctgcagccc ctgtgCgccg agggcaccgt 
1200 

ggagctcaga aggcccgggc agagccacgc agcggtgcca tggatggagt accacctgac 
1260 

cccggagtgc acgctcagca ctggcctcct ggagcctgca gaccccgagg ggggctgctg 
1320 

ctggaacccc cactgcaagc aggccgtcta cttcttcagc cctgccccag atcccagagc 
13B0 

actgctgggt ggcccacgga ccgtcagcta tgcagtggag tttcaccccg acacaggcga 

1440 

catcatcatg gagttcaggc atgcagatac cccagactga ccactcttga gcaataaagt 
1500 

ggcctgaggg ctgggaaaaa aaaaaaaa 
1528 

<210> 5996 
<211> 140 
<212> PRT 

<213> Homo sapiens 
<400> 5996 



Xaa 


Arg 


Thr 


Ser 


Leu 


Gly Glu 


Gin 


Val 


He 


Val 


Pro 


Pro 


Ser 


Glu 


Met 


1 








5 










10 










15 




Glu 


Arg 


Cys 


Pro 


Gly 


Ala 


Pro 


Ser 


Val 


Cys 


Asp 


He 


Gin 


Leu 


Asn 


Gin 








20 










25 










30 






val 


Ser 


Pro 


Ala 


Asp 


Phe 


Thr 


Val 


Leu 


Ser 


Asp 


Val 


Leu 


Pro 


Met 


Phe 






35 










40 










45 








ser 


Val 


Asp 


Phe 


Ser 


Lys 


Gin 


Val 


Ser 


Ser 


Ser 


Ala 


Ala 


Cys 


His 


Ser 




50 










55 










60 










Arg 


Gin 


Phe 


Val 


Pro 


Leu 


Ala 


Ser 


Gly 


Gin 


Ala 


Gin 


Val 


Val 


Leu 


Ser 


65 










70 










75 










80 


Trp 


Trp 


Asp 


He 


Glu 


Met 


Asp 


Pro 


Glu 


Gly 


Lys 


He 


Lys 


Cys 


Thr 


Met 










85 










90 










95 




Ala 


Pro 


Phe 


Trp 


Ala 


His 


Ser 


Asp 


Pro 


Glu 


Glu 


Met 


Gin 


Trp 


Arg 


Asp 








100 










105 










110 






His 


Trp 


Xaa 


Ala 


Val 


Cys 


Val 


Leu 


Pro 


Ala 


Thr 


Arg 


Gly 


Ala 


Cys 


Gly 






115 










120 










125 








Ala 


Gly 


lieu 


Ser 


Ala 


Leu 


Ser 


Gly 


Ser 


Pro 


Pro Arg 












130 










135 










140 











<210> 5997 
<211> 1759 
<212> DNA 

<213> Homo sapiens 
<400> 5997 

tttttttttt tttttgtttt aacaaacatg tttattagaa aagtaaaaaa tattgcatag 
60 
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gccttaatac ttgaacatca agtgtattca tgaacagtga gtatcttatc ttcatgtaaa 
120 

cagttctaga tggaagaccc agatggcact cctcccgggg aggggttcca gcccccaccc 
160 

tctcagcccc tcccctgcca gcCcaactct gcagtacacg atgggggaag gcttaaacgc 
240 

agctgccagg tgtaattttt caagtgtcaa agatcccaag tgatccctga cacccacccc 

300 

ttcctactct tacactcatg cgtctgtaag atagctgcct acaacaggtc agtagtgatg 

360 

ctccgatcag aaaaacaaga tacaaaacaa acaacaaaca cacttggtcc cttcagacca 

420 

gtaagataca caaaccacct ccacgacctc cgacctcccc cctccctccg gctgctctga 
480 

ggagcacgtg cctcttcctt: caccctgggc cgggctgggg cgggagcagc ccagctgctc 
540 

tctggatgtc acaccactgc taactgtcag taacaaaaat aataaggtac atgctacaca 
600 

cacatccagc tggaagcctt gttggcccct aagcctttgt ttcatgctac agtactgagg 
660 

ggtatgtgtc cccaacgcac agccacccgc acacaactca aCgagcttcc tgggaaacac 
720 

tattccccca cctccacctt aggtggctgc ctcagttttc caaccactgg aatcagtccc 
780 

tcagctcctg cctctagtct ccaccccaaa agttcagccg tctctgtctt ggagggcact 
B40 

gtcggccccc tcaggttgaa gttcaacact cctcaatgag cagctgttcc gagctgtaca 
900 

gcttcttctt gatgactcgg aagccagtgc tcagcgtcag ggactggctg aagccaggga 
960 

ggaagggaga gttggcggag ctaaacagcc cctggatctt gggccagagt cgtgagtcca 
1020 

ggcgcagcac ' gagggtcagc tggaaggtgg gcaccaggct ggggtcgagt gccagctggc 
1080 

ccacgctgtg gcagctcttg ccctgctcca cgcagacgtc cagcagcgcc ccccgcaggc 
1140 

cgcacggctc gctgtaggcc aggcgcagta gttctttgcc cacctggctt accaactggc 
1200 

taggcatcag caggcgcgca gggcgtcgag agcccagccg cgcctgggcc aggctctcct 
1260 

gcagcagctg catcaggttg gcacacaagt gttcatcctc agggtcactg agcagctcga 
1320 

agtcgggcaa cgacacccca tccaggtaag ccgtgtcttc ctccggcccg aagccactgt 
1380 

tgctgctgtc cagggactcg cagtccgagc tctccaggct cgtggagcgg tcaaacccct 
1440 

cctcccgggc cgccgacccc caggctgagc gcggcggccg atctggggtg ggagttcggg 
1500 

gcaaggacga gggcgaagag gaggtggacg acgacgagaa gcggtcccaa aggctaggca 
1560 

tggtgaggac agacgccagg gcgtttgctg atgaactcag agtgccggag cgtagaagcc 
1620 

gcagCagcgc ggtcagcgag aactgctaag acaagtgcgt cctgccgctt gaatgggtgt 
1680 
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gcgaacccgt gccaaccacc gagagccgcc cagacccgtc ccaggtccac gctcgcacct 
1740 

cccccccctt gccgaattc 
1759 

<210> 5998 
<211> 72 
<212> PRT 

<213> Homo sapiens 
<400> 5998 

Thr Ala Pro 61y Ser Trp Ala Arg Val Val Ser Pro Gly Ala Ala Arg 

15 10 IS 

Gly Ser Ala Gly Arg Trp Ala Pro Gly Trp Gly Arg Val Pro Ala Gly 

20 25 30 

Pro Arg Cys Gly Ser Ser Cys Pro Ala Pro Arg Arg Arg Pro Ala Ala 

35 40 45 

Pro Pro Ala Gly Arg Thr Ala Arg Cys Arg Pro Gly Ala Val Val Leu 

50 55 60 

Cys Pro Pro Gly Leu Pro Thr Gly 
65 70 

<210> 5999 
<211> 2759 
<212> DNA 

<213>. Homo sapiens 
<400> 5999 

ncggccggaa gtggcggcgg cggcgtcggc ggcggcgtag ccgtagaggt gcacagagaa 
60 

cacccctagc atgaacagtg tgaggattcc accagctttt tcaccatgaa ggagacagac 
120 

cgggaggccg ttgcgacagc agtgcaaagg gttgctggga tgctccagcg cccggaccag 
180 

ctggacaagg tggagcagta tcgcaggaga gaagcgcgga agaaggcctc cgtggaggcc 
240 

agattgaagg ccgccatcca gtcacagttg gacggggtgc gcacaggcct cagccagctc 
300 

cacaacgccc tgaatgacgt caaagacatc cagcagtcgc tggcagacgt cagcaaggac 
360 

tggaggcaga gcatcaacac cattgagagc ctcaaggacg tcaaagacgc cgtggtgcag 
420 

cacagccagc tcgccgcagc cgcggagaac ctcaagaaca tcttctcagt gcctgagatt 
480 

gtgagggaga cccaggacct aattgaacaa ggggcactcc tgcaagccca ccggaagctg 
540 

atggacctgg agtgctcccg ggacgggctg atgtacgagc agtaccgcat ggacagtggg 
600 

aacacgcgtg acatgaccct catccatggc tactttggca gcacgcaggg gctctctgaC 
660 

gagctggcta agcagctgtg gatggtgctg cagaggtcac tggtcactgt ccgccgtgac 
720 

cccaccttgc tggtctcagt tgtcaggatc attgaaaggg aagagaaaat tgacaggcgc 
780 
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atactCgacc ggaaaaagca aactggcttt 
840 

gagaaaatgt tcaccatctc ggagaggact 
900 

gataccagag agtctgacaa gatgtggcct 
960 

gccccggatg acctcattgt cgccaaaaac 
1020 

gagatcttta agaacctcct gaacaCgtac 
lOBO 

ctcgcatcgg aagacctgga agccaatgag 
1140 

acctacacaa gtactgagat gatgaggaac 
1200 

accctggagc cattgctttc tccacacgtg 
1260 

acgctcactt caaacatcat cgcctggctg 
1320 

tgggtcaaag agacagagcc agaagccgac 
1380 

gccattgtct tccagatgtt tgaacagaat 
1440 

ttgaaaacaa aggtactagC tttatgtctt 
1500 

aaagatgaag cgcagctgta taaagaagag 
1560 

tacgttcagt acatgatcgc catcatcaac 
1620 

agtttaaaaa gaaagtattt aaagaatgaa 
1680 

agcatggacg ggattttaga cgccatcgcg 
1740 

gtcttcctgg acctggagca acatctgaat 
1800 

tcaaacgctg tagacattat ctgtgtcacc 
1860 

attaaaaagc cgtataagaa gaggatgacg 
1920 

tacctgcggg cggtcacgca gaagcgcatc 
1980 

ggtgccgaga agatggttag ggaggcagag 
2040 

tccggtttcg gggaagacgt ggacggatac 
2100 

atcaagctga cagacccttc tctgctctac 
2160 

ccagacatca gggatgacca catcggtgcg 
2220 

gacatgaagc agaccatcat ggagaccctg 
2280 

tacgtgcccc tcttcaagga caccgtggtg 
2340 

tagcctccgc cggcctgccc tgctcgcccc 
2400 



gttcctcctg ggaggcccaa gaactggaag 
gtgaccacca gaattgaggg cacacaggca 
gtccgccacc tggaaattat aaggaagtac 
ctgatggttc agtgctttcc tccccactat 
caccaagccc tgagcacgcg gatgcaggac 
atcgtgagcc tcttgacgcg ggtcttaaac 
gtggagctgg ccccggaagt ggatgtcggc 
gtctctgagc tgcttgacac gtacatgtcc 
cggaaagcgc tggagacaga caagaaagac 
caggacgggt actaccagac cacactccct 
cttcaagttg ccgctcagat aagtgaagat 
cagcagatga attctttcct aagcagatat 
cacctgagga atcggcagca ccctcactgc 
aactgccaga ccttcaagga atccatagtc 
gtggaagagg gtgtgtctcc gagccagccc 
aaggagggct gcagcggttt gctggaggag 
gaactgatga cgaagaagtg gctactaggg 
gcggaagact acttcaacga ttttgccaaa 
gccgaggcgc accggcgcgt ggtggtggag 
tccttccgga gcccggagga gcgcaaggag 
cagcggcgct tcctgttccg gaagctggcg 
tgcgacacca tcgtggctgt ggccgaagtg 
ctggaggtct ccactctggt cagcaagtat 
ctgctggctg tgcgtgggga cgccagccgt 
gagcagggcc cagcacaggc cagccccagc 
cccagcctga acgtggccaa gctgctcaag 
tccacagcct cggtccctgc ctttagaaac 
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gcgggacagc tgattgctct ccttggccac acgtgctcct tttagctgca cggcctgtct 
2460 

ttaggtgcca gtgtgatgca ccgggtgtgc gtcgagtgag cgtcccgagg ccacgtgcgg 
2520 

aggcccctca ctgtgctgtc aaaggcctgt gggtgcaggg ctctgccgca cagccCctct 
2560 

Cgggtgcttg tttgttgcag tggttgaaag tgtgcggggc acagaggacg tgcacctccc 
2640 

Cgccctcctc ctccctgggc cttcaccgca ccccatctgc ttaagtgctc ggaaccccgt 
2700 

cacctaatta aagtttctcg gcttcctcag agaaaaaaaa aaaaaaaaaa aaaaaaaaa 
2759 

<210> 6000 
<211> 757 
<212> PRT 

<213> Homo sapiens 
<400> 6000 

His Glu Gin Cys Glu Asp Ser Thr Ser Phe Phe Thr Met Lys Glu Thr 

15 10 15 

Asp Arg Glu Ala Val Ala Thr Ala Val Gin Arg Val Ala Gly Met Leu 

20 25 30 

Gin Arg Pro Asp Gin Leu Asp Lys Val Glu Gin Tyr Arg Arg Arg Glu 

35 40 45 

Ala Arg Lys Lys Ala Ser Val Glu Ala Arg Leu Lys Ala Ala lie Gin 

50 55 60 

Ser Gin Leu Asp Gly Val Arg Thr Gly Leu Ser Gin Leu His Asn Ala 
65 70 75 80 

Leu Asn Asp Val Lys Asp lie Gin Gin Ser Leu Ala Asp Val Ser Lys 

85 90 95 

Asp Trp Arg Gin Ser lie Asn Thr lie Glu Ser Leu Lys Asp Val Lys 

100 105 110 

Asp Ala Val Val Gin His Ser Gin Leu Ala Ala Ala Val Glu Asn Leu 

115 120 125 

Lys Asn lie Phe Ser Val Pro Glu lie Val Arg Glu Thr Gin Asp Leu 

130 135 140 

lie Glu Gin Gly Ala Leu Leu Gin Ala His Arg Lys Leu Met Asp Leu 
145 ISO 155 160 

Glu Cys Ser Arg Asp Gly Leu Met Tyr Glu Gin Tyr Arg Met Asp Ser 

165 170 175 

Gly Asn Thr Arg Asp Met Thr Leu lie His Gly Tyr Phe Gly Ser Thr 

180 185 190 

Gin Gly Leu Ser Asp Glu Leu Ala Lys Gin Leu Trp Met Val Leu Gin 

195 200 205 

Arg Ser Leu Val Thr Val Arg Arg Asp Pro Thr Leu Leu Val Ser Val 

210 215 220 

Val Arg lie lie Glu Arg Glu Glu Lys lie Asp Arg Arg lie Leu Asp 
225 230 235 240 

Arg Lys Lys Gin Thr Gly Phe Val Pro Pro Gly Arg Pro Lys Asn Trp 

245 250 255 

Lys Glu Lys Met Phe Thr He Leu Glu Arg Thr Val Thr Thr Arg Zle 

260 265 270 

Glu Gly Thr Gin Ala Asp Thr Arg Glu Ser Asp Lys Met Trp Leu Val 
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275 

Arg His Leu Glu lie 
290 

Ala Lys Asn Leu Met 
30S 

Lys Asn Leu Leu Asn 

325 

Asp Leu Ala Ser Glu 
340 

Thr Trp Val Leu Asn 
355 

Glu Leu Ala Pro Glu 
370 

Pro His Val Val Ser 
385 

Ser Asn He He Ala 

405 

Asp Trp Val Lys Glu 
420 

Gin Thr Thr Leu Pro 
435 

Gin Val Ala Ala Gin 
450 

Leu Cys Leu Gin Gin 
465 

Ala Gin Leu Tyr Lys 

485 

Cys Tyr Val Gin Tyr 
500 

Lys Glu Ser He Val 
515 

Glu Glu Gly Val Ser 
530 

Ala He Ala Lys Glu 
545 

Asp Leu Glu Gin His 

565 

Gly Ser Asn Ala Val 

580 

Asn Asp Phe Ala Lys 
595 

Glu Ala His Arg Arg 
610 

Lys Arg He Ser Phe 
625 

Lys Met Val Arg Glu 

645 

Ala Ser Gly Phe Gly 
660 

Ala Val Ala Glu Val 
675 

Glu Val Ser Thr Leu 
690 

He Gly Ala Leu Leu 







280 






He 


Arg 


Lys 


Tyr 


val 




295 








Val 


Gin 


Cys 


Phe 


Pro 


310 










Met 


Tyr 


His 


Gin 


Ala 










330 


Asp Leu Glu 


Ala 


Asn 








345 




Thr Tyr 


Thr 


Ser 


Thr 






360 






Val Asp Val 


Gly 


Thr 




375 








Glu 


Leu 


Leu 


Asp 


Thr 


390 










Trp 


Leu 


Arg 


Lys 


Ala 










410 


Thr 


Glu 


Pro 


Glu 


Ala 








425 




Ala 


He 


Val 


Phe 


Gin 






440 






He 


Ser 


Glu 


Asp 


Leu 




455 








Met 


Asn 


Ser 


Phe 


Leu 


470 










Glu 


Glu 


His 


Leu 


Arg 










490 


Met 


He 


Ala 


He 


He 








505 




Ser 


Leu 


Lys 


Arg 


Lys 






520 






Pro 


Ser 


Gin 


Pro 


Ser 




535 








Gly Cys 


Ser 


Gly 


Leu 


550 










Leu 


Asn 


Glu 


Leu 


Met 










570 


Asp 


He 


He 


Cys 


Val 








585 




He 


Lys 


Lys 


Pro 


Tyr 






600 






Val 


Val 


Val 


Glu 


Tyr 




615 








Arg 


Ser 


Pro 


Glu 


Glu 


630 










Ala 


Glu 


Gin 


Arg 


Arg 










650 


Glu Asp Val 


Asp 


Gly 








665 




He 


Lys 


Leu 


Thr 


Asp 






680 






Val 


Ser 


Lys 


Tyr 


Pro 




695 








Ala 


Val 


Arg 


Gly 


Asp 



285 

Leu Asp Asp Leu He Val 
300 

Pro His Tyr Glu He Phe 
315 320 
Leu Ser Thr Arg Met Gin 

335 

Glu He Val Ser Leu Leu 
350 

Glu Met Met Arg Asn Val 
365 

Leu Glu Pro Leu Leu Ser 
380 

Tyr Met Ser Thr Leu Thr 
395 400 
Leu Glu Thr Asp Lys Lys 

415 

Asp Gin Asp Gly Tyr Tyr 
430 

Met Phe Glu Gin Asn Leu 
445 

Lys Thr Lys Val Leu Val 
460 

Ser Arg Tyr Lys Asp Glu 
475 480 
Asn Arg Gin His Pro His 

495 

Asn Asn Cys Gin Thr Phe 
510 

Tyr Leu Lys Asn Glu Val 
525 

Met Asp Gly He Leu Asp 
540 

Leu Glu Glu Val Phe Leu 
555 560 
Thr Lys Lys Trp Leu Leu 

575 

Thr Val Glu Asp Tyr Phe 
590 

Lys Lys Arg Met Thr Ala 
605 

Leu Arg Ala Val Met Gin 
620 

Arg Lys Glu Gly Ala Glu 
635 640 
Phe Leu Phe Arg Lys Leu 

655 

Tyr Cys Asp Thr He Val 
670 

Pro Ser Leu Leu Tyr Leu 
685 

Asp He Arg Asp Asp His 
700 

Ala Ser Arg Asp Met Lys 
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70S 

Gin Thr lie Met 

Ser Tyr Val Pro 
740 

Ala Lys Leu Leu 
755 



710 

Glu Thr Leu Glu 
725 

Leu Phe Lys Asp 
Lys 



715 

Gin Gly Pro Ala 
730 

He Val Val Pro 
745 



720 

Gin Ala Ser Pro 
735 

Ser Leu Asn Val 
750 



<210> 6001 
<211> 2490 
<212> DNA 

<213> Homo sapiens 



<400> 6001 

nggcgccttt: cagctgaaaa acagctcgcg 
60 

tctaaagaga ggctgtttac cagaacagca 

120 

gactgggagg cagagccgcc gccaaggggg 
180 

tgcaagacga aggaggcaag gatgctgttg 
240 

atgcCcctag cagaagccta tggatcCgga 
300 

cgggaggacc agacctcccc cgcgccgggc 
360 

agcgggctgg cctcggcccc cgtgtcgggg 
420 

gacgaggacc ccgcggggcc ctggtgctac 
480 

cggccttgcg aggacctgcg ctgtccagag 
540 

acagaaatcc aggaagcgtc tgaagggcca 
600 

gccaacgccc tgcccgctcg gagtgaggcg 
660 

cagcgggtgc ggacgaactc caaggagaaa 
720 

ggcattacca cgatggtgat catcattgcc 
780 

tacaagaggg ggaaggacct gaaagaacag 
840 

cagcgaatca ctctgccctt gtctgcctCc 
900 

aagactgccg tggtccacac cagccagact 
960 

cttatgggcc aggccgggac tcctggggcc 
1020 

agacactggt gcaggacagc ccaccctcct 
1080 

tggttaaaac cctaccactc ccccgctttt 
1140 

aggtggccct gtgggctgag ggtaaggctg 
1200 



ctgcagcaag ctagctggga agctcccagt 
taacaagggc aggCctgact gcaaggctgg 
cctcggttaa acactggtcg ttcaatcacc 
gcctgggtac aagcatccct cgtcagcaac 
ggctgtttct gggacaacgg ccacctgtac 
ctccgctgcc tcaactggct ggacgcgcag 
gccggcaatc acagttactg ccgaaacccg 
gtcagtggcg aggccggcgt ccctgagaaa 
accacctccc aggccctgcc agccttcacg 
ggtgcagatg aggtgcaggt gttcgctcct 
gcagctgtgc agccagtgat tgggatcagc 
aaggacctgg gaactctggg ctacgtgctg 
atcggagctg gcaccatctt gggctactcc 
catgatcaga aagcatgtga gagggagatg 
accaacccca cctgtgagat tgtggatgag 
ccagtCgacc ctcaggaggg caccaccccc 
tgagcccccc cagtgggcag gagcccatgc 
acagctagga ggaactacca ctttgtgttc 
ttggcgaatc ctagtaagag tgacagaagc 
ggtagggccc taacagtgct ccccgtccat 
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cccttggagc agattttgtc tgtggatgga gacagtggca gctcccacag tgatgctgct 
1260 

gctaagggcc tccaaacatt gcctgcaccc ctggaactga accagggata gacggggagc 
1320 

tcccccaggc tcctctgtgc tttactaaga tggcctcagt ctccactgtg ggcttgagtg 
1380 

gcatacactg ttattcatgg ttaaggtaaa gcaggtcaag ggatggcatt gaaaaaatat 
1440 

atttagtttt taaaatattt gggatggaac tccctactga cctctgagaa ctggaaacga 
ISOO 

gtttgtacag aagtcagaac Cttgggttgg gaatgagatc taggttgtgg ctgccggtat 
1560 

gcttcagctt gctggcaatg atgtgccttg acaaccgtgg gccaggcctg ggcccaggga 
1620 

ctcctcctgt ttcataagga aaggaagaat tgcactgagc attccactca ggaagaggat 
1680 

agagaaggat ctgctccgcc tttggccaca ggagcagagg cagacctggg atgccccagt 

1740 

ttctcttcag ggacggatag tgacctgtct tcattttgca caggcaagag agtagctagc 

leoo 

taacctatgg gaattatacC gcggggcctt gtgagctgct tctaagaggc taacctggaa 
1860 

actaagccca gaggcaaggt aataaagcac ttcagggctt gctccccaag tgggcctgat 
1920 

ttagcaggcg gtcctgcggg cgtccaggCc agcaccttcc tgtagggcac tggggctagg 
19B0 

gtcacagccc ctaactcaca aagcaatcaa agaaccatta gaaagggctc attaagcctt 
2040 

ttggacacag gaccccagag aggaaaaagt gacttgccca aggtcgtaag caagctactg 
2100 

gcaCggcaag agcccagctt cctgacggag cgcaacattt ctccactgca ctgtgctagc 
2160 

agctcagcag ggcctctaac ctgtgatgtc acacccaaga ggccttggca gctcctagcc 
2220 

atagagcttc ctttccagaa cccttccact gcccaatgtg gagacagggg ttagtggggc 

2280 

ttcctatgga gccatctgcc tcggggacct agacctcagg tggtcCcttg gCgttagtga 
2340 

tgctggagaa gagaatatta ctggtttcta cttttctata aaggcattcc tctatataca 
2400 

tgttttatat acctcattct gacacctgca tatagtgtgg gaaattgctc tgcatttgac 
2460 

tcaattaaaa aaaaaaaaaa gactccaaaa 
2490 

<210> 6002 

<211> 263 

<212> PRT 

<213> Homo sapiens 

<400> 6002 

Met Leu Leu Ala Trp Val Gin Ala Phe Leu Val Ser Asn Met Leu Leu 

15 10 15 

Ala Glu Ala Tyr Gly Ser Gly Gly Cys Phe Trp Asp Asn Gly His Leu 
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20 25 30 

Tyr Arg Glu Asp Gin Thr Ser Pro Ala Pro Gly Leu Arg Cys Leu Asn 

35 40 45 

Trp Leu Asp Ala Gin Ser Gly Leu Ala Ser Ala Pro Val Ser Gly Ala 

50 55 60 

Gly Asn His Ser Tyr Cys Arg Asn Pro Asp Glu Asp Pro Ala Gly Pro 
65 70 75 80 

Trp Cys Tyr Val Ser Gly Glu Ala Gly Val Pro Glu Lys Arg Pro Cys 

85 90 95 

Glu Asp Leu Arg Cys Pro Glu Thr Thr Ser Gin Ala Leu Pro Ala Phe 

100 105 110 

Thr Thr Glu lie Gin Glu Ala Ser Glu Gly Pro Gly Ala Asp Glu Val 

115 120 125 

Gin Val Phe Ala Pro Ala Asn Ala Leu Pro Ala Arg Ser Glu Ala Ala 

130 135 140 

Ala val Gin Pro Val He Gly He Ser Gin Arg Val Arg Met Asn Ser 
145 150 155 160 

Lys Glu Lys Lys Asp Leu Gly Thr Leu Gly Tyr Val Leu Gly He Thr 

165 170 175 

Met Met Val He He He Ala He Gly Ala Gly He He Leu Gly Tyr 

180 185 190 

Ser Tyr Lys Arg Gly Lys Asp Leu Lys Glu Gin His Asp Gin Lys Val 

195 200 205 

Cys Glu Arg Glu Met Gin Arg He Thr Leu Pro Leu Ser Ala Phe Thr 

210 215 220 

Asn Pro Thr Cys Glu He Val Asp Glu Lys Thr Val Val Val His Thr 
225 230 235 240 

Ser Gin Thr Pro Val Asp Pro Gin Glu Gly Thr Thr Pro Leu Met Gly 

245 250 255 

Gin Ala Gly Thr Pro Gly Ala 
260 

<210> 6003 
<211> 3107 
<212> DNA 

<213> Homo sapiens 
<400> 6003 

tttttttttt tttttttttc tttttttttt tttttttttt ttttttttca ctatagaaaa 
60 

ttgacttggt ttattaccgt cactatagaa acaggcgacc tgcttcccta ggtggctccc 
120 

agcagcgtgg cccacgcttg gacaccccac tccccagaaa tctggactga gaccccaggc 
180 

ctctgtctgg cttctcacga acagctgtct ggagagcttc acgtgctgga gagctgttgc 
240 

tccgtcatcg ctcacagagg catgggcccg aatttcagcc ccctctgcct ctccgtccag 
300 

tggccagcaa tgggctgtcc agcgaagggc ctcgcacaac ctgtcaggga ctggtctggc 
360 

acgcagccag cgtgaaatcc tcaggttggt tctcttcaga tgtgggaggt gaccgcagcc 
420 

ctgctcacag agagggtgga aactggcgca ggtgtgggag cagcctccct tcggggtctc 
480 
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ctcgaagtac 
540 

cgtggatcac 
600 

tcccgattcc 
660 

tggcaaggaa 
720 

ggccaggatt 
780 

ggacggagca 
840 

aatgcctggg 
900 

ccttggcact 
960 

tgctcagcct 
1020 

tgtggggagc 
1080 

agctcctccc 
1140 

gaatgagccc 
1200 

cagtgtgcaa 
1260 

agaacagggt 
1320 

gcccgaggcc 
1380 

gccacctgca 

1440 

ggggctaagg 
1500 

ccccctgcac 
1560 

aaactctgcg 
1620 

tggtgggcgg 
1680 

tgggagacgg 
1740 

cctgagggag 
1800 

cgtggggaaa 
1860 

agcccgcgtg 
1920 

cctgcagagg 
1980 

ccaaaggaag 
2040 

gacactggga 
2100 



ccagggctct 
aaccttgccg 
caggtgcatg 
gtcctggcgg 
gtgtcagggg 
ctccggggcc 
gctacataag 
gagatggaga 
tggtgtgcag 
agggttgtgg 
agcttctcat 
ctggtgcccc 
gaggcatctc 
agggggcagg 
cgggcctgca 
gtgacacaca 
ggagctcagg 
acacaggcag 
tggtgagcct 
tgtggccttg 
cgccaaggcc 
ggactgagac 
ggggcagtgg 
gccctgggcc 
ccccagcccc 
ggggcccaag 
ggggacagct 



ccccagcgct 
ctcttctcgt 
tcgaaaagcg 
gtatcagcct 
aggtggagga 
agagctgttc 
gggcagcact 
cggcagtgcc 
agatgggcag 
ccagggcccc 
gtgagtctga 
gctgccacct 
ctctcacgtg 
ggctgcacga 
accctggcca 
cagcccatgg 
agaaacccaa 

ggsggcctac 

ggccccagcc 
ggtttctggt 
agctgtcccg 
cacctcaatg 
accccatgcg 
cagggctccg 
cttgtcctct 
ctctctgaat 
ccacctcctc 



gcccgccccc 
ctcaactaga 
tgcagtggcc 
cCgcactgca 
gacgcgggga 
tgagacttgg 
tctcagacga 
ttttcaccct 
aggggaggca 
cgccctgccc 
gtcgCccaca 
gcagggtgct 
accgtgggct 
aggagatcct 
cctgccgacc 
gtcctactca 
agtccagcca 
tgtgCctcat 
ggccctccat 
ggggccacgg 
aaggtggccc 
ctgncagttc 
gtgcagggtg 
ggccgtggca 
gcattccagc 
aaaaggtgca 
tccccggaca 



agccttctga 
agcaactgca 
tcgcgacgtg 
ccctgggtgg 
cagccggttc 
tgcagattca 
gggcttctga 
ctccgtgagg 
gagcctctgc 
tctcgggatt 
gaagccactg 
ccgtgagctg 
cagatctgcc 
acccctccag 
agcagtgcag 
ggcctccgtg 
gcagggcccc 
gcatcatcac 
gaatggtgac 
gatgcacaga 
ctggcacaat 
ctggggtcac 
tggctttgcc 
gagactgcgg 
cacctgccct 
catgaggacc 
ccccaaaagg 



acacctgcca 
gcatggccct 
gccgggccct 
actgagtcgg 
acagcggcct 
aagattttaa 
aaggggcatt 
ccttgtgctg 
cagacgggta 
gcagagctgg 
aggccaccag 
ggcctgggct 
aacactccgg 
aggaggtggg 
ttgtgagcac 
gcctgacttg 
cccacagaca 
accggagggc 
cacacccagc 
gctgggttct 
gcccaccaga 
gcagagtcca 
angcagaggg 
tgggaatggc 
gggcccagct 
aaggaggcct 
cggagacgtt 
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cacaagctgt cctgtcggcg gctgctgttt gtggaggagt aaagcatcct agcgagactg 
2160 

caggctcggt gtacatctga cttactgaat Cttaaagtct gggatgttag tggggaagag 
2220 

gcgaggtgag cattgcgtga cgccgaggac taggcggggc ggggactgca cctggctagg 
2280 

cacccccacc ctgggcaact tgcccacgga ccccagggca gtgagtagtg acaggaggta 
2340 

gcccggggtg agacctctca cagcaagaag atggtgtggt tgcCggggcc tccctggaga 
2400 

gtgtcgtccc tgcggcccct gggaagtgct ccctcacgac ggaaggtttc ctgtcagtgc 
2460 

ggtcccgggg cctgatagtg gcggtgggcg ggtggggtca cgtgtccCca aggtectgaa 
2520 

tgcccagccc tgccccattc ctctgattcc cagtggctgc tagctggacc cagctggtgt 

2580 

cctgggcatg aaggcagggc caccgtcccc agcaggtgct gccctcctgg ccagctgagc 
2640 

atcctggcca ccatcagcgt ccaggtgccc ctactcgccc ttcctcttct tcagaagcct 

2700 

ttgcggacct gacctgggcc agcttcccgc gattcccctt ccgcttccta tcaacgtcca 
2760 

ggacccaagc Cgcccgcccc aggccagccc ttgccacttg gggcccggtc ttcacacgtg 
2820 

ggagtctgac cggggctcct ccctgaacag tcctgggtct gacgctctca attatcaccc 
2880 

acggacccac acgacgcccg gctctgggcg gggatggggc cggggctgcc gcggggtccc 
2940 

gccaggcgag gccccagcaa ccaccccatc ttcttgctgt gagaggtctc accccgggct 
3000 

acctcctgtc actactcagt gccgtggggt ccgtgggcaa gttgcccagg gtgggggtgc 
3060 

ctagccaggt gcagtccccg ccccgcctag tcctcggcgt cacgcgt 
3107 

<210> 6004 

<211> 140 

<212> PRT 

<213> Homo sapiens 



<400> 6004 



Met Val 


Thr 


Thr 


Pro 


Ser 


Trp 


Trp 


Ala 


Val 


Trp 


Pro 


Trp 


Val 


Ser 


Gly 


1 






5 










10 










15 




Gly Ala 


Thr 


Gly 


Cys 


Thr 


Glu 


Leu 


Gly 


Ser 


Trp 


Glu 


Thr 


Val 


Pro 


Arg 






20 










25 










30 






Fro Ala 


Val 


Pro 


Lys 


Val 


Ala 


Pro 


Gly 


Thr 


Met 


Pro 


Thr 


Arg 


Pro 


Glu 




35 










40 










45 








Gly Gly 


Thr 


Glu 


Thr 


Thr 


Ser 


Met 


Leu 


Xaa 


Val 


Pro 


Gly 


VaX 


Thr 


Gin 


50 










55 










60 










Ser Pro 


Arg 


Gly 


Glu 


Arg 


Gly 


Ser 


Gly 


Pro 


His 


Ala 


val 


Gin 


Gly 


Val 


65 








70 










75 










80 


Ala Leu 


Pro 


Xaa 


Arg 


Gly 


Ser 


Pro 


Arg 


Gly 


Pro 


Gly 


Pro 


Arg 


Ala 


Pro 








85 










90 










95 




Gly Arg 


Gly 


Arg 


Asp 


Cys 


Gly 


Gly 


Asn 


Gly 


Pro 


Ala 


Glu 


Ala 


Pro 


Ala 
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100 

Pro Leu Ser Ser Ala Phe Gin Pro 
lis 120 
Glu Gly Gly Pro Ser Ser Leu Asn 
130 135 



105 110 
Pro Ala Leu Gly Pro Ala Pro Lys 

125 

Lys Arg Cys Thr 
140 



<210> 6005 
<211> 1735 
<212> DMA 

<213> Homo sapiens 



<400> 6005 
gagctcggat 
60 

ggagacccag 
120 

tccggcctcc 
180 

acaggagagc 
240 

ggcccgatgg 
300 

aagggtgcgt 
360 

cttattgggc 
420 

ggtttccctg 
480 

cgaggggtcc 
540 

cCggaccagc 
600 

tgacccacag 
660 

aaacaaaaca 
720 

attcaagagt 
780 

acaggccaga 
840 

aaggagatga 
900 

ttcagtcacc 
960 

cccgcaaaac 
1020 

gcggctgctg 
1080 

gcagttggac 
1140 

ggagcagtga 
1200 

gaggccagcc 
1260 



tgcccggcgc 
gagagcctgg 
cgggcgctga 
ctggctcagc 
gcctccaggg 
cgggtgagag 
tgccaggaac 
gaccccgagg 
ccggccggaa 
cgtgtcccgt 
gcccagctca 
gtaatatatt 
atgcccaccc 
ccagggagat 
aggtagaagc 
tgatcagcag 
tctggagtcc 
ttgctcctgg 
aagacttggc 
gtggaaatcc 
tgccatgaga 



cccaggaatc 
gccagcagga 
cggcctcaag 
tcatagtgag 
aatccagggt 
aggccccagc 
caaaggagag 
agagaaaggt 
aggagtgaag 
gggccccgac 
cacctgtaca 
gatctttttt 
agccccaaag 
gtgtacctga 
acctggctcg 
agagactctc 
ctgggacaca 
cctcatcagc 
ccccggacaa 
cccacgaggg 
gcacatgtcc 



gatggagaga 
ctcaaagggg 
ggggagaagg 
ccagggcccc 
cccaagggcc 
ggcctgcctg 
aagggcagac 
gatcggagcg 
ggccagaagg 
gggctgcctg 
gatccgtgtg 
catggaatgc 
ccaccggcat 
ggggcaccct 
ggcaaggcta 
agctgtggta 
ccctatccaa 
ctccaaactc 
gactcgccca 
tctagctcca 
Cctggccagg 



agggccccaa 
aagcaggcga 
gggagtcggc 
ctggcccccc 
tggatggagc 
ggccagttgg 
ccggggagcc 
agcgtggaga 
gcgagccggg 
tgcctggctg 
gacattttta 
gctacctgtg 
gtgaagctgc 
tgggcctggg 
gaaagatgct: 
ctgccctgta 
gaagacccag 
aaccacaacc 
gcacCtgcgg 
ccacattcag 
agtagtggct 



aggacagaaa 
gatgggcttg 
atctcagcct 
tggcccccca 
aaagggagag 
cccaccgggc 
aggactagat 
gaagggagaa 
accaccaggc 
ctggcataag 
atttttgtaa 
gccttttaac 
cggaaagtgg 
ctttcccagg 
acgttgggcc 
agaacctgcc 
gggtggaaca 
agctgcctct 
ctgggcccgg 
gaggcctcag 
gagctctgtg 
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atcgctgtga tgtggaccca gctccaggga gcagagtgtc ggggatggag gggcccagcc 
1320 

tggactgact gctacttccc gtccctgttt ccattatcac ccagagaggg acaagatagg 
1380 

acatggcctg gaccagggag gcaggcctcc cactcagagt ctgggtctca ctggccccaa 
1440 

gtctcccacc cagaactctg gccaaaaatg gctctctagg tgggctgtgc aggcaaagca 
1500 

aagctcaggg ctggttccca gctggcctga gcagggggcc tgccaccaga cccacccacg 
1560 

ctctgacgag aggcttttcc acctccagca agtgttccca gcaaccagct ccatcctggc 
1620 

tgcttgcctt ccatttccgt gtagatggag atcactgtgt gtaataaacc acaagtgcgt 
1680 

gaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaag 
1735 

<210> 6006 
<211> 200 
<212> PRT 

<213> Homo sapiens 



<400> 6006 



Glu 


Leu 


Gly 


Leu 


Pro Gly Ala 


Pro 


Gly 


Zle 


Asp Gly Glu Lys 


Gly 


Pro 


1 








5 






10 




15 




Lys 


Gly 


Gin 


Lys 


Gly Asp Pro 


Gly 


Glu 


Pro 


Gly Pro Ala Gly 


Leu 


Lys 








20 






25 




30 






Gly 


Glu 


Ala 


Gly 


Glu Met Gly 


Leu 


Ser 


Gly 


Leu Pro Gly Ala 


Asp 


Gly 






35 






40 






45 






Leu 


Lys 


Gly 


Glu 


Lys Gly Glu 


Ser 


Ala 


Ser 


Gin Pro Thr Gly 


Glu 


Pro 




SO 






55 








60 






Gly 


Ser 


Ala 


His 


Ser Glu Pro 


Gly 


Pro 


Pro 


Gly Pro Pro Gly 


Pro 


Pro 


65 








70 








75 




80 


Gly 


Pro 


Met 


Gly 


Leu Gin Gly 


He 


Gin 


Gly 


Pro Lys Gly Leu 


Asp 


Gly 










85 






90 




95 




Ala 


Lys 


Gly 


Glu 


Lys Gly Ala 


Ser 


Gly 


Glu 


Arg Gly Ser Ser 


Gly 


Leu 








100 






105 




110 






Pro 


Gly 


Pro 


Val 


Gly Pro Pro 


Gly 


Leu 


He 


Gly Leu Pro Gly 


Thr 


Lys 






115 






120 






125 






Gly 


Glu 


Lys 


Gly 


Arg Pro Gly 


Glu 


Pro 


Gly 


Leu Asp Gly Phe 


Pro 


Gly 




130 






135 








140 






Pro 


Arg 


Gly 


Glu 


Lys Gly Asp 


Arg 


Ser 


Glu 


Arg Gly Glu Lys 


Gly 


Glu 


145 








150 








155 




160 


Arg 


Gly 


Val 


Pro 


Gly Arg Lys 


Gly 


Val 


Lys 


Gly Gin Lys Gly 


Glu 


Pro 










165 






170 




175 




Gly 


Pro 


Pro 


Gly 


Leu Asp Gin 


Pro 


Cys 


Pro 


Val Gly Pro Asp 


Gly 


Leu 








180 


• 




IBS 




190 






Pro 


Val 


Pro 


Gly 


Cys Trp His 


Lys 













195 200 

<210> 6007 

<211> 693 

<212> DNA 

<213> Homo sapiens 
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<400> 6007 

cagcccctta agccatctcc ctccagtgac aacctctatt cagccttcac cagtgatggt 
60 

gccatttcag taccaagcct ttctgctcca ggtcaaggga agatggtgaa aaaagtctgt 
120 

ccttgcaacc agctctgtag aaccagcagc acaaacactg ttggggcaac agtgaacagc 
IBO 

caagccgccc aagctcagcc tcctgccatg acgcccagca ggaagggcac attcacagat 
240 

gacttgcaca agttggtaga caattgggcc cgagatgcca tgaatctctc aggcaggaga 
300 

ggaagcaaag ggcacacgaa ttatgagggc cctggaatgg caaggaagtt ctctgcacct 
360 

gggcaactgt gcatctccat gacctcgaac ctgggtggct ctgcccccat ctctgcagca 
420 

tcagctacct ctctaggtca cttcaccaag tctatgtgcc ccccacagca gtatggcttt 
480 

ccagctaccc catttggcgc tcaatggagt gggacgggtg gcccagcacc acagccactc 
540 

ggccagttcc aacctgtggg aactgcctcc ttgcagaatt tcaacatcag caatttgcag 
600 

aaatccatca gcaacccccc aggctccaac ctgcggacca cttagaccta gagacatcaa 
660 

ctgaatagat ctgggggcag gagatggaat get 
693 

<210> 6008 
<211> 214 
<212> PRT 

<213> Homo sapiens 



<400> 6008 



Gin 


Pro 


Leu 


Lys 


Pro 


Ser 


Pro 


Ser 


Ser 


Asp Asn 


Leu Tyr Ser Ala 


Phe 


1 








5 










10 


15 




Thr 


Ser 


Asp 


Gly 


Ala 


He 


Ser 


Val 


Pro 


Ser Leu 


Ser Ala Pro Gly 


Gin 








20 










25 




30 




Gly 


Lys 


Met 


Val 


Lys 


Lys 


val 


Cys 


Pro 


Cys Asn 


Gin Leu Cys Arg 


Thr 






35 










40 






45 




Ser 


Ser 


Thr 


Asn 


Thr 


Val 


Gly 


Ala 


Thr 


Val Asn 


Ser Gin Ala Ala 


Gin 




50 










55 








60 




Ala 


Gin 


Pro 


Pro 


Ala 


Met 


Thr 


Ser 


Ser 


Arg Lys 


Gly Thr Phe Thr 


Asp 


65 










70 








75 




80 


Asp 


Leu 


His 


Lys 


Leu 


Val 


Asp 


Asn 


Trp 


Ala Arg 


Asp Ala Met Asn 


Leu 










85 










90 


95 




Ser 


Gly 


Arg 


Arg 


Gly 


Ser 


Lys 


Gly 


His 


Met Asn 


Tyr Glu Gly Pro 


Gly 








100 










105 




110 




Met 


Ala 


Arg 


Lys 


Phe 


Ser 


Ala 


Pro 


Gly 


Gin Leu 


Cys He Ser Met 


Thr 






115 










120 






125 




Ser 


Asn 


Leu 


Gly 


Gly 


Ser 


Ala 


Pro 


He 


Ser Ala 


Ala Ser Ala Thr 


Ser 




130 










135 








140 




Leu 


Gly 


His 


Phe 


Thr 


Lys 


Ser 


Met 


Cys 


Pro Pro 


Gin Gin Tyr Gly 


Phe 


145 










150 








155 




160 


Pro 


Ala 


Thr 


Pro 


Phe 


Gly 


Ala 


Gin 


Trp 


Ser Gly 


Thr Gly Gly Pro 


Ala 
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165 170 175 

Pro Gin Pro Leu Gly Gin Phe Gin Pro Val Gly Thr Ala Ser Leu Gin 

IBO 185 190 

Asn Phe Asn lie Ser Asn Leu Gin Lys Ser He Ser Asn Pro Pro Gly 

195 200 205 

Ser Asn Leu Arg Thr Thr 
210 

<210> 6009 
<211> 1570 
<212> DNA 

<213> Homo sapiens 
<400> 6009 

nnctgcacca tggcggcccg gcttgtcagc cgatgcgggg ctgtgcgcgc agctccccac 

60 

agcggcccgc tggctgtcct ggcgcaggtg gtccggcgct caacagacac cgtgtatgac 
120 

gtggtggtgt cgggtggagg cctggtgggc gctgccatgg cctgtgcctt gggatatgat 
180 

attcactttc atgacaagaa aatcctgttg ctcgaagcag gtccaaagaa agtactggag 
240 

aaattgtcag aaacttacag caacagggtc agctccattt cccctggctc tgcaacgctt 
300 

ctcagtagtt ttggtgcctg ggaccatatc tgcaacatga gatacagagc ctttcggcga 
360 

atgcaggtgt gggacgcctg ctcagaggcc ctgataatgC ttgataagga taatttagat 
420 

gacatgggct atatcgtgga gaatgatgtc atcatgcatg ctctcactaa gcagttggag 
480 

gctgtgtctg accgagtgac ggttctctac aggagcaaag ccattcgcta tacctggcct 
540 

tgtccatctc ctatggccga ctccagcccc tgggttcata ttaccctagg tgaCggcagc 
600 

accttccaga ccaaattgtt gataggcgca gatggtcaca acCccggagt acggcaggct 
660 

gttggaatcc agaatgtgag ctggaactat gaccagtctg ctgttgtggc tactctgcat 
720 

ttatcagagg ccacagaaaa caacgtagcc tggcagagat ttcttccctc tgggcctatt 
780 

gctctgctcc cgctctcaga caccttgagt tccttggttt ggtccacgtc ccatgaacat 
840 

gcagcagagc tagttagcat ggatgaggaa aaatttgtgg atgccgttaa ctctgccttt 
900 

tggagtgatg ctgaccacac ggacttcatc gacacagctg gtgccatgct gcagtatcct 
960 

gtcagcctcc tgaagcccac taaggtctcg gctcgccagc tgcccccaag cgtaccatgg 
1020 

gtggatgcca aaagccgagt tctgtttcct cctgggttgg gacatgctgc tgagtacgtc 
1080 

aggcctcggg tggcgcccat tggggatgca gcccacagag tccatccgct tgcaggacag 
1140 

ggtgtcaaca tgggctttgg ggatatctcc agcttggccc atcacctcag tacggcagcc 
1200 
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ttcaatggga aggacttagg ttccgtgagc caccccacag gttatgaaac agaaagacag 
1260 

cgtcacaaca ctgctcttct ggctgctaca gacttactaa aaaggctcta ttctaccagt 
1320 

gcctccccgc ttgtgctgct caggacgtgg ggcttgcagg ccacaaatgc agtgtctcca 
13S0 

cCcaaagaac agactatggc ctttgcaagc aaatgagtac tcctctccta aagaaagatt 
1440 

acgttgatga aaaagaacat cctgcccagg acccatcaca catattttca agatcttatt 
1500 

taattcaata aacttacttt acactaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa 

1560 

aaaaaaaaaa 
1570 

<210> 6010 

<211> 468 

<212> PRT 

<213> Homo sapiens 

<400> 6010 \ 
Met Ala Ala Arg Leu Val Ser Arg Cys Gly Ala Val Arg Ala Ala Pro 

IS 10 15 

His Ser Gly Pro Leu Ala Val Leu Ala Gin Val Val Arg Arg Ser Thr 

20 25 30 

Asp Thr Val Tyr Asp Val Val Val Ser Gly Gly Gly Leu Val Gly Ala 

35 40 45 

Ala Met Ala Cys Ala Leu Gly Tyr Asp lie His Phe His Asp Lys Lys 

SO 55 60 

He Leu Leu Leu Glu Ala Gly Pro Lys Lys Val Leu Glu Lys Leu Ser 
65 70 75 80 

Glu Thr Tyr Ser Asn Arg Val Ser Ser He Ser Pro Gly Ser Ala Thr 

85 90 95 

Leu Leu Ser Ser Phe Gly Ala Trp Asp His He Cys Asn Met Arg Tyr 

100 105 110 

Arg Ala Phe Arg Arg Met Gin Val Trp Asp Ala Cys Ser Glu Ala Leu 

115 120 125 

He Met Phe Asp Lys Asp Asn Leu Asp Asp Met Gly Tyr He Val Glu 

130 135 140 

Asn Asp Val He Met His Ala Leu Thr Lys Gin Leu Glu Ala Val Ser 
145 150 155 160 

Asp Arg Val Thr Val Leu Tyr Arg Ser Lys Ala He Arg Tyr Thr Trp 

165 170 175 

Pro Cys Pro Phe Pro Met Ala Asp Ser Ser Pro Trp Val His He Thr 

ISO 185 190 

Leu Gly Asp Gly Ser Thr Phe Gin Thr Lys Leu Leu He Gly Ala Asp 

195 200 205 

Gly His Asn Ser Gly Val Arg Gin Ala Val Gly He Gin Asn Val Ser 

210 215 220 

Trp Asn Tyr Asp Gin Ser Ala Val Val Ala Thr Leu His Leu Ser Glu 
225 230 235 240 

Ala Thr Glu Asn Asn Val Ala Trp Gin Arg Phe Leu Pro Ser Gly Pro 

245 250 255 

He Ala Leu Leu Pro Leu Ser Asp Thr Leu Ser Ser Leu Val Trp Ser 
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260 










265 










270 






Thr 


Ser 


His 


Glu 


His 


Ala 


Ala 


Glu 


Leu 


Val 


Ser 


Met 


Asp 


Glu 


Glu 


Lys 






275 










280 










285 








Phe 


val 


Asp 


Ala 


Val 


Asn 


Ser 


Ala 


Phe 


Trp 


Ser 


Asp 


Ala 


Asp 


His 


Thr 




290 










295 










300 










Asp 


Phe 


He 


Asp 


Thr 


Ala Gly 


Ala 


Met 


Leu 


Gin 


Tyr 


Pro 


Val 


Ser 


Leu 


305 










310 










315 










320 


Leu 


Lys 


Pro 


Thr 


Lys 


Val 


Ser 


Ala 


Arg 


Oln 


Leu 


Pro 


Pro 


Ser 


Val 


Pro 










325 










330 










335 




Trp 


Val 


Asp 


Ala 


Lys 


Ser Arg 


Val 


Leu 


Phe 


Pro 


Leu 


Gly 


Leu 


Gly 


His 








340 










345 










350 






Ala 


Ala 


Glu 


Tyr 


val 


Arg 


Pro 


Arg 


Val 


Ala 


Leu 


He 


Gly 


Asp 


Ala 


Ala 






35S 










360 










365 








His 


Arg 


Val 


His 


Pro 


Leu 


Ala 


Gly 


Gin 


Gly 


Val 


Asn 


Met 


Gly 


Phe 


Gly 




370 










375 










380 










Asp 


He 


Ser 


Ser 


Leu 


Ala 


His 


His 


Leu 


Ser 


Thr 


Ala 


Ala 


Phe 


Asn 


Gly 


365 










390 










395 










400 


Lys 


Asp 


Leu 


Gly 


Ser 


Val 


Ser 


His 


Leu 


Thr 


Gly 


Tyr 


Glu 


Thr 


Glu 


Arg 










405 










410 










415 




Gin 


Arg 


His 


Asn 


Thr 


Ala 


Leu 


Leu 


Ala 


Ala 


Thr 


Asp 


Leu 


Leu 


Lys 


Arg 








420 










425 










430 






Leu 


Tyr 


Ser 


Thr 


Ser 


Ala 


Ser 


Pro 


Leu 


Val 


Leu 


Leu 


Arg 


Thr 


Trp 


Gly 






435 










440 










445 








Leu 


Gin 


Ala 


Thr 


Asn 


Ala 


Val 


Ser 


Pro 


Leu 


Lys 


Glu 


Gin 


He 


Met 


Ala 



450 455 460 

Phe Ala Ser Lys 
465 

<210> 6011 
<211> 1331 
<212> DNA 

<213> Homo sapiens 
<400> 6011 

ngcaggcccg cctaagccaa gggcaaccta ggcatgcagc t.tggttttgc tgacttcatg 

60 

ggtgtgttca gcaaaggggt tcgggaagtg gagcgggttc tacagctgcc caaggaaccg 
120 

ggtgattctg cacagttcac caaagccatt gccatcatct tcccctttct gtatctgctg 
180 

gagaaggtgg agtgcacccc cagccaggag cacctgaagc accagaccgt ctaccgcctg 
240 

ctcaagtgcg cgcccagggg caagaacggc ttcacccctc tgcacatggc tgtggacaag 
300 

gacaccacaa acgtgggccg ctatcccgtg ggcagattcc cctccctgca cgtggtcaaa 
360 

gtgctgctcg actgcggggc cgacccggac agcagggatt ttgacaacaa caccccgcta 
420 

cacatagcag cccagaacaa ctgcccggcc atcatgaatg ccctgatcga agcaggggcc 
480 

cacatggacg ccaccaatgc cttcaagaag acggcctacg agctgctgga cgagaagctg 
540 

ctggccaggg gtaccatgca gcccttcaac tacgtgaccc tgcagtgcct tgcggcccgg 
600 
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gccctggata 
660 

atcgaactgc 
720 

gatgggggaa 
780 

tcaggagaag 
840 

gagcctctgg 
900 

gcccgctcac 
960 

tgggttaggg 
1020 

ctticcctgct 
1080 

ctggccagat 

1140 

gtttgagatt 
1200 

cgtgccaccg 
1260 

atagctttcg 
1320 

cacagaaatt 
1331 



agaacaagaC 
actgacctgc 
atccggctgg 
ggtitctgcct 
tgctagaagc 
tcattctgag 
aggcctttgc 
agaaacacag 
aactccagcc 
cagggaatga 
tagtccctgg 
gttggtttgg 
t 



ccctcacaag 
ccagaacatc 
ggtatagcag 
cccatcccct 
ctgcggggtc 
ttaggaaaag 
cttgttacct 
gaagaagttg 
gctgaataca 
gaccacctct 
caggcaggca 
tgttctgttt 



ggcttcatcc 
tgcaccctca 
atgctcgttc 
ctacctgcag 
atgtgctaag 
acacaagacc 
agaggcggag 
aggacggtct 
gtgttaggac 
catttcttcc 
gggctctgcc 
atttaacaag 



cggaagatct 
cctctcccct 
ttgccccctt 
acagggtcgg 
aggacagtct 
ttccccacat 
ggactgaagc 
gccttccctc 
tgggggcccc 
agcatgatcg 
cagggcagcc 
tgggcaggtt 



agaggcattc 
ctcctgctga 
caggcaccaa 
aggtgttagc 
ttctccggga 
cctgtctgcc 
cattgcgttc 
gtccctttac 
tgagatgaga 
cgcctgttcc 
tgccacttgc 
gcaagcgttg 



<210> 6012 

<211> 219 

<212> PRT 

<213> Homo sapiens 



<400> 6012 
Ala Lys Gly Asn 
1 

Val Phe Ser Lys 

20 

Lys Glu Pro Gly 
35 

Phe Pro Phe Leu 
50 

Glu His Leu Lys 
65 

Arg Gly Lys Asn 

Thr Thr Asn Val 
100 

Val Val Lys Val 
115 

Phe Asp Asn Asn 
130 

Ala He Met Asn 
145 

Asn Ala Phe Lys 



Leu Gly Met Gin 
5 

Gly Val Arg Glu 

Asp Ser Ala Gin 
40 

Tyr Leu Leu Glu 
55 

His Gin Thr Val 
70 

Gly Phe Thr Pro 
85 

Gly Arg Tyr Pro 

Leu Leu Asp Cys 
120 

Thr Pro Leu His 
135 

Ala Leu He Glu 
150 

Lys Thr Ala Tyr 



Leu Gly Phe Ala 
10 

Val Glu Arg Val 
25 

Phe Thr Lys Ala 

Lys Val Glu Cys 
60 

Tyr Arg Leu Leu 
75 

Leu His Met Ala 
90 

Val Gly Arg Phe 
105 

Gly Ala Asp Pro 

He Ala Ala Gin 
140 

Ala Gly Ala His 
155 

Glu Leu Leu Asp 



Asp Phe Met Gly 
15 

Leu Gin Leu Pro 
30 

He Ala He He 
45 

Thr Pro Ser Gin 

Lys Cys Ala Pro 
80 

Val Asp Lys Asp 
95 

Pro Ser Leu His 
110 

Asp Ser Arg Asp 
125 

Asn Asn Cys Pro 

Met Asp Ala Thr 
160 

Glu Lys Leu Leu 
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165 170 175 

Ala Arg Gly Thr Met Gin Pro Phe Asn Tyr Val Thr Leu Gin Cys Leu 

180 IBS 190 

Ala Ala Arg Ala Leu Asp Lys Asn Lys He Pro Tyr Lys Gly Phe He 

195 200 205 

Pro Glu Asp Leu Glu Ala Phe He Glu Leu His 
210 215 

<210> 6013 

<211> 2204 

<212> DNA 

<213> Homo sapiens 

<400> 6013 

acgcgtgaag ggggcggagg tggtggtgga ggtggcagtg tggctcctaa gccaccacgg 
60 

ggccggaaga agaagcggat gctggaatca gggctgcccg agatgaatga cccttatgtc 
120 

ctctcccctg aggatgatga tgaccatcag aaagacggcg agacctacag gtgccggatg 
160 

tgctcactga cattctactc caagtcggag atgcagatcc actccaagat gcacacggag 
240 

accatcaagc cccacaagtg cccacactgc tccaagacct tcgccaacag ctcctacctg 
300 

gcccagcaca tccgtatcca ctcaggggcc aagccctaca actgtaactt ttgtgagaaa 
360 

tccttccgtc agctctcaca cctccagcag cacacacgaa tccacactgg tgatagacca 
420 

tacaaatgtg cacacccagg ctgtgagaaa gccttcacac aactctccaa tctgcagtcc 
480 

cacagacggc aacacaacaa agataaaccc ttcaagtgcc acaactgtca tcgggcgtac 
540 

acggatgcag cctcactaga ggtgcacctg tctacgcaca cagcgaagca tgccaaggtg 

600 

tacacctgca ctatctgcag tcgggcatac acatcagaaa cataccttat gaaacatatg 
660 

cgcaaacaca acccgcctga tcttcagcaa caggtgcagg cagcagcagc agcggcagca 
720 

gtggcccagg cccaggctca agctcaagcc caggctcagg ctcaggctca agcccaggcc 
780 

caggcccagg cctcccaggc atcacagcag cagcagcagc agcagcagca gcagcagcag 
840 

cagcaacagc caccaccaca cttccagtct ccCggggcag ccccccaggg tgggggtggt 
900 

ggggacagca atcccaaccc tccaccccag tgttcctttg acctgacccc gcataagacg 
960 

gcggagcatc ataaggacat ctgcctcact gtcaccacca gcaccatcca ggtggagcac 
1020 

ctggccagct cttagagatc cgtgctgcca cccactggga agaggaagaa gtagtcctgg 
1080 

tgtcttcttt ctccaactct tggtgggaaa agtccttttc ttccttgaca ggcctcggct 

1140 

ccatctcctt gggcctctgt cacggctttc cttcacagga taccatcctt tttctgaact 
1200 
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cttcttcaaa 
1260 

tccagcagcc 
1320 

gatttgctat 
1380 

cttatcctca 
1440 

aaagggagcc 
1500 

tttctcaaat 
1560 

cctattgact 
1620 

ggggcaaggg 
1680 

gcttagaagt 
1740 

acaaagaccc 
1800 

tgttatctgt 

I860 

caaggactgg 
1920 

aaataCatat 
1980 

tctgtgCCta 
2040 

gtcctttttt 
2100 

tttttttttt 
2160 

gaaaccagct 
2204 



aggaacatca 
tcccctccca 
gacctcatag 
aagttcgggc 
ccaaacgcaa 
gcctcagtcc 
gctggtagaa 
ctgagatgtg 
gtgtgttatg 
tatactctca 
gaaactccaa 
actfcagctcc 
atacaaatat 
taaatgcatt 
tccctctctc 
ttttaaatca 
gttataaagt 



gccctcctga 
agcaaagctt 
aaccttgtcc 
tgatgtaaga 
ccagcctctt 
ctgagagcca 
ggagatttgg 
gtccccaagg 
gttttacgga 
gtctccccaa 
aacaggggtg 
ctaggtgcca 
attataccca 
atctctgaga 
cacccctgtc 
tggcagattt 
aatttaaaaa 



ttgcaaagga 
ctaaaactgg 
agtgtggcca 
ctagaggctg 
gccctattct 
tttcttcccc 
ggtaggggct 
ggccagaaat 
Cttccttgaa 
cccaccccca 
ttgcggagaa 
cagtcagatg 
ctcatcacgg 
attttcatat 
ctctagccac 
cagaggaaag 
tgaagaaaaa 



atactgagct 
gggccggtgc 
cttaccctat 
gccctcccag 
tgcctgcaaa 
tacaCcgtct 
agacctcctt 
tcccaagttg 
gcctctctcc 
aggagctgtg 
gggagagttc 
ccggacacgg 
ccatctttgt 
ttgatgtttt 
agcacttttc 
gaaattaaaa 
aaaa 



gatggtgtca 
tcaagggaag 
ccttaccctc 
ataacagaga 
agaacagagg 
cactttgctt 
ttatttgaag 
gtcacaggtg 
ttctctgcct 
ggaggctttg 
aaggcaaacg 
atttacatac 
tgtaaccatc 
gtttattttt 
tttttgtcct 
aaaaaatcag 



<210> 6014 
<211> 182 
<212> PRT 

<213> Homo sapiens 



<400> 6014 
Arg Gin His Asn 
1 

Ala Tyr Thr Asp 

20 

Val Lys His Ala 

35 

Thr Ser Glu Thr 
SO 

Asp Leu Gin Gin 
65 

Gin Ala Gin Ala 
Gin Ala Gin Ala 



Lys Asp Lys Pro 
5 

Ala Ala Ser Leu 

Lys Val Tyr Thr 
40 

Tyr Leu Met Lys 
55 

Gin Val Gin Ala 
70 

Gin Ala Gin Ala 
85 

Gin Ala Ser Gin 



Phe Lys Cys His 
10 

Glu Val His Leu 

25 

Cys Thr He Cys 

His Met Arg Lys 
60 

Ala Ala Ala Ala 

75 

Gin Ala Gin Ala 
90 

Ala Ser Gin Gin 



Asn Cys His Arg 
15 

Ser Thr His Thr 
30 

Ser Arg Ala Tyr 
45 

His Asn Pro Pro 

Ala Ala Val Ala 
80 

Gin Ala Gin Ala 
95 

Gin Gin Gin Gin 
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100 




105 110 


Gin 


Gin 


Gin 
115 


Gin 


Gin 


Gin Gin Gin Gin Pro Pro Pro His Phe Gin Ser 
120 125 


Pro Gly Ala 


Ala 


Pro 


Gin Gly Gly Gly Gly Gly Asp Ser Asn Pro Asn 




130 








135 140 


Pro 


Pro 


Pro 


Gin 


Cys 


Ser Phe Asp Leu Thr Pro Tyr Lys Thr Ala Glu 


145 










150 155 160 


His 


His 


Lys 


Asp 


He 
165 


Cys Leu Thr Val Thr Thr Ser Thr He Gin Val 

170 175 


Glu 


His 


Leu 


Ala 

180 


Ser 


Ser 



<210> 6015 

<211> 612 

<212> DNA 

<213> Homo sapiens 

<400> 6015 

gccgagtgag aacaagagta cagggacttt acaattttta ttgattttta ctatatatac 
60 

tgcagtaatg attgaaatga atgacttttt tttaggaaaa tgtCgtaaaa ggcaggcttc 
120 

tgagaatcct gattgaatgg aagtgaagag ccatgagaag ctcgcccagg agagtctaat 
180 

ttattctgat tacagctcat ggagagtgta gggcatgtga ggccactcca gctattgtta 
240 

ttcaacttgc atctgcccct gctgatcccc tgagaggctg gcagcctctc agggctcctt 
300 

gggcggtgag ccctcctccg cagcctgcaa gcctctttac ctctttccat cacctgagcc 
360 

tgaaagtgtg cctgcccgac cttgctcctg gccttatttc tcttcctatc ttatctccat 
420 

cccgcaggtg cctcagccat Cgcctaccct tttgcacaaa attaaaaaga aaagaaaaaa 
480 

gccagtgaga gaacagtcac acgataaagg cacagcacag cagttggttg Cctcctttta 
540 

aacaggaagt agcagtcatt ctatatggat gttcagctag acccacgggg ctttaacctt 
600 

acctggcatg gc 
612 

<210> 6016 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 6016 

Met Glu Arg Gly Lys Lys Ala Cys Arg Leu Arg Arg Arg Ala His Arg 

15 10 15 

Pro Arg Ser Pro Glu Arg Leu Pro Ala Ser Gin Gly He Ser Arg Gly 

20 25 30 

Arg Cys Lys Leu Asn Asn Asn Ser Trp Ser Gly Leu Thr Cys Pro Thr 

35 40 45 

Leu Ser Met Ser Cys Asn Gin Asn Lys Leu Asp Ser Pro Gly Arg Ala 
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50 55 60 

Ser His Gly Ser Ser Leu Pro Phe Asn Oln Asp Ser Gin Lys Fro Ala 
65 70 75 80 

Phe Tyr Asn lie Phe Leu Lys Lys Ser His Ser Phe Gin Ser Leu Leu 

85 90 95 

Gin Tyr lie 



<210> 6017 

<211> 2091 

<212> DNA 

<213> Homo sapiens 



<400> 6017 
ccggccaagt 
60 

ggcaagcgac 
120 

tggaatttca 
180 

tgtggcctgc 
240 

ctggtgaCcc 
300 

aaatccactg 
360 

gatgaagtca 
420 

ctactggtgt 
480 

gcatccacca 
540 

actagtggga 
600 

aaggccaaga 
660 

tcagacacag 
720 

gcatgcacat 
780 

tccagttatc 

840 

caggatcttt 
900 

cttcttccag 
960 

tatggccaga 
1020 

ggatacatgg 
1080 

gtcctgcccc 

1140 

ggcatcttct 
1200 



ttaactttgc 
tcccaagccc 
gagaactgag 
agcgtgggga 
tgggctgcat 
acatactgtia 
tccaagaagt 
ctgagaaaag 
ctcatcactg 
ccagtggtct 
tggatgctgg 
gttggatact 
ttgttcatct 
caatcaagag 
ccagttacaa 
aaactctgga 
cagaaacggg 
gaacggctgc 
ccggcacaga 
ctggctatgt 



tagtgatgtg 
agccctgtgg 
tgaaaacagc 
tcgtgtggca 
tcgagcaggc 
taggttgcag 
ggacacagtg 
ctgcgatggg 
tgtggagact 
tcccaagatg 
ttggacaggc 
gaacatcttg 
cttgccaaag 
tatgatgggt 
gttcccccat 
gaactggagg 
attaacttgc 
ttcctgttat 
aggagacatt 
ggaaaatccc 



ttggatcact 
tgggtgaatg 
cagcaggcag 
gtgatgctgc 
ctcatcttta 
atgtctaagg 
gcatctgaat 
tggctgaact 
ggaagccagg 
gcagaacatt 
ctgcaagcct 
ggctcacttt 
tttgacccac 
gcccctattg 
ctacagaact 
gcccagacag 
atggtttcca 
gatgtacagg 
ggcatcaggg 
gacaagacag 



gggctgacat 
ggaaggggaa 
ccaacgtcct 
cccgagCgcc 
tgcctggaac 
ccaaggctat 
gtccttctct 
tcaagaaact 
aagcatctgc 
cccactcgag 
ctgatataat 
tggaatcttg 
tggttattct 
tttaccggat 
gcctcgctgg 
gactggacat 
agacaatgaa 
ttatagatga 
tcaaacccat 
cagccaacat 



ggagaaggct 
ggaattaatg 
ctcgggagcc 
tgagtggtgg 
catccagatg 
tgttgctggg 
gagaattaag 
actaaatgag 
catctacttc 
cctgggcctc 
gtggaccata 
gacattagga 
aaagacactc 
gttgctacag 
aggggagtcc 
ccgagaattc 
aatcaaacca 
taagggcaac 
caggcctata 
tcgaggagac 
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ttttggctcc 
1260 

cgggcagatg 
1320 

gcactgatga 
1380 

cgaggagagg 
1440 

gaacagctca 
1500 

ccaagaaaga 
1560 

gccaagcttc 
1620 

taagagacat 
1680 

ccttactatg 
1740 

ctggttatta 
1800 

agggaaggaa 
1860 

agtcagggaa 
1920 

gaaggagaga 
1980 

aagatagaag 
2040 

ataaagagag 
2091 



ttggagaccg 
atatcattaa 
agcaccctgc 
tggtgaaggc 
ccaaggagct 
tagagcttgt 
gagacaagga 
tcatttggat 
acgacatgag 
gccttggtta 
tgagagagag 
atattaaaac 
ggaagcaagg 
aaaaataatt 
aaagagaaag 



gggaatcaaa 
ctccagcggg 
tgtggttgag 
atttgtggtc 
gcagcagcat 
cctgaacctg 
gtggaagatg 
tcccctcttc 
attcttcatg 
ttagcacaaa 
tgaaaaggag 
tgcaagggaa 
gaaggaggaa 
gaagggagaa 
aagaaagagc 



gatgaagatg 
taccggattg 
acggctgtga 
ctggcctcgc 
gtgaagtcag 
cccaagactg 
tccggaaaag 
tttctctttc 
aaagaacatg 
actttaccat 
agggtaacag 
agcaattgaa 
gaaaggaaag 
tcagaaaaaC 
aaaagaacac 



ggtatttcca 
gaccctcgga 
tcagcagccc 
agttcctgtc 
tgacagcccc 
tcacagggaa 
cccgtgcgca 
ttttcccttt 
aatgtaagct 
gtcagatgtt 
aaaaaaagga 
aaagaaataa 
aggagatgaa 
aaagagaaga 
aagaaagaaa 



gcttatggga 
ggtagagaat 
agaccccgtc 
ccatgaccca 
atacaagCac 
aattcaacga 
gtgagacatc 
gggcccttgg 
ttgtcttgcc 
gaaagaagaa 
aagaaaagta 
agtagggaaa 
agggggagaa 
aaggaaagaa 



<210> 6018 
<211> 537 
<212> PRT 

<213> Homo sapiens 



<400> 6018 

Pro Ala Lys Phe Asn Phe Ala Ser Asp Val Leu Asp His Trp Ala Asp 

IS 10 15 

Met Glu Lys Ala Gly Lys Arg Leu Pro Ser Pro Ala Leu Trp Trp Val 

20 25 30 

Asn Gly Lys Gly Lys Glu Leu Met Trp Asn Phe Arg Glu Leu Ser Glu 

35 40 45 

Asn Ser Gin Gin Ala Ala Asn Val Leu Ser Gly Ala Cys Gly Leu Gin 

50 55 60 

Arg Gly Asp Arg Val Ala Val Met Leu Pro Arg Val Pro Glu Trp Trp 
65 70 75 80 

Leu Val lie Leu Gly Cys He Arg Ala Gly Leu He Phe Met Pro Gly 

85 90 95 

Thr He Gin Met Lys Ser Thr Asp He Leu Tyr Arg Leu Gin Met Ser 

100 105 110 

Lys Ala Lys Ala He Val Ala Gly Asp Glu Val He Gin Glu Val Asp 

115 120 125 

Thr Val Ala Ser Glu Cys Pro Ser Leu Arg He Lys Leu Leu Val Ser 
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130 

Glu Lys Ser Cys 
145 

Ala Ser Thr Thr 

Ala lie Tyr Phe 
160 

His Ser Tyr Ser 
X95 

Thr Gly Leu Gin 
210 

Trp lie Leu Asn 

225 

Ala Cys Thr Phe 

Leu Lys Thr Leu 
260 

lie Val Tyr Arg 
275 

Pro His Leu Gin 
290 

Thr Leu Glu Asn 
305 

Tyr Gly Gin Thr 

Lys lie Lys Pro 
340 

Gin Val He Asp 
355 

Asp He Gly He 

370 

Gly Tyr Val Glu 
385 

Phe Trp Leu Leu 

Gin Phe Met Gly 
420 

He Gly Pro Ser 
435 

val Glu Thr Ala 
450 

Val Lys Ala Phe 
465 

Glu Gin Leu Thr 

Pro Tyr Lys Tyr 
500 

Thr Val Thr Gly 
515 

Lys Met Ser Gly 
530 



135 




Asp Gly Trp 


Leu 


150 




His His Cys 


Val 


165 




Thr Ser Gly 


Thr 


Ser Leu Gly 


Leu 




200 


Ala Ser Asp 


He 


215 




He Leu Gly 


Ser 


230 




Val His Leu 


Leu 


245 




Ser Ser Tyr 


Pro 


Met Leu Leu 


Gin 




260 


Asn Cys Leu 


Ala 


295 




Trp Arg Ala 


Gin 


310 




Glu Thr Glv 


Leu 


325 




Gly Tyr Met 


Gly 


Asp Lys Gly 


Asn 




360 


Arg Val Lys 


Pro 


375 




Asn Pro Asp 


Lys 


390 




Gly Asp Ara 


Gly 


405 




Arg Ala Asp 


Asp 


Glu Val Glu 


Asn 




440 


Val He Ser 


Ser 


455 




Val Val Leu 


Ala 


470 




Lys Glu Leu 


Gin 


465 




Pro Arg Lys 


He 


Lys He Gin 


Arg 




520 


Lys Ala Arg 


Ala 


535 





140 



Asn 


Phe Lys 


Lys 






155 




Glu 


Thr Gly 


Ser 




170 






Ser 


Gly Leu 


Pro 


165 








Lys 


Ala 


Lys 


Met 


Met 


Trp Thr 


He 








220 


Leu 


Leu 


Glu 


Ser 






235 




Pro 


Lys 


Phe 


Asp 




250 






He 


Lys 


Ser 


Met 


265 








Gin 


Asp 


Leu 


Ser 


Gly 


Gly Glu 


Ser 








300 


Thr 


Gly Leu 


Asp 






315 




Thr 


Cys Met 


Val 




330 






Thr 


Ala 


Ala 


Ser 


345 








Val 


Leu 


Pro 


Pro 


He 


Arg 


Pro 


He 








360 


Thr 


Ala 


Ala 


Asn 






395 




He 


Lys 


Asp 


Glu 




410 






He 


He 


Asn 


Ser 


425 








Ala 


Leu 


Met 


Lys 


Pro 


Asp 


Pro 


Val 








460 


Ser 


Gin 


Phe 


Leu 






475 




Gin 


His 


Val 


Lys 




490 






Glu 


Phe 


Val 


Leu 


505 








Ala 


Lys 


Leu 


Arg 



Gin 



Leu Leu Asn Glu 
160 

Gin Glu Ala Ser 
175 

Lys Met Ala Glu 
190 

Asp Ala Gly Trp 
205 

Ser Asp Thr Gly 

Trp Thr Leu Gly 
240 

Pro Leu Val He 
255 

Met Gly Ala Pro 
270 

Ser Tyr Lys Phe 
285 

Leu Leu Pro Glu 

He Arg Glu Phe 
320 

Ser Lys Thr Met 
335 

Cys Tyr Asp Val 
350 

Gly Thr Glu Gly 

365 

Gly He Phe Ser 

He Arg Gly Asp 
400 

Asp Gly Tyr Phe 
415 

Ser Gly Tyr Arg 
430 

His Pro Ala Val 
445 

Arg Gly Glu Val 

Ser His Asp Pro 
480 

Ser Val Thr Ala 
495 

Asn Leu Pro Lys 
510 

Asp Lys Glu Trp 
525 



<210> 6019 
<211> 3002 
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<212> DNA 

<213> Homo sapiens 
<400> 6019 

attcccctcc ttcatggctg 
60 

taagaacttg gccacgttcg 
120 

ctcggcccgg cggcacacgg 
180 

cgggcacgct gctccagagt 
240 

tggggaactg gaggacagcg 
300 

gctggtgtac ttgtcgatcc 
360 

atactttaag tgagcctccc 
420 

ctgcaatgtg cactggattt 
480 

taattccaga gcaaacccaa 
540 

cgaagacacc caggatcccc 
600 

ccttcacagg agaaaggaga 
660 

atgaattaag ttcagctatt 
720 

ttgccgaaga gcttcagaaa 
780 

caccatgctc ctcggcccgg 
B40 

tcctggagct ggagcagtgg 
900 

tcatcctgcc ctcgggaggc 
960 

gccgggccga gagacgtgtg 
1020 

ccaagttctt aaacagactc 
1080 

aggaggggaa tcaagagaaa 
1140 

tctgaaatca cagaaagcgg 
1200 

ggagcttgcc cttctggggt 
1260 

ccttttgtcc cagctcagct 
1320 

ccctctgggg attctgtccc 
1380 

gtgggaatga attggcattg 

1440 

ctgtgcggaa aaggaataaa 
1500 



catatctggc tagcgtgaag 
catcggtctc tcccatctgg 
cccggcagaa atgcagcgcc 
gggcagggcc gggagggacc 
tctgtcaagg caggatgaag 
actgctccag ctccaggatg 
gggccgagga gcatggtgtc 
tctgaagctc tccggcaaat 
tagctgaact taattcatct 
aagatttaca ccaaaacggg 
cccaaagatg accaagtgtt 
gggtttgctc tggaattagt 
atccagtgca caCtgcagga 
gaggctcact taaagtatac 
atcgacaagt acaccagcca 
aagatcagcc cggcgccgca 
gtgcctcttg tccagatggg 
agtgactatc tcttcacgct 
atatacaaga aaaatgaccc 
gagcttggag gatccctcca 
cctggttcct gaagagctca 
ttgatctaca cctcttgcca 
tgaccctgct tccccaagct 
caggaaagac aggtaaagtg 
agttggaagc cccggaccac 



agatagtcac tgagtctgtt 
acaagaggca ccacacgtct 
gagctgatct tgcctcccga 
ggtgaggacc tggagggact 
gccgtgagtg gtgggagctg 
ggccccgccc tgaacgtggt 
gccagggccg agccgacgtc 
gtatggccct tttctgtgac 
gtagttccca cagccttcct 
agacaaaggg ttttctagta 
tgaagccgtg ggaactacag 
cacagaaaag ggccatacat 
cgtcggctcg gccctggcga 
cacgttcaag gcggggccca 
gctcccacca ctcacggcct 
tttctgccgg gccgtgtgcc 
agagaccgat gcgaacgtgg 
agccagatat gcagccatga 
atcggccgag tctgagggac 
tggcgatggc cgtggagaga 
cccagagagg ctcaaagcag 
ccttcctcaa gggactgtga 
ctcctgggtc ttggagggat 
attgctgcaa tgagaaggag 
tggaaccttg aacccaccag 
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ctggctgtac 
1560 

gacccagagg 
1620 

tccgcttcac 
1680 

aatatagaag 
1740 

tttgagggag 
1800 

gacgatgacg 
1860 

tgcggaaacc 
1920 

cccgggacct 
1980 

tcctcccgaa 
2040 

tacgaccgag 
2100 

cagccagtcc 
2160 

tttttggaaa 
2220 

gtgaggaagg 
2280 

ctgggccaca 
2340 

cagtacgcac 
2400 

ctggtgctga 
2460 

accatcccag 
2520 

ccagccataa 
2580 

gcccagaaca 
2640 

tgctttctcc 
2700 

taaatgagtc 
2760 

acgttgtctc 
2820 

cacgttccgt 
2B80 

ggggcgaggc 

2940 

gaaagcattt 
3000 

gt 

3002 

<210> 6020 



ccggagccgt 
ccgagcccag 
ccgggacagg 
acatctgcat 
ggatctgcgc 
ggtaccaatc 
ctgattgcac 

cgggg«ici9gt^ 

gcgggctgct 
agtcggagaa 
gggtgctgtc 
gtggttctga 
atgtggagga 
cctgtgaccg 
ggcccaagcc 
acaaggaaga 
atgtccacgg 
ggagcagcag 
agcagagctc 
ccctaagaga 
actatactgc 
tttcctcttc 
tgggttctgg 
ccacgccgct 
ctgtgttcta 



ggcagcagcc 
catggacgtg 
cagagatctt 
ctgctgcgga 
cccatgtaag 
ctactgctcc 
ccgatgctac 
gcacgccatg 
gcagcgtcgg 
tccccttgag 
cctttttgaa 
cccgggacaa 
gtggggaccc 
tcctcccagc 
aggcagcccc 
cctggacgtc 
cggatccttg 
gcactgggct 
gaagctcgcg 
atatttcaag 
gaagaaaaag 
ggattcttgt 
agactcaggg 
gcacacagga 
gttgagaagt 



ctcatcccca 
attttggtgg 
attgcatatg 
agtctccagg 
gacaagttcc 
atctgctgct 
tgcttcgagt 
agcaactggg 
aggaagtggc 
atgttcgaaa 
gacatcaaga 
ctgaagcatg 
ttcgatcttg 
tggtacctgt 
aggcccttct 
gcatctcgct 
cagaatgctg 
ctggtttcgg 
gccaagCggc 
tatttttcaa 
acttttccta 
ttttttgcgt 
tctctccccc 
ccacacgtgg 
tcgagtatat 



tggcggccat 
gatccagtga 
aagtcaaggc 
ttcacacaca 
tggatgccct 
ccggagagac 
gtgtggatag 
tgtgctacct 
gcagccagct 
ccgtgcctgt 
aagagctgac 
tggttgatgt 
tgtacggcgc 
tccagttcca 
tctggatgtt 
tcctggagat 
tccgcgtgtg 
aagaagaatt 
ccaccaagct 
cagaactcac 
gaacaaaggc 
ctccgtcgtc 
atcacgctgg 
tggtgcgcga 
ttattataag 



cccagccctg 
gctctcaagc 
taaccagcga 
gcaccctctg 
cttcctgtac 
gctgctcatc 
cctggtcggc 
gtgcctgccg 
caaggccCtc 
gtggaggaga 
gagtttgggc 
cacagacaca 
cacagctccc 
ccggttcctg 
cgtggacaat 
ggagccagtc 
gagcaacatc 
gtccctgctg 
ggtgaagaac 
ttcctcttta 
aactttcctc 
actgcagacc 
ctcatgggac 
tgtacttcct 
atagttattg 



5197 



wo 00/S8473 



PCT/USOO/08621 



<211> 387 
<212> PRT 
<213> Homo sapiens 



<400> 6020 
Met Ala Ala lie 
1 

val Zle Leu Val 
20 

Thr Gly Arg Asp 

3S 

lie Glu Asp Zle 
50 

His Pro Leu Phe 
65 

Leu Asp Ala Leu 

Ser lie Cys Cys 
100 

Cys Thr Arg Cys 
115 

Gly Thr Ser Gly 
130 

Cys Leu Pro Ser 
145 

Arg Ser Gin Leu 

Glu Met Phe Glu 
160 

Leu Ser Leu Phe 
195 

Leu Glu Ser Gly 

210 

Thr Asp Thr Val 
225 

Val Tyr Gly Ala 

Ser Trp Tyr Leu 
260 

Lys Pro Gly Ser 
275 

Val Leu Asn Lys 
290 

Glu Pro Val Thr 
305 

Val Arg Val Trp 

Ala Leu Val Ser 
340 

Ser Ser Lys Leu 
355 

Phe Leu Pro Leu 

370 
Ser Ser Leu 



Pro 


Ala 


Leu Asp 


5 






Gly 


Ser 


Ser Glu 


Leu 


He Ala Tyr 






40 


Cys 


He 


Cys Cys 






55 


Glu 


Gly Gly He 




70 




Phe 


Leu 


Tyr Asp 


85 






Ser 


Gly Glu Thr 


Tyr 


Cys 


Phe Glu 






120 


Lys 


Val 


His Ala 






135 


Ser 


Arg Ser Gly 




150 




Lys 


Ala Phe Tyr 


165 






Thr 


Val 


Fro Val 


Glu 


Asp 


He Lys 






200 


Ser 


Asp 


Pro Gly 






215 


Arg 


Lys 


Asp Val 




230 




Thr 


Ala 


Pro Leu 


245 






Phe 


Gin 


Phe His 


Pro 


Arg 


Pro Phe 






280 


Glu 


Asp 


Leu Asp 






295 


lie 


Pro Asp Val 




310 




Ser 


Asn 


He Pro 


325 






Glu 


Glu 


Glu Leu 


Ala 


Ala 


Lys Trp 






360 


Arg 


Glu Tyr Phe 






375 



Pro Glu Ala Glu 
10 

Leu Ser Ser Ser 
25 

Glu Val Lys Ala 

Gly Ser Leu Gin 
60 

Cys Ala Pro Cys 

75 

Asp Asp Gly Tyr 
90 

Leu Leu He Cys 
105 

Cys Val Asp Ser 

Met Ser Asn Trp 
140 

Leu Leu Gin Arg 
155 

Asp Arg Glu Ser 
170 

Trp Arg Arg Gin 
185 

Lys Glu Leu Thr 

Gin Leu Lys His 

220 

Glu Glu Trp Gly 
235 

Gly His Thr Cys 
250 

Arg Phe Leu Gin 
265 

Phe Trp Met Phe 

Val Ala Ser Arg 
300 

His Gly Gly Ser 
315 

Ala He Arg Ser 
330 

Ser Leu Leu Ala 
345 

Pro Thr Lys Leu 

Lys Tyr Phe Ser 
380 



Pro Ser Met Asp 
15 

Val Ser Pro Gly 
30 

Asn Gin Arg Asn 
45 

Val His Thr Gin 

Lys Asp Lys Phe 
80 

Gin Ser Tyr Cys 
95 

Gly Asn Pro Asp 
110 

Leu Val Gly Pro 
125 

Val Cys Tyr Leu 

Arg Arg Lys Trp 
160 

Glu Asn Pro Leu 
175 

Pro Val Arg Val 
190 

Ser Leu Gly Phe 
205 

Val Val Asp Val 

Pro Phe Asp Leu 

240 

Asp Arg Pro Pro 
255 

Tyr Ala Arg Pro 
270 

Val Asp Asn Leu 
285 

Phe Leu Glu Met 

Leu Gin Asn Ala 
320 

Ser Arg His Trp 
335 

Gin Asn Lys Gin 
350 

Val Lys Asn Cys 
365 

Thr Glu Leu Thr 
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385 

<210> 6021 
<211> 3145 
<212> DNA 
<213> Homo sapiens 

<400> 6021 

naccctcgag gacaaggacc ttctctggac acagatatgc 
60 

gcactcagac actgctggtt gaattgtcca tttacttggc 
120 

aagggggaag gagatcttct gctgcatgtg gctctaacca 
180 

cttagaacaa tatttttgaa gtatgcaagc atCgagaaaa 
240 

cccaatgact ttgtcactcg atacttgaac acctccggag 
300 

actgtggaac ttttaagtgg agtggtggat cagaccaaag 
360 

gaatttgttg cctttgaatc tgtcctgtgt gcccctgatg 
420 

cagctgtctg acaaagctgg caaaggagaa gtaacttttg 
480 

ggacagacca caattcatca acatattcca tttaactggg 
540 

cattttggaa aagaaagaaa aagacacctg acatatgcgg 
600 

gaaatacaac tggagcacgc aaagcaagcc tttgtgcaac 
660 

agagtcacag ccatcgactt ccgagacatc atggtcacca 

720 

ccttttgtag aagaatgtct agtagctgct gctggaggta 
780 

ttctcctatt ttaatggatt taattcgctc cttaacaaca 
840 

tatagcactc tggctggcac caggaaagat gtcgaagtga 
900 

gcagctcaga aatttggtca ggttacaccc acggaagttg 
960 

gatttatatg agccaagggg acgtatgacc ttagcagaca 
1020 

gaagagggaa ctctgccctt taacttggct gaggcccaga 
1080 

gatCcagctc gaccagttct tctacaagtt gcagagtcgg 
1140 

tctgttgctg gagctgttgg agccactgct gtgtatccta 
1200 

atgcagaacc aacgatcaac tggctccttt gtgggagaac 
1260 

gactgtttta agaaagtgct acgctaCgaa ggcttccttg 
1320 

ccacagttat tgggagctgc cccagagaag gccataaaac 
1380 



ctcagagcaa ctgttgcata 
atgcaacaca tggcaaagta 
agagagcaga tccagctgag 
acggtgaatt Cttcatgtcc 
aaagccagcc caatccaaag 
atggdCtaaC atcttttcaa 
ctttgtctat ggtagccttt 
aggatgttaa gcaagttttt 
attcagaatt tgtgcaacta 
aatttactca gtttttattg 
gggacaatgc taggactggg 
tccgccccca tgtcttgact 
ccacatccca tcaagttagt 
tggaactcat tagaaagatc 
ctaaggagga gtttgttctg 
acatcttgtt tcagttagca 
ttgaacggaC tgctcctctg 
ggcagcagaa ggcctcaggt 
cctacaggtt tggtctgggt 
tcgatcttgt: aaaaactcga 
tcatgtataa aaacagcctt 
gactgtatag aggtctgttg 
ttacagtgaa cgattttgtg 
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agggataaat ttatgcacaa 
1440 

ggctgcgctg gaggctccca 
1500 

ttgcaagtgg caggagaaat 
1560 

gacctggggt tttttgggat 
1620 

ttctcggcca tctactttcc 
1680 

gggcaggtta gcccaggaag 
1740 

tctttagtga cccctgctga 
1800 

caaaccactt acagcggagt 
1860 

aaagctctgt ggaagggagc 
1920 

actttgctga cttacgaatt 
1980 

cccatgggat cagagccagt 
2040 

cacgttgggg gctacaaact 
2100 

ctttacctac ctctcttcaa 
2160 

taggaagatc agccctggga 
2220 

ctcctgggaa tgaagcaatg 
2280 

ccaggctttt ttatcatgtg 
2340 

gtgaaattat tcataattaC 
2400 

aattgatggg atttggCcaa 
2460 

attagtactc ccctccttga 
2520 

£Ltggt:gctca gagcagtgtt 
2580 

tataaaaata aaaaacactg 
2640 

cttcaaattg taagcatgca 
2700 

aaacatgttt ctttgtaatg 
2760 

gtaccaagac tactagggaa 
2820 

gtacagacag aaaaaactga 
2880 

gctcatatga tgtacatgta 
2940 

atgttgccct gttgctgcct 
3000 



agatggttcg gtcccacttg 
ggtgattttc acaaatcctt 
caccactggt ccccgagtca 
ctacaagggt gccaaagcat 
gtgctatgct catgtgaagg 
cctgctctta gctggtgcca 
tgttatcaag acgagattac 
gatagacCgc tttagaaaga 
tggtgctcgt gtatttcgat 
gctacagcga tggttctaca 
tcctaaatcc aggatcaacc 
ggcagttgct acatttgcag 
gccatcagta tctacctcaa 
tagtgctgtc tttttgtggg 
cttcatccct tttacgtcca 
aaatcattca ttttctgggt 
tatttggccc tctgcccaga 
cactaacatg acttggggaa 
actaggattg tagtcccaaa 
tcgtgtgtgt tttaaactgg 
ggagaaatga aaaaatatat 
caaatcctgt ctctggatta 
aaaaccacat tggagatgtt 
atgcctttgt actttaggga 
gatgtagccc ctctcctgga 
cCgattactg cctattttaa 
gccctattct cctcatctcc 



cagcagaaat 


tcttgctgga 


tagaaatcgt 


caaaaCccQt 


gtgctctgtc 




Qctttctcrcci 

^^^S 


crcracatticct 


cttcctttgc 


aaatoraaoati 


taoctocitati 






*"Wyyy\»w.yy w 




acra Aoas t^pst 
ay aayy etvwa 


f f t f f f ja 


y i> u uy y uy ua 


1 1 era 1 1 1 tcf cr 


riaoaa^ a aaa 
ay y ay \^aaaa 


t'arr'r'l"Cfr*r*r'r* 

WV* ^wW^ 


era a t" rr'fcra t* 
y aa ^ wy a ^ 


oaa t tctaa aa 


waaa l> w wy y a 


"y a ^ »»y y 


*»yy ay y v»wwd 


w wy way i«oi 


aciy aawa 


tetettofctfe 

k w w V w i^y 1* b w 


aaa^ ^^aaot" 


V W w W !■ wBft^K 


way a wwa !• W 


aacctttatt 

W^H^^v^p 


toca t c t:craa 

wjj w& WW Wjj aa 


aQQaQcaaQ t 


caoraatactaa 




taaoQcaatc 


Caggaaact^a 


cratcrcatatti 


atcaaatata 


ttcagcctgg 


tattatgaag 


cttttatgtg 


tagtaatcat 


attgttactg 


agtacttttg 


gcattttact 


agtgctaatt 


ttgaaaaact 


caaacactct 


tgaaaaatgc 


ccatcattgg 


tacccacttg 
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cttttaaaat ccactttatc ttgaataatg taagacaaat atgttctgac ataagcattt 
3060 

aattcatgtt gccttgcata atggtcagag gcgcatgaat ttgtgaaggt ggaaataaac 
3120 

tacttgtaaa gtgaaaaaaa aaaaa 
3145 



<210> 6022 
<211> 708 
<212> PRT 

<213> Homo sapiens 



<400> 6022 

Met Pro Gin Ser Asn Cys Cys lie Ala Phe Arg His Cys Trp Leu Asn 

15 10 15 

Cys Pro Phe Thr Trp His Ala Thr His Gly Lys Val Lys Gly Glu Gly 

20 25 30 

Asp Phe Leu Leu His Val Ala Leu Thr Lys Arg Ala Asp Pro Ala Glu 

35 40 45 

Leu Arg Thr lie Phe Leu Lys Tyr Ala Ser lie Glu Lys Asn Gly Glu 

50 55 60 

Phe Phe Met Ser Pro Asn Asp Phe Val Thr Arg Tyr Leu Asn lie Phe 
65 70 75 80 

Gly Glu Ser Gin Pro Asn Pro Lys Thr Val Glu Leu Leu Ser Gly Val 

85 90 95 ' - 

Val Asp Gin Thr Lys Asp Gly Leu lie Ser Phe Gin Glu Phe Val Ala 

100 105 110 

Phe Glu Ser Val Leu Cys Ala Pro Asp Ala Leu Phe Met Val Ala Phe 

115 120 125 

Gin Leu Phe Asp Lys Ala Gly Lys Gly Glu Val Thr Phe Glu Asp Val 

130 135 140 

Lys Gin Val Phe Gly Gin Thr Thr lie His Gin His He Pro Phe Asn 
145 150 155 160 

Trp Asp Ser Glu Phe Val Gin Leu His Phe Gly Lys Glu Arg Lys Arg 

165 170 175 

His Leu Thr Tyr Ala Glu Phe Thr Gin Phe Leu Leu Glu He Gin Leu 

180 185 190 

Glu His Ala Lys Gin Ala Phe Val Gin Arg Asp Asn Ala Arg Thr Gly 

195 200 205 

Arg Val Thr Ala He Asp Phe Arg Asp He Met Val Thr He Arg Pro 

210 215 220 

His Val Leu Thr Pro Phe Val Glu Glu Cys Leu Val Ala Ala Ala Gly 
225 230 235 240 

Gly Thr Thr Ser His Gin Val Ser Phe Ser Tyr Phe Asn Gly Phe Asn 

245 250 255 

Ser Leu Leu Asn Asn Met Glu Leu He Arg Lys He Tyr Ser Thr Leu 

260 265 270 

Ala Gly Thr Arg Lys Asp Val Glu Val Thr Lys Glu Glu Phe Val Leu 

275 280 285 

Ala Ala Gin Lys Phe Gly Gin Val Thr Pro Met Glu Val Asp He Leu 

290 295 300 

Phe Gin Leu Ala Asp Leu Tyr Glu Pro Arg Gly Arg Met Thr Leu Ala 
305 310 315 320 

Asp He Glu Arg He Ala Pro Leu Glu Glu Gly Thr Leu Pro Phe Asn 
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325 



Leu Ala 


Glu 


Ala 


Gin Arg Gin 


Oln 






340 






Pro Val 


Leu 


Leu 


Gin Val Ala 


Glu 




355 






360 


Ser Val 


Ala 


Gly 


Ala Val Gly 


Ala 


370 






375 




Val Lys 


Thr 


Arg 


Met Gin Asn 


Gin 


385 






390 




Glu Leu 


Met 


Tyr 


Lys Asn Ser 


Phe 








405 




Tyr Glu 


Gly 


Phe 


Phe Gly Leu 


Tyr 






420 






Gly Val 


Ala 


Pro 


Glu Lys Ala 


He 




435 






440 


Arg Asp 


Lys 


Phe 


Met His Lys 


Asp 


450 






455 




lie Leu 


Ala 


Gly 


Gly Cys Ala 


Gly 


465 






470 




Pro Leu 


Glu 


He 


Val Lys He 


Arg 








485 




Thr- Gly 


Pro 


Arg 


Val Ser Ala 


Leu 






500 






Phe Gly 


He 


Tyr 


Lys Gly Ala 


Lys 




515 






520 


Phe Ser 


Ala 


He 


Tyr Phe Pro 


Cys 


530 






535 




Ala Asn 


Glu 


Asp 


Gly Gin val 


Ser 


545 






550 




Ala lie 


Ala 


Gly 


Met Pro Ala 


Ala 








565 




lie Lys 


Thr 


Arg 


Leu Gin Val 


Ala 






580 






Ser Gly 


Val 


He 


Asp Cys Phe 


Arg 




595 






600 


Lys Ala 


Leu 


Trp 


Lys Gly Ala 


Gly 


610 






615 




Gin Phe 


Gly 


Val 


Thr Leu Leu 


Thr 


625 






630 




Tyr He 


Asp 


Phe 


Gly Gly Val 


Lys 








645 




Lya Ser 


Arg 


He 


Asn Leu Pro 


Ala 






660 






Tyr Lys 


Leu 


Ala 


Val Ala Thr 


Phe 




675 






680 


Leu Tyr 


Leu 


Pro 


Leu Phe Lys 


Pro 


690 






695 




Gly Gly 


Gly 


Pro 







705 



^ ^ M 

330 




335 




Lys Aia ser 


Gly Asp Ser Ala 


Arg 


345 




350 




Ser Ala Tyr 


Arg Phe Gly Leu 


Gly 




365 






Thr Ala Val 


Tyr Pro He Asp 


Leu 




380 






Arg Ser Thr 


Gly Ser Phe Val 


Gly 


395 






400 


'Asp Cys Phe 


Lys Lys 


Val Leu 


Arg 


410 




415 




Arg Gly Leu 


Leu Pro 


Gin Leu 


w — - 

Leu 


425 




430 




Lys Leu Thr 


Val Asn Asp Phe 


Val 




445 






Gly Ser Val 


Pro Leu 


Ala Ala 


Glu 




460 






Gly Ser Gin 


Val He 


Phe Thr 


Asn 


475 






480 


Leu Gin Val 


Ala Gly Glu He 


Thr 


490 




495 




Ser Val Val 


Arg Asp Leu Gly 


Phe 


505 




510 




Ala Cys Phe 


Leu Arg Asp He 


Pro 




525 






Tyr Ala His 


Val Lys 


Ala Ser 


Phe 




540 






Pro Gly Ser 


Leu Leu 


Leu Ala 


Gly 


555 






560 


Ser Leu Val 


Thr Pro 


Ala Asp 


Val 


570 




575 




Ala Arg Ala 


Gly Gin 


Thr Thr 


Tyr 


585 




590 




Lys He Leu 


Arg Glu 


Glu Gly 


Pro 




605 






Ala Arg Val 


Phe Arg 


Ser Ser 


Pro 




620 






Tyr Glu Leu 


Leu Gin 


Arg Trp 


Phe 


635 






640 


Pro Met Gly 


Ser Glu 


Pro Val 


Pro 


650 




655 




Pro Asn Pro 


Asp His 


Val Gly 


Gly 


665 




670 




Ala Gly He 


Glu Asn 


Lys Phe 


Gly 




685 






Ser Val Ser 


Thr Ser 


Lys Ala 


He 




700 







<210> 6023 

<211> 10X4 

<212> DNA 

<213> Homo sapiens 
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<400> 6023 

tttttaaaaa agaatgacat agagccttta ttaaactggt cctgaggtat gtgggactag 
60 

cctggctggc tgaccaggct tcttaagccc cacaggcctc tttcacagaa agggagtttg 
120 

gatcaacaag accatgtaca aaagggggat aatataccta cgtgaggagc caagtttcca 

180 

tgttgatggt aaacggaaaa acttttgagt cagagctgag ctcCgggaca aaaagggaaa 
240 

agaagaggga tgaagggaag gggcccaact cctcttgact gactctaaag ctcatagggg 
300 

gattccaact cacagcCagc cctctgtact aaggaaccag acgaatcttg acctcccagg 
360 

gaacctagac ccgggaaggc Cgaacttgct atttgagggt caagtctact ccctgaaggt 
420 

ggagtgccgg atactttgat ggggacaagg agggacaata gatcaacctc agcaaaggct 
480 

ggtaagcctg ggcaaggttc cacagggacg gaCcttccta aggggtgggg gggcttccca 
540 

gttcctagaa aatggcggtg cgcgcagact gcctccctcc tcttcattgt agcttgatcc 
600 

tgcgcagtga ccgttcacgg aaagagtcag gcccgggagg ggccggaccg gggcacaaat 
660 

gctggaggtt tcagagatgg ctggcgctgg cgaaggcagg tctgccagtg acgtatttgt 
720 

cctgtgggtc ctgggctctt tcgtggcacg cagggcactc tccttccCgg gatgggagaa 
780 

tggaattctt ctaggcgagg acgggcagca gcggccctgg gaaggcttcc gtggaaactt 
840 

ccaaaaccac cttgccaggt aagtgaaagt gcgctccgtt ctctagccac atcctaggcc 
900 

aagtaagCtc ttcttcattc tttcagcagt cctgatcttc ttggggagca cccctaaatc 
960 

agcctgtcaa gaaggaaggc aggctacggg tatcttctca ggaacagatg aagg 
1014 

<2I0> 6024 
<211> 100 
<212> PRT 

<213> Homo sapiens 
<400> 6024 

Met Lys Arg Arg Glu Ala Val 

1 5 
Gly Lys Pro Pro His Pro Leu 
20 

Pro Gly Leu Pro Ala Phe Ala 

35 

Pro He Lys He Ser Ser Thr 

50 55 
Gin He Ala Ser Ser Ala Phe 
65 70 
Asp Ser Ser Gly Ser Leu Val 



Cys Ala His 
10 

Gly Arg Ser 

25 

Glu Val Asp 
40 

Pro Pro Ser 
Pro Gly Leu 
Gin Arg Ala 



Arg His Phe 

He Pro Val 

Leu Leu Ser 
45 

Gly Ser Arg 
60 

Gly Ser Leu 
75 

Ser Cys Glu 



Leu Gly Thr 
15 

Glu Pro Cys 

30 

Leu Leu Val 

Leu Asp Pro 

Gly Gly Gin 
80 

Leu Glu Ser 
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85 

Pro Tyr GXu Leu 
100 

<210> 6025 

<211> 5905 

<212> DNA 

<213> Homo sapiens 

<400> 6025 

nacagggtgt ggatatacag 
60 

gggagcctca cctaggatga 
120 

gaccccacag tcactctagc 
180 

ggcagccggc cctgccccac 
240 

cgggccgagc cctgcctcgc 
300 

gtcatccaga atgagaacac 
360 

gccagctccc cagtgtcctc 
420 

ggagccaact ggagcgtgaa 
460 

aaccggaaag ccaaggacgc 
540 

ctgctcaaga atgagctgct 
600 

gaccgcaggc tgcagccctc 
660 

accaagcgct ccagccccga 
720 

agcaacaaga gccagaagct 
780 

atccccctca aggtgctgga 
840 

gactggtcgt ccctcaatgt 
900 

gcctgtacca gccaggtgac 
960 

tccgtgggct ggtctgagcg 
1020 

cagatctggg acgcagccgc 
1080 

gtcggggcgc tggcctggaa 

1140 

ctgcagaggg acatccgcac 
1200 

caggaggtgt gcgggctcaa 
1260 

gacaacaagc tgctggtctg 
1320 



90 



gctgggaggg tctgtgggca 
ggctagggct ggcagaagat 
tcccagggcc tggaggtgca 
tcacctctcc tgcccttccc 
catggaccag gactatgagc 
gatgccacgc gtcacagaga 
gcccagcaag cacggagacc 
cttccacagg attaacgaga 
cacctcagac aacggcaaag 
gggCgccggc atcgagaagg 
cacgcctgag aagaagggtc 
tgacggcaac gatgtgtcCc 
gctccggtcc ccccggaaac 
cgcgcccgag ctgcaggacg 
gctcagcgtg gggctaggca 
gcggctctgt gacctctcag 
ggggaacctg gtggcggtgg 
agggaagaag ctgtccatgt 
tgctgagcag ctgtcgtccg 
cccgccactg cagtcggagc 
gtggtccaca gaccaccagc 
gaatcactcg agcctgagcc 



gcagccgagg cccaggCtgg 
ccccacagag gagccaggag 
ggcgagcccc gtggcctccg 
gctgcaggcC aaccttgccg 
ggcgcctgct tcgccagatc 
tgcggcggac cctgacgcct 
gcttcatccc ctccagagcc 
atgagaagtc tcccagtcag 
acggcctggc ctactctgcc 
cgcaggaccc gcagactgag 
tgttcacgta ttcccctagc 
cctactccct gtctcccgtc 
ccacccgcaa gatctccaag 
acttctacct caatctggtg 
cctgcgtgca cctgtggagt 
tggaagggga ctcagtgacc 
gcacacacaa gggcttcgtg 
tggagggcca cacggcacgc 
ggagccgcga ccgcatgatc 
ggcggctgca gggccaccgg 
tcctcgcctc ggggggcaac 
ccgtgcagca gtacacggag 
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cacctggcgg 
1380 

gggggcggca 

1440 

cagtgtatcg 
1500 

ctggtgagca 
1560 

acccaggtgg 
1620 

gatggggagg 
1680 

agcaaaaccc 
1740 

aggatccggt 
1800 

cccagctcct 
1860 

ctgggcgggc 
1920 

aaccatgtcc 
1980 

ctgtctccct 
2040 

ctcagagcga 
2100 

ccggagccgc 
2160 

cagggctgac 

2220 

tgtcaaaccc 
2280 

cggggccact 
2340 

gcatccctgc 
2400 

gtgtcatggc 
2460 

gcgtcaccct 
2520 

acccggacct 
2580 

attcgccaac 
2640 

ccccatgcct 
2700 

caggctgcct 
2760 

ggagacccaa 
2820 

ctctgcttct 
2880 

gggagtgggg 

2940 



ccgcgaaggc 
cagctgaccg 
acacgggctc 
cgcacggcta 
ccaagctgac 
ccatcgtcac 
gttcgacaaa 
aaacctgcca 
cagcttgcat 
ggggagctgg 
accagtatct: 
tcccaaaggg 
cggatgcccc 
acgctcttcc 
tggtgggggc 
aagaccagcc 
ggcggagcca 
agccacctct 
catcgcccgg 
cacactggag 
gctcactgcc 
acgtgccctc 
gctgggtggc 
gtgtcttcac 
ggggtccagg 
ctgtctcatg 
cctgagctga 



catcgcctgg 
ctgtatccgc 
ccaagtgtgc 
ctcacagaac 
cgggcactcc 
tggtgctgga 
ggtaaagcgg 
ggcaggaccg 
ggactctgcc 
gcctggagga 
ggggtgggca 
cgagaaccac 
ctgggaccct 
tggaactgcc 
ctgagacccc 
ccaaggccag 
gcttgtggat 
gctgtcactg 
cggtcagtgg 
gaggatgtct 
ctggctggag 
acagggccag 
tgggtcctgt 
ctgtcctgtc 
aggtgggcgc 
cccccaggct 
gcactgcccc 



tccccacatc 
ttctggaaca 
aatccggcct 
cagatccttg 
taccgcgtgc 
gacgagaccc 
gagtctgtgt 
tgccacacca 
ttcccagcgc 
tcctggagtc 
cgtggtcggg 
attggacggt 
cactgcctcc 
cacgtccgca 
cggctgccca 
accaaggcat 
ccaagagaca 
ctcgaagcag 
gcttcagatg 
gctctggact 
aggagcacaa 
cgCcctcctt 
ggaggccagc 
caccagcgcc 
cctccatcct 
gcacagcagg 
ctcacccccc 



agcacgggct 
cgctgacagg 
ggtccaagca 
tctggaagta 
tgtacctggc 
Cgaggttctg 
ctgtgctcaa 
gctgtccaga 
ttgtcccccg 
ccattaaatg 
gaccctcagc 
cccggctcag 
gtctgttcat 
cagaacagac 
ttcatggctg 
gtaggcctgg 
gtccccacct 
cagtctcCct 
ggcctgtgca 
tatcacccca 
cagatgccac 
ccctgcgcaa 
agcggtgtgg 
aacagccgtg 
tcgagaagct 
cagggaggga 
caccacccct 



gctggcctcg 
acaaccactg 
cgccaacgag 
cccctccctg 
aatgtcccct 
gaacgtcttt 
cctcttcacc 
gtcggaggac 
aggaaggcgg 
cctgattgtg 
agcaggggct 
accgtctgta 
cacctgccca 
caccagacgc 
caccccacca 
gcaggtggct 
gggcttcacg 
gcaagcatct 
tcctggccaa 
ggagaactga 
gtcttcgtgc 
gacttgcgtc 
cccccgcccc 
gggaagccaa 
tcccaggctc 
ggcaaggcag 
tcccatttca 
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tcggtgggga cgtggagagg 
3000 

gctgtgcttg ggaaccccca 
3060 

cagtggggtt ggcgtgcacg 
3X20 

tgtttttgtt gactagtcct 
3180 

ccactgctcc tgggggatga 
3240 

cctccacatc caccggagag 

3300 

ccgtgcgcct gtgcaggggg 
3360 

tcttactgtt tcaaggtttt 
3420 

ctgcccgcag ttgccaaaga 
3480 

gcgcacaacc cacagtggcc 
3540 

aggcggacgg cgtgaggttt 
3600 

ctcccaggac agaccagcct 
3660 

ggattcatgt gtggccggga 
3720 

gtcctgccct agagccccca 
3780 

ccaggcctgc atttcacaga 
3840 

ggcccgtctg ccagggcgcc 
3900 

gtccctgcgc tccagctgga 
3960 

agggagggag ggtgggcact 
4020 

aggagggaca gagcaagggg 
4080 

gggctcgtgt agaaatgggg 
4140 

gaggggcccc aggggagtgt 
4200 

tggggcaggt gcctctgctg 
4260 

tcgcttcctg gggcgaccct 
4320 

ccaagggccc cgcagggcgg 
4380 

gtgagaggga aagagaatcg 
4440 

ggaggcagga gcctggccca 
4500 

A99^99a«^^9 gctgggaagt 
4560 



gtggggcggg ctggggttgg 



ctccccactc 


cccacatccc 


tgtacatatg 


tatttgtgac 


ggaaatgttt 


gaggctagac 


ggtcctggtt 


ttaaagcccc 


actctcccca 


cctctgtctg 


tgctggtgca 


cgtggcagtg 


taaataagaa 


aaccaaccct 


gccgccttgt 


cgctgtgggc 


ttcagaggct 


cctcctggga 


gtgttggggc 


tggttctgcc 


tgtttctcat 


gtaatgcagt 


ctggctggct 


cCaggtcccc 


tctggccctg 


gagctgcaga 


tggggagctc 


agccctcgaa 


ggccacaatc 


ccgcagggcc 


cggccctgtt 


ccagggagga 


gctgggctga 


gttcaccccc 


ggtgaaggcc 


gtggtgggag 


gaattggttc 


cccatggccc 


acgtcaggct 


ttgcggggca 


tcagctccac 


ccgacaggca 


ggcagtggtt 


gggagacgcc 


gctgcaactt 


ttctgttgat 


aaaaactcag 


gctgccatag 


gggggtgctg 


gtgcctcccc 


ggctgaggga 


gccaggaggc 



agggCcccac 


ccaccaccct 


aacatcctgg 


tgtctgtccc 


ttttctttgg 


atttgttttg 


ggggaggggc 


caggacccac 


gtcatttcaa 


gcgggtcgac 


ggtggggcgc 


ggacccctca 


tggatttcca 


gtggtcacgg 


gccttcgccc 


atgcccgccc 


gtcagggctt 


ggctggctca 


ctgggaaccg 


ccgcagggcc 


catgctaggg 


ggtgggggag 


gacgctgtca 


ttaaacacgt 


ggctcgggtg 


gggtcacacg 


agcagcttct 


gaggggcttc 


ggccgcagag 


acgcctccca 


aaggactgga 


ctccaggcaa 


ggtgctcggt 


tgacaccatc 


agggctggcc 


agatggggcc 


ggtcccatga 


tgatgggcca 


aggacagctg 


agaggaggtg 


cgggggccac 


tcagcagcgc 


gacgaaggcc 


agtggggcca 


cagatggagg 


gggaggctga 


cctggaatgt 


agctggtgca 


gttctgcgat 


gagaggtgca 


ggggtctggg 


cggagagaac 


cggggggccg 


ggggctgcag 
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gggaggctgt 
4620 

cgcggtgcct 
4680 

gatgaaaccg 
4740 

gagaagctta 
4800 

agggcggcct 
4860 

gcagggacgc 
4920 

gcacctggta 
4980 

gggcctcagg 
5040 

agatgggaaa 
5100 

agggtgcagg 
5160 

caggaggttt 
5220 

gtaaaataca 
5280 

gcagccatcc 
5340 

tatgtcaccc 
5400 

ctgattctgt 
5460 

tctgtgtctg 
5520 

gggtcagagc 
5580 

ggcggcgccg 
5640 

gtcacaaatc 
5700 

aacggactgg 
5760 

cggccaggca 
5820 

gtgtggagat 
5880 

cgaccccacc 
5905 



gggggtcctg 
gagaagaggg 
agcagacctg 
tgaggaagtg 
tggatcagag 
ctgggtgaga 
cgcgggagga 
gaggacttgg 
ggcagggccg 
ctccgccccc 
ctggatgttt 
aaatctaccg 
catctgattc 
agtcaccccc 
ggattggtct 
gtgtctctca 
ttcgcacctc 
tgctgatccc 
gtgctgctgt 
atgtgagtgg 
ctgcctcctg 
ggagaagcca 
tggcagtgcc 



gcagccagga 
tgaaggagct 
gcccatgtgg 
aggaggcggc 
gctcaccaca 
ggcaaagggc 
acagagtgag 
gcacctaccc 
tatctgtggg 
acccaaggcc 
gttgggtttg 
tcttacagtg 
cagaacattc 
aggtccccct 
gtcctggaca 
ctgagcgtga 
cttgtggctg 
ctcaccttca 
gagccactgc 
gtgaggagtg 
cgatcgaagg 
gaccccaggt 
ctgcc 



ggccccaggt 
ggggcaggcc 
agctggcatg 
gtcacaaggg 
agcctggcat 
acagccatgc 
gagaggaggg 
cgagggagtg 
gacctgacaa 
gggcccagcc 
gtttggtttt 
aggtggcgtt 
tcatcaccca 
ccccagtccc 
Cttcatagaa 
catcctcaag 
agtctcattc 
ctgggtgttc 
gtgcaggtct 
aggagctggg 
ggcaggggga 
ggggggtgca 



ggttttgagg 
ccatcctggg 
ggggacacag 
tggggagggg 
ttcagccagg 
aaaggccctg 
cagggcgtgc 
gagctcctgg 
gggcagggga 
agaggagggg 
gttttgtttt 
cagtaccttc 
gaaggcagcc 
ggcacccacg 
gtgggatcac 
gtgcatccgc 
cagcgcgtgg 
ggtgttctcc 
catcctgggt 
gtgacaggtg 
gacagaagcc 
tagagctggg 



ctcgctcttg 
cattggagat 
cccagagaca 
gccctgggga 
gctggagaag 
gggcaggacg 
agggccttgt 
gtgcgtgtcc 
agcggagacc 
cagggcaggg 
gtttattgcg 
accacgccgt 
ctgtccccat 
aatcccctcc 
agcgtaccct 
actgcggcct 
gtgcgtgggt 
gcctcgggct 
gcattttaca 
cctgcgaccc 
cctcaagggg 
gctcaggcca 



<210> 6026 
<211> 496 
<212> PRT 

<213> Honio sapiens 



<400> 6026 

Met Asp Gin Asp Tyr Glu Arg Arg Leu Leu Arg Gin lie Val He Gin 
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Asn 


Glu 


Asn 


Thr 








20 


Pro 


Ala 


Ser 


Ser 






35 




lie 


Pro 


Ser 


Arg 




50 






Asn 


Glu 


Asn 


Glu 


65 








Thr 


Ser 


Asp 


Asn 


Asn 


Glu 


Leu 


Leu 








100 


Glu 


Asp 


Arg 


Arg 






115 




Thr 


Tyr 


Ser 


Leu 




130 






Val 


Ser 


Pro 


Tyr 


145 








Leu 


Arg 


Ser 


Pro 


Lys 


Val 


Leu 


Asp 








180 


Val 


Asp 


Trp 


Ser 






195 




VaX 


Tyr 


Leu 


Trp 




210 






Leu 


Ser 


Val 


Glu 


225 








61y Asn 


Leu 


Val 


Asp Ala 


Ala 


Ala 








260 


Arg 


Val 


Gly 


Ala 






275 




Arg 


Asp 


Arg 


Met 




290 






Ser 


Glu 


Arg 


Arg 


305 








Trp 


Ser 


Thr 


Asp 


Leu 


Leu 


Val 


Trp 








340 


Glu 


His 


Leu 


Ala 






355 




Gly Leu 


Leu 


Ala 




370 






Trp Asn 


Thr 


Leu 


385 








Gin 


Val 


Cys 


Asn 


Thr 


His 


Gly 


Tyr 








420 


Leu 


Thr 


Gin 


Val 



s 

Met Pro Arg Val 

Pro Val Ser Ser 
40 

Ala Gly Ala Asn 
55 

Lys Ser Pro Ser 

70 

Gly Lys Asp Gly 
85 

Gly Ala Gly lie 

Leu Gin Pro Ser 
120 

Ser Thr Lys Arg 
135 

Ser Leu Ser Pro 
150 

Arg Lys Pro Thr 
165 

Ala Pro Glu Leu 

Ser Leu Asn Val 
200 

Ser Ala Cys Thr 
215 

Gly Asp Ser Val 

230 

Ala Val Gly Thr 
245 

Gly Lys Lys Leu 

Leu Ala Trp Asn 
280 

lie Leu Gin Arg 
295 

Leu Gin Gly His 
310 

His Gin Leu Leu 
325 

Asn His Ser Ser 

Ala Val Lys Ala 
360 

Ser Gly Gly Gly 
375 

Thr Gly Gin Pro 
390 

Leu Ala Trp Ser 
405 

Ser Gin Asn Gin 
Ala Lys Leu Thr 





10 




Thr 


Glu Met 


Arg 


25 






Pro 


Ser Lys 


His 


Trp 


Ser Val 


Asn 






60 


Gin 


Asn Arg Lys 




75 




Leu 


Ala Tyr 


Ser 




90 




Glu 


Lys Val 


Gin 


105 






Thr 


Pro Glu Lys 


Ser 


Ser Pro 


Asp 






140 


Val 


Ser Asn 


Lys 




155 




Arg 


Lys He 


Ser 




170 




Gin 


Asp Asp 


Phe 


IBS 






Leu 


Ser Val 


Gly 


Ser 


Gin Val 


Thr 






220 


Thr 


Ser Val 


Gly 




235 




His 


Lys Gly Phe 




250 




Ser 


Met Leu 


Glu 


265 






Ala 


Glu Gin 


Leu 


Asp 


He Arg 


Thr 






300 


Arg 


Gin Glu 


Val 




315 




Ala 


Ser Gly Gly 




330 




Leu 


Ser Pro 


Val 


345 






He 


Ala Trp Ser 


Thr 


Ala Asp Arg 






380 


Leu 


Gin Cys 


He 




395 




Lys 


His Ala 


Asn 




410 




He 


Leu Val 


Trp 


425 






Gly 


His Ser 


Tyr 



15 

Arg Thr Leu Thr 
30 

Gly Asp Arg Phe 
45 

Phe His Arg He 

Ala Lys Asp Ala 

80 

Ala Leu Leu Lys 
95 

Asp Pro Gin Thr 
110 

Lys Gly Leu Phe 
125 

Asp Gly Asn Asp 

Ser Gin Lys Leu 
160 

Lys He Pro Phe 
175 

Tyr Leu Asn Leu 
190 

Leu Gly Thr Cys 
205 

Arg Leu Cys Asp 

Trp Ser Glu Arg 
240 

Val Gin He Trp 
255 

Gly His Thr Ala 
270 

Ser Ser Gly Ser 
285 

Pro Pro Leu Gin 

Cys Gly Leu Lys 
320 

Asn Asp Asn Lys 
335 

Gin Gin Tyr Thr 
350 

Pro His Gin His 
365 

Cys He Arg Phe 

Asp Thr Gly Ser 
400 

Glu Leu Val Ser 
415 

Lys Tyr Pro Ser 
430 

Arg Val Leu Tyr 
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435 

Leu Ala Met Ser 
450 

Glu Thr Leu Arg 
465 

Val Lys Trp Glu 



440 

Pro Asp Gly Glu 
455 

Phe Trp Asn Val 
470 

Ser Val Ser Val 
485 



Ala He Val Thr 
460 

Phe Ser Lys Thr 
475 

Leu Asn Leu Phe 
490 



445 

Gly Ala Gly Asp 

Arg Ser Thr Lys 
480 

Thr Arg He Arg 
495 



<210> 6027 

<211> 305 

<212> DNA 

<213> Homo sapiens 



<400> 6027 

nncccggggc tggggaagac 
60 

gtggtggaga tgaatgccag 
120 

gcggccaccc aaatggagtc 
160 

gatgagatcg acggggcccc 
240 

gcaggcaggc gggcagcagg 

300 

caeca 

.305 



caccctggca cacgtgattg 
tgacgaccgC agcccggagg 
ggggcttggg gctgccggga 
cgtggtgggc tccttgatgc 
gcctggactc accgtgtcct 



cgcgtcacgc ggggtactct 
tcttccgcac acgcaccgag 
agcccaactg cctggtcatc 
ctgggtaggt gggtgggcgg 
ctgacctccc ccaaggccgc 



<210> 6028 

<211> 75 

<212> PRT 

<213> Homo sapiens 



<400> 6028 






















Xaa Pro Gly 


Leu Gly 


Lys 


Thr 


Thr 


Leu 


Ala 


His 


Val He Ala 


Arg 


His 


1 


5 










10 






IS 




Ala Gly Tyr 


Ser Val 


Val 


Glu 


Met 


Asn 


Ala 


Ser Asp Asp Arg 


Ser 


Pro 




20 








25 






30 






Glu Val Phe 


Arg Thr 


Arg 


He 


Glu 


Ala 


Ala 


Thr 


Gin Met Glu Ser Gly 


35 








40 








45 






Leu Gly Ala 


Ala Gly 


Lys 


Pro 


Asn 


Cys 


Leu 


Val 


He Asp Glu 


He 


Asp 


50 






55 










60 






Gly Ala Pro 


Val Val 


Gly Ser Leu Met 


Pro Gly 









65 70 75 



<210> 6029 

<2X1> 1350 

<212> DNA 

<213> Homo sapiens 

<400> 6029 

tttttttttt ttttttttga tggaaaatag gatttattgg gggaaccgta caagcagagg 
60 

agaagcaggg gtgcccaggc tgtcacagcc ttgcagtgca tggtgggttc cgtggccaac 
120 
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ttgccagggg acaggcctgt tgctggcact ccccccacaa ttacagggtg ggagtgaagg 
180 

acctcgcggc tgcggacagg tccttgttag taaggaggag gctctgcagt cccggtgggg 
240 

tcatcttgcc tctccggact gctccctctg actggtgaag ccacactctg tgaagctgtc 
300 

tgacagaagg ggacacgcct ttgctgccca ggatggacct gggccaccca ggatgccgct 
360 

ggcctcagcc agggcacgtg tgcccagcgc tggctcctgc tgacccctgg actggctccc 
420 

atctcgggaa tgacgcctgc cgtgggaatc gtggagaggg ggtttaattt aacttggaag 
480 

gagcacagaa aggaaagtgt ggagtgcgga gcgaggcctc tggtttggcc ggctccggtt 
540 

gctggggacg gccacaccct ggcagcaggc ggccagagac caggaaggcc tacccagcac 
600 

ctgtccagaa aagattggtg tgggttgacc tggcctatgc ggggcagctc agcttgaagc 

660 

aggaacttcc ccaaacgcgc ccaggctcca agacagcagc attcactttg caccgtgctg 
720 

agcagagcgg ggcctcgcca ggtggaaagc cctaggaagg ctgcgtgctc tgcaaaccca 
780 

ggggtgctgt ggccgtacag caggggcgtc cgtgcccagg cagctttgtc atgtcttcca 

840 

aaggtcagga aggcgccacc gccctgcccc acgacagctg cgtctgcaag cgccagctct 
900 

gagcactgtt ctccgccgac atgaggacac catccaagaa ttcctcctgg gagacctcct 
960 

gaggagacgc gaagaccatc gatgctttgg aagaatgaaa agaagtttct gctaagccaa 
1020 

acctaggtgg atgggaagcg cctgtgtgga tgtgaagcca ccttgggtgg gcggctcgga 

1080 

gctcctctgc ccacatcgcc ccactgggac tcgccatcca gtctgacgtc tttgatgCcc 
1140 

ccataaatct gctggctttc aggagaacac gtcttgaagc acagctgaac ttgaatcttt 
1200 

tctgggtcct cctgctgggc cgtggtgggg agccgctccc gttgcctcaa ggcctccaag 
1260 

cctgccaggt caggctgatg gcagtggctg cgcatgacca Cgatgcggtg gcccctggtt 
1320 

atgcgcggct tcggcagccc agccgagcct 
1350 

<210> 6030 

<211> 99 

<212> PRT 

<213> Homo sapiens 

<400> 6030 

Met Gly Thr Ser Lys Thr Ser Asp Trp Met: Ala Ser Pro Ser Glu Ala 

15 10 15 

Met Trp Ala Glu Glu Leu Arg Ala Ala His Pro Arg Trp Leu His lie 

20 25 30 

His Thr Gly Thr Ser His Pro Pro Arg Phe Gly Leu Ala Glu Thr Ser 
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35 40 
Phe His Ser Ser Lys Ala Ser Met 

50 55 
Ser Gin Glu Glu Phe Leu Asp Gly 
65 70 
Ala Gin Ser Trp Arg Leu Gin Thr 

85 

Ala Pro Ser 



45 

Val Phe Ala Ser Pro Gin Glu Val 
60 

Val Leu Met Ser Ala Glu Asn Ser 

75 80 
Gin Leu Ser Trp Gly Arg Ala Val 
90 95 



<210> 6031 
<211> 1316 
<212> DNA 

<213> Homo sapiens 



<400> 6031 
nntctagacc 
60 

tacatccctt 
120 

gttgccaagt 
180 

ataaaaggca 
240 

tacccactca 
300 

gtgaaaatga 
360 

ggaagcctag 
420 

cccgcagtct 
480 

tggtacctct 
540 

atcaacgtct 
600 

ttcatgttta 
660 

gtggcgctct 
720 

atctttgtcc 
780 

ctctggattt 
840 

aacgttgggc 
900 

tacctcacac 
960 

aagtaggcct 
1020 

ggccaagccc 
1080 

ccagggtcac 
1140 



agtatgcccc 
tgaaagtggc 
ctacctgtgc 
gtgctttcct 
ccttgtttgt 
agagcaaagc 
tggtaaccat 
atggctttat 
ttgcagagat 
tcttctacac 
tccagatcgc 
acatggcctt 
tcacctgcat 
atgcaggaag 
agatcctgct 
atggcctcta 
ggctggcaca 
tccagccaga 
aagtctctgg 



agatgtggcc 
cctgttctat 
catcaacaac 
cagtgctatt 
cccaggactc 
cttctggatc 
ttgcctctcc 
acctcccgct 
gCttgagcac 
catcccctta 
tgtcatcgcc 
cttccccgtg 
catcatcgtc 
tgccaactct 
catctctgat 
cttgaccgcc 
gggctgcatg 
gCtgccagca 
taccaaaagg 



gaactcatcc 
ctcttaaatc 
accctcattg 
tttcttgcct 
ctctatctcc 
ttttcttggg 
ttcttccttc 
ccagatctca 
ttcagcctct 
gccataaagc 
atctttaagt 
tggaaccatc 
tgttccctgc 
aatttctttt 
tacttctatg 
aaggatggca 
gacctcaggg 
ggcgagtgct 
gacccatggc 



ggacccctat 
cttacacgat 
ctttcttcat 
tagcgacata 
tccagcggca 
agtatgccat 
tcagctcttg 
ctccaaacat 
tctttgtaCg 
taaaggagca 
cctacccgac 
tctacagatt 
tcttccctgt 
atgccatcac 
ccttcctgcg 
cagaggccat 
ggctgtgggg 
tgggcagaag 
tgactgacag 



ggaaatgcgt 
tttgtcttgt 
tttgactacg 
ccagtctctg 
gtacatacct 
gatgtatgtg 
ggatttcatc 
tggtctcttc 
CgtgCttcag 
ccccatcttc 
agtgggggac 
cctgagaaac 
cctgtggcac 
actgaccttc 
gcgggagtac 
gctcgtgctc 
ccagaagctg 
aggttcgagt 
caaggcctat 
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ggggaagaac tgggagctcc ccaacttgga cccccacctt gtggctctgc acaccaagga 
1200 

gccccctccc agacaggaag gagaagaggc aggtgagcag ggcttgttag attgtggcta 
1260 

cttaataaat gttttttgtt atgaagtcta aaaaaaaaaa aaaaaaaaaa aaaaaa 
1316 

<210> 6032 
<211> 321 
<212> PRT 

<213> Homo sapiens 
<400> 6032 

Xaa Leu Asp Gin Tyr Ala Pro Asp Val Ala Glu Leu lie Arg Thr Pro 

15 10 15 

Met Glu Met Arg Tyr lie Pro Leu Lys Val Ala Leu Phe Tyr Leu Leu 

20 25 30 

Asn Pro Tyr Thr lie Leu Ser Cys Val Ala Lys Ser Thr Cys Ala lie 

35 40 45 

Asn Asn Thr Leu He Ala Phe Phe He Leu Thr Thr He Lys Gly Ser 

50 55 60 

Ala Phe Leu Ser Ala lie Phe Leu Ala Leu Ala Thr Tyr Gin Ser Leu 
65 70 75 80 

Tyr Pro Leu Thr Leu Phe Val Pro Gly Leu Leu Tyr Leu Leu Gin Arg 

85 90 95 

Gin Tyr He Pro Val Lys Met Lys Ser Lys Ala Phe Trp He Phe Ser 

100 105 110 

Trp Glu Tyr Ala Met Met Tyr Val Gly Ser Leu Val Val He He Cys 

115 120 125 

Leu Ser Phe Phe Leu Leu Ser Ser Trp Asp Phe He Pro Ala Val Tyr 

130 135 140 

Gly Phe He Leu Ser Val Pro Asp Leu Thr Pro Asn He Gly Leu Phe 
145 150 155 160 

Trp Tyr Phe Phe Ala Glu Met Phe Glu His Phe Ser Leu Phe Phe Val 

165 170 175 

Cys Val Phe Gin He Asn Val Phe Phe Tyr Thr He Pro Leu Ala He 

180 185 190 

Lys Leu Lys Glu His Pro He Phe Phe Met Phe He Gin He Ala Val 

195 200 205 

He Ala He Phe Lys Ser Tyr Pro Thr Val Gly Asp Val Ala Leu Tyr 

210 215 220 

Met Ala Phe Phe Pro Val Trp Asn His Leu Tyr Arg Phe Leu Arg Asn 
225 230 235 240 

He Phe Val Leu Thr Cys He He He Val Cys Ser Leu Leu Phe Pro 

245 250 255 

Val Leu Trp His Leu Trp He Tyr Ala Gly Ser Ala Asn Ser Asn Phe 

260 265 270 

Phe Tyr Ala He Thr Leu Thr Phe Asn Val Gly Gin He Leu Leu He 

275 280 285 

Ser Asp Tyr Phe Tyr Ala Phe Leu Arg Arg Glu Tyr Tyr Leu Thr His 

290 295 300 

Gly Leu Tyr Leu Thr Ala Lys Asp Gly Thr Glu Ala Met Leu Val Leu 
305 310 315 320 

Lys 
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<210> 6033 

<211> 5157 

<212> DNA 

<213> Homo sapiens 

<400> 6033 

caattgctct acgtagtgcc 
60 

gtttttaggc caccaaaccc 
120 

caggagcatg actCaaagtt 
180 

gcattagaca tcaatgagct 
240 

aaCttagatg agcaactccc 
300 

cccatcacaa ccacaacaac 
360 

gttccaccac agccacagta 
420 

gcaccacaca ttactcCaaa 
480 

cagtgtgtgc gtcaggcaat 
540 

cgatcaatta agattgccat 
600 

gattcggagg aatctcgaat 
660 

ggaatggcta tgattacatg 
720 

aacagtttcg cctcagccct 
780 

gcagctgctc aactagctca 
840 

gcagtagaaa aagcaggccc 
900 

aaacacgcta ggcaagaagg 
960 

gaacggatgc cagagcaaat 
1020 

gttcacgaag agtttgcacg 
1080 

cccacgggat ttttagccca 
1140 

atttatgata agtgtattac 
1200 

gccatgaacc ctcaagctca 

1260 

aactctcggg atgccatagc 
1320 

gatgccacaa gtggtgctga 
1380 



ctttgctgcc aaagtcttag 
ttggacaatg gcaattatga 
aaacttgaag tttgaaatcg 
aaaacctgga aacctcctaa 
tgctccaagg aaagatgtca 
ttctactaca ccagctacca 
cagctaccac gacatcaatg 
tccaacaatt cccttgtttc 
tgaacgggct gtccaggagc 
gactacttgt gagcaaatag 
gcgaatagca gctcatcaca 
cagggaacct ttgctcatga 
tcgtacCgct tccccacaac 
ggacaattgt gagttggctt 
tgagatggac aagagattag 
acgcagatac tgtgatcctg 
caggctgaaa gttggtggtg 
caatgttcct ggcttcttac 
gcccatgaag caagcttggg 
agaactggag caacatctac 
ggctcttcga agtctcttgg 
tgctcttgga ttgctccaaa 
tgctgacctt ccgctgcgct 



aatctagcat tcgtagtgtg 
acgtattagc cgagctacat 
aggttctctg caagaacctt 
aggataaaga tcgcctgaag 
agcagccaga agaacccccc 
acaccacttg tacagccacg 
tctattccct tgcgggcttg 
aggcccatcc acagttgaag 
Cggtccatcc tgtggtggat 
tcaggaagga ctttgccctg 
tgatgcgtaa cttgacagct 
gcatatctac caacttaaaa 
aaagagaaat gatggatcag 
gctgttttat tcagaagacC 
caactgaatt tgagctgaga 
ttgtttcaac atatcaagcc 
tggacccaaa gcagttggct 
ctacaaatga cttaagtcag 
caacagatga tgtagctcag 
atgccatccc accaactttg 
aggttgtagt tttatctcga 
aggctgtaga gggcttacta 
acagggaacg ccacctcttg 
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gccctaaaag 
1440 

acaaggtgcc 
1500 

ctaattcgca 
1560 

gagaatggct 
1620 

gtggatgaaa 
1680 

ctcatgagga 
1740 

gaagtagtgc 

leoo 

atgatgcatt 
1860 

aaggcagagt 
1920 

gacagtacca 
1980 

caccagcaag 
2040 

gaaatgtgtg 
2100 

aatcccacca 
2160 

gcactgctcg 
2220 

aacaaggtcc 
2260 

gaatttcagc 
2340 

cctgagcatg 
2400 

cacatcttga 
2460 

catcggataC 
2520 

tatgcacagc 
2580 

ctcaccaaac 
2640 

catgatttcc 
2700 

aattgtatcc 
2760 

gacccattca 

2820 

attctcacca 
2880 

cttaaaactc 
2940 

aatgaacctg 
3000 



ctctgcagga 
taattgaatg 
atcatttggt 
taaactacat 
ggagtgttgc 
ttaatgctca 
gatccaacta 
ctgggatctc 
atcttctgag 
aagctttctc 
gaatactgaa 
CtgaaaCcag 
tgatccgagc 
cgaaacactc 
ttggtatagt 
aacctcccta 
tgttggaaac 
ggcctaccaa 
Ctattgcaag 
tactgattga 
ctatgcaaat 
cagagttcct 
agttaagaaa 
ctcctaatct 
attccactgg 
gatcaccagt 
ggaatcgcta 



tggccgggca 
tcgagatgaa 
taatatgcag 
ggctgtggca 
tcatgttact 
ttccagaggc 
tgaagcaatg 
tcaagcctca 
ggaatgggtg 
cgcatttgtt 
gaccgatgat 
ttaccgtgct 
caagtgctat 
aggggaggcc 
agtgggagtt 
ccatcgaatt 
cattaatttc 
agctcctggc 
aatgctggca 
tttattcaaa 
cctctacaag 
ttgtgattac 
tttgatcctg 
aaaggtggac 
agtaatgcca 
cactttcctg 
caacctccag 



tacgggtctc 
tataaatata 
cagtatgatc 
tttgctatgc 
gaggcagatc 
aatgctccag 
attgatcgtg 
gagtatgatg 
aatctctacc 
ggacaggtag 
ctcataacaa 
caggctgagc 
cacaacctgg 
accaacactg 
ctccttcagg 
CCtatcatgc 
cagacactta 
Cttgtatatg 
catacgccac 
tatttagcgc 
ggcactttaa 
cattatgggt 
agtgcctttc 
atgttgagtg 
cctcagttca 
tctgatctgc 
ctcatcaatg 



catggtgcaa 
atgtggaggc 
tccacctagc 
agttagtaaa 
tgttccacac 
aaggattgcc 
ctcatggagg 
accctccagg 
atccagcagc 
agcttttgga 
ggttctttcg 
agcagcacaa 
atgcctttgt 
tcacaaagat 
atcatgatgt 
tcctcttgga 
cagctttctg 
ccCggcttga 
agcagaaggg 
ctttcctCag 
gagtgctgct 
tctgtgatgt 
caagaaacat 
aaattaacat 
aaaaggattt 
gcagcaacct 
cactggtgct 



caaacagatc 
tgtggagctg 
gcagtcaatg 
aatcctgctg 
cattgaaacc 
ccagctgatg 
cccaaacttt 
cctgagggag 
agctggccgc 
aagaaagacg 
tctgtgtact 
tcctgctgcc 
tcgactcatt 
taatctgctg 
tcgtcagagt 
actcaatgca 
caatacattc 
actgatctcc 
gtggcctatg 
aaatgtggaa 
ggttcttttg 
gatcccacct 
gaggctcccc 
tgctccccgg 
ggattcctat 
acaggtatcc 
ctatgtcggg 
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actcaggcca 
3060 

cactcagcac 
3120 

tatctctttt 
3160 

ttcagttgca 
3240 

atcacaagag 
3300 

attaccttca 
3360 

cactgtgccc 
3420 

aagcaggccc 
3480 

tgtacgtgtc 
3540 

tcagctcttc 
3600 

ggatcagcct 
3660 

tggccaaaac 
3720 

gaaaaccttt 
3780 

actggtacct 
3840 

atgtcttctg 
3900 

aacttatttc 
3960 

atgtgccaga 
4020 

gtttccattt 
4080 

ttcttttggg 
4140 

gaaaccagac 
4200 

cttaaaaaca 
4260 

cattacccca 
4320 

accaatacag 
4380 

tgtattttgt 
4440 

tgtagctaac 
4500 

gcaggcagtg 
4560 

catggggaac 
4620 



ttgcgcacat 
acatggatat 
tgaatgcaae 
ccacgctgta 
ttctcttgga 
Ctgagctgat 
cagaaatcga 
agcaagtaat 
agtccagagg 
ctgactttcc 
cctgtcttat 
ttagaagatg 
gtctggaact 
tgtaatgaag 
acattcctgg 
tttaatgtgg 
attggatatg 
tgtctctacc 
gattaCacac 
caggcctaaa 
gtgggaatat 
ctgaatgaat 
cccctcttat 
agccttttcc 
cattaaagtc 
ctggtggtga 
caacaactaa 



ccacaacaag 
cttccagaat 
tgcaaatcag 
ccttttcgca 
acggttgatt 
Caaaaaccca 
aaagttattc 
ggaagggaca 
tctcactgca 
cagccctttg 
gtgggcacgt 
ctgtgaatat 
tcttggcttt 
aggcagctga 
tgtcccaaag 
acaggggacc 
tccaggaaca 
caaacgtatt 
ctcagccgcc 
gcccaccccc 
aggaaaggga 
ggccatacag 
aaggattttg 
tgggcttcag 
atgacacaca 
ggaggaaaag 
cttcttgctg 



ggcagcacac 
ttggctgtgg 
ctccggtacc 
gaggccaata 
gtaaataggc 
gcgtttaagt 
cagtcggtcg 
ggtgccagtt 
ccgagttcat. 
gtttgtgggt 
tccaaagttt 
cattttgaac 
gtgcaagctg 
tgccatgcac 
aatagcaaaa 
ttgaaaatca 
tgggaagggc 
ccaaagctga 
tgagatgggg 
taccctcacc 
accaaatctc 
gctaagctga 
aatgttttgc 
ctcccctact 
catgagtcca 
tggacaatcc 
aatgattgat 



cctcaatgag 
actcggacac 
caaatagcca 
cggaagccat 
cacatccttg 
tctggaacca 
cacagtgctg 
agacgaaact 
aaactgactg 
atctgcccca 
aaatgcattt 
ttgtgtaaat 
tgtccaaggc 
ttgtctgagg 
agccagtttg 
ctaagttatt 
ccactattgg 
ctgcatttgt 
gtcagctctt 
cccacaaCcc 
attaattaat 
ataatgacaa 
aaatgtattg 
tcttgtatgt 
ctgtgccttt 
agccctgtag 
ttgattgatt 



caeca Ccact 
Cgagggtcgc 
cactcactac 
ccaagaacag 
gggtcttctt 
tgaatctgta 
catgggacag 
gcatctctgt 
aagaatcctt 
actactgttg 
ttttgactct 
acatgaaaga 
aagtacataa 
gcatagctcc 
aatattatgt 
aaaaatgtgg 
aaccccatga 
accatcttat 
tatataaagg 
tctcctgaaa 
tgttctcccc 
agttgaaagg 
gtccctgtgt 
gtatgcatac 
ctcagtagca 
accttggggc 
gattgatagg 
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tcactcctac tactaagctg 
4680 

aacactggac aaatgctgga 
4740 

ttaatatcct tttcccccag 
4800 

tttaaaaact taacccactt 
4B60 

cagagaggac aaaacagtCc 
4920 

ggtttattcc ctgagaggtg 
4980 

accagttaca cagcttatta 
5040 

aactagactt agatttaaac 
5100 

acaacaagac ttacttatta 
5157 



gcatgttcaa ggaaattgta 
gcaggtttat ctggttaagc 
gtattctCCt ttttttttaa 
aaaatttgcc tcacctttca 
aaaattaaat aattgaagtc 
gtttgtgcca tctagactga 
aatccagagt cttttcaata 
caggggtcta cctccaaagt 
ctaccgtatg tccactggct 



tttttcttcc tatttatttc 
tgagtttaaa atacccagtt 
agaaaatgag tagatacgta 
tgactgtcaa gttttatggc 
ctccttgagt gatgtctcag 
actttgggta actatcgagt 
aaggttaagt gacttcctca 
ctattattaa atgctgaaac 
ttggttaaaa ctgagaa 



<210> 6034 

<211> 1096 

<212> PRT 

<213> Homo sapiens 



<400> 6034 
Lys Asn Leu Ala 
1 

Lys Asp Lys Asp 
20 

Arg Lys Asp Val 
35 

Thr Thr Ser Thr 
50 

Pro Pro Gin Pro 
65 

Ala Gly Leu Ala 

Gin Ala His Pro 
100 

Ala Val Gin Glu 
lis 

Ala Met Thr Thr 

130 

Ser Glu Glu Ser 
145 

Leu Thr Ala Gly 

Ser lie Ser Thr 
180 

Ala Ser Pro Gin 
195 

Ala Gin Asp Asn 
210 

Val Glu Lys Ala 



Leu Asp lie 
5 

Arg Leu Lys 

Lys Gin Pro 

Thr Pro Ala 
55 

Gin Tyr Ser 
70 

Pro His He 
85 

Gin Leu Lys 

Leu Val His 

Cys Glu Gin 
135 

Arg Met Arg 

150 
Met Ala Met 

165 

Asn Leu Lys 

Gin Arg Glu 

Cys Glu Leu 
215 

Gly Pro Glu 



Asn Glu Leu Lys Pro Gly 
10 

Asp Glu Gin Leu 



Asn Leu 

25 
Glu Glu 
40 

Thr Asn 

Tyr His 

Thr Leu 

Gin Cys 
105 
Pro Val 
120 

He val 

He Ala 

He Thr 

Asn Ser 
185 
Met Met 
200 

Ala Cys 



Leu Pro Pro He 
45 

Thr Thr Cys Thr 
60 

Asp He Asn Val 
75 

Asn Pro Thr He 
90 

Val Arg Gin Ala 

Val Asp Arg Ser 
125 

Arg Lys Asp Phe 
140 

Ala His His Met 
155 

Cys Arg Glu Pro 
170 

Phe Ala Ser Ala 



Asp Gin Ala Ala 
205 

Cys Phe He Gin 
220 

Met Asp Lys Arg Leu Ala 



Asn Leu Leu 
IS 

Ser Ala Pro 

30 

Thr Thr Thr 

Ala Thr Val 

Tyr Ser Leu 
80 

Pro Leu Phe 
95 

He Glu Arg 
110 

He Lys He 

Ala Leu Asp 

Met Arg Asn 
160 

Leu Leu Met 

175 
Leu Arg Thr 
190 

Ala Gin Leu 
Lys Thr Ala 
Thr Glu Phe 
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225 230 235 240 

Glu Leu Arg Lys His Ala Arg Gin 61u Gly Arg Arg Tyr Cys Asp Pro 

245 250 255 

Val Val Leu Thr Tyr Gin Ala Glu Arg Met Pro Glu Gin lie Arg Leu 

260 265 270 

Lys Val Gly Gly Val Asp Pro Lys Gin Leu Ala Val Tyr Glu Glu Phe 

275 280 285 

Ala Arg Asn Val Pro Gly Phe Leu Pro Thr Asn Asp Leu Ser Gin Pro 

290 295 300 

Thr Gly Phe Leu Ala Gin Pro Met Lys Gin Ala Trp Ala Thr Asp Asp 
305 310 315 320 

Val Ala Gin lie Tyr Asp Lys Cys lie Thr Glu Leu Glu Gin His Leu 

325 330 335 

His Ala He Pro Pro Thr Leu Ala Met Asn Pro Gin Ala Gin Ala Leu 

340 345 350 

Arg Ser Leu Leu Glu Val Val Val Leu Ser Arg Asn Ser Arg Asp Ala 

355 360 365 

He Ala Ala Leu Gly Leu Leu Gin Lys Ala Val Glu Gly Leu Leu Asp 

370 375 380 

Ala Thr Ser Gly Ala Asp Ala Asp Leu Leu Leu Arg Tyr Arg Glu Cys 
385 390 395 400 

His Leu Leu Val Leu Lys Ala Leu Gin Asp Gly Arg Ala Tyr Gly Ser 

405 410 415 

Pro Trp Cys Asn Lys Gin He Thr Arg Cys Leu He Glu Cys Arg Asp 

420 425 430 

Glu Tyr Lys Tyr Asn Val Glu Ala Val Glu Leu Leu He Arg Asn His 

435 440 445 

Leu Val Asn Met Gin Gin Tyr Asp Leu His Leu Ala Gin Ser Met Glu 

450 455 460 

Asn Gly Leu Asn Tyr Met Ala Val Ala Phe Ala Met Gin Leu Val Lys 
465 470 475 480 

He Leu Leu Val Asp Glu Arg Ser Val Ala His Val Thr Glu Ala Asp 

485 490 495 

Leu Phe His Thr He Glu Thr Leu Met Arg He Asn Ala His Ser Arg 

500 505 510 

Gly Asn Ala Pro Glu Gly Leu Pro Gin Leu Met Glu Val Val Arg Ser 

515 520 525 

Asn Tyr Glu Ala Met He Asp Arg Ala His Gly Gly Pro Asn Phe Met 

530 535 540 

Met His Ser Gly He Ser Gin Ala Ser Glu Tyr Asp Asp Pro Pro Gly 
545 550 555 560 

Leu Arg Glu Lys Ala Glu Tyr Leu Leu Arg Glu Trp Val Asn Leu Tyr 

565 570 575 

His Ser Ala Ala Ala Gly Arg Asp Ser Thr Lys Ala Phe Ser Ala Phe 

580 565 590 

Val Gly Gin Val Glu Leu Leu Glu Arg Lys Met His Gin Gin Gly He 

595 600 605 

Leu Lys Thr Asp Asp Leu He Thr Arg Phe Phe Arg Leu Cys Thr Glu 

610 615 620 

Met Cys Val Glu He Ser Tyr Arg Ala Gin Ala Glu Gin Gin His Asn 
625 630 635 * 640 

Pro Ala Ala Asn Pro Thr Met He Arg Ala Lys Cys Tyr His Asn Leu 

645 650 655 

Asp Ala Phe Val Arg Leu He Ala Leu Leu Val Lys His Ser Gly Glu 
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660 








665 










670 






Ala 


Thr 


Asn 


Thr Val Thr Lys 


He 


Asn 


Leu 


Leu 


Asn 


Lys 


Val 


Leu 


Gly 






675 








680 










665 








lie 


Val 


Val 


Gly Val Leu Leu Gin 


Asp 


His 


Asp 


Val 


Arg 


Gin 


Ser 


Glu 




690 








695 










700 










Phe 


Gin 


Gin 


Leu Pro 


Tyr 


His 


Arg 


He 


Phe 


He 


Met 


Leu 


Leu 


Leu 


Glu 


705 








710 










715 










720 


Leu 


Asn 


Ala 


Pro Glu 


His 


Val 


Leu 


Glu 


Thr 


He 


Asn 


Phe 


Gin 


Thr 


Leu 








725 










730 










735 




Thr 


Ala 


Phe 


Cys Asn 


Thr 


Phe 


His 


He 


Leu 


Arg 


Pro 


Thr 


Lys 


Ala 


Pro 








740 








745 










750 






Gly 


Phe 


Val 


Tyr Ala Trp Leu Glu 


Leu 


He 


Ser 


His 


Arg 


He 


Phe 


He 






755 








760 










765 








Ala Arg 


Met 


Leu Ala 


His 


Thr 


Pro 


Gin 


Gin 


Lys 


Gly 


Trp 


Pro 


Met 


Tyr 




770 








775 










780 










Ala 


Gin 


Leu 


Leu He Asp Leu Phe 


Lys 


Tyr 


Leu 


Ala 


Pro 


Phe 


Leu 


Arg 


785 








790 










795 










800 


Asn 


Val 


Glu 


Leu Thr 


Lys 


Pro 


Met 


Gin 


He 


Leu 


Tyr 


Lys 


Gly 


Thr 


Leu 








805 










810 










815 




Arg 


Val 


Leu 


Leu Val 


Leu 


Leu 


His 


Asp 


Phe 


Pro 


Glu 


Phe 


Leu 


Cys 


Asp 








820 








825 










830 






Tyr 


His 


Tyr 


Gly Phe Cys Asp Val 


He 


Pro 


Pro 


Asn 


Cys 


He 


Gin 


Leu 






835 








840 










845 








Arg 


Asn 


Leu 


He Leu 


Ser 


Ala 


Phe 


Pro 


Arg 


Asn 


Met 


Arg 


Leu 


Pro 


Asp 




650 








855 










860 










Pro 


Phe 


Thr 


Pro Asn 


Leu 


Lys 


val 


Asp 


Met 


Leu 


Ser 


Glu 


He 


Asn 


He 


865 








870 










875 










880 


Ala 


Pro 


Arg 


He Leu 


Thr 


Asn 


Phe 


Thr 


Gly 


Val 


Met 


Pro 


Pro 


Gin 


Phe 








885 










890 










895 




Lys 


Lys 


Asp 


Leu Asp 


Ser 


Tyr 


Leu 


Lys 


Thr 


Arg 


Ser 


Pro 


Val 


Thr 


Phe 








900 








905 










910 






Leu 


Ser 


Asp 


Leu Arg 


Ser 


Asn 


Leu 


Gin 


Val 


Ser 


Asn 


Glu 


Pro 


Gly 


Asn 






915 








920 










925 








Arg 


Tyr 


Asn 


Leu Gin 


Leu 


He 


Asn 


Ala 


Leu 


mm % 

Val 


Leu 


Tyr 


Val 


Gly 


Thr 




930 








935 










940 










Gin 


Ala 


He 


Ala His 


He 


His 


Asn 


Lys 


Gly 


Ser 


Thr 


Pro 


Ser 


Met 


Ser 


945 








950 










955 










960 


Thr 


lie 


Thr 


His Ser 


Ala 


His 


Met 


Asp 


He 


Phe 


Gin 


Asn 


Leu 


Ala 


Val 








965 










970 










975 




Asp 


Leu 


Asp 


Thr Glu Gly Arg Tyr 


Leu 


Phe 


Leu 


Asn 


Ala 


He 


Ala 


Asn 








980 








985 










990 






Gin 


Leu 


Arg 


Tyr Pro 


Asn 


Ser 


His 


Thr 


His 


Tyr 


Phe 


Ser 


Cys 


Thr 


Met 






995 








1000 








1005 






Leu 


Tyr 


Leu 


Phe Ala 


Glu 


Ala 


Asn 


Thr 


Glu 


Ala 


He 


Gin 


Glu 


Gin 


He 




1010 






1015 








1020 








Thr Arg Val 


Leu Leu Glu Arg Leu 


He 


val 


Asn 


Arg Pro His 


Pro 


Trp 


1025 






1030 








1035 








104( 


Gly Leu Leu 


He Thr 


Phe 


He 


Glu 


Leu 


He 


Lys Asn Pro Ala 


Phe 


Lys 








1045 








1050 








1055 


Phe 


Trp Asn 


His Glu 


Phe 


Val 


His 


Cys 


Ala 


Pro 


Glu 


He 


Glu 


Lys 


Leu 








1060 








1065 








1070 




Phe 


Gin 


Ser 


Val Ala 


Gin 


Cys 


Cys 


Met 


Gly Gin 


Lys 


Gin 


Ala 


Gin 


Gin 



1075 1080 1085 



Val Met Glu Gly Thr Gly Ala Ser 
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1090 1095 

<210> 6035 

<211> 320 

<2X2> DMA 

<213> Homo sapiens 

<400> 6035 

tgatcacaaa gtccccgctg agtctggggg ataggaaggg tctcaatcat ggtccatggg 
60 

taatctcttt gcccatgtga atgtgcccaa tgCatcaaag gctccattct aaatggcatg 
120 

gtggggcagt ggtgggcatt gtggctctgt gatctgggcc aggctcccag ccaccctggg 
180 

ggttcccCgc tgggctcctg gaggacctgc ctcaaccctt ggatatgggg ttccacctga 
240 

cagcaggaaa agagatttga ggcctggagt ccaggcagga cagatggtag aaaccaacgg 
300 

agatgcatgg ccctggcgcc 
320 

<210> 6036 
<211> 102 
<212> PRT 

<213> Homo sapiens 
<400> 6036 



Met 


His 


Leu 


His 


Trp 


Phe 


Leu 


Pro 


Ser 


Val 


Leu Pro Gly Leu Gin 


Ala 


1 








S 










10 


15 




Ser 


Asn 


Leu 


Phe 


Ser 


Cys 


Cys 


Gin 


Val 


Glu 


Pro His He Gin Gly 


Leu 








20 










25 




30 




Arg 


61n 


Val 


Leu 


Gin 


Glu 


Pro 


Ser 


Arg 


Glu 


Pro Pro Gly Trp Leu 


Gly 






35 










40 






45 




Ala 


Trp 


Pro 


Arg 


Ser 


Gin 


Ser 


His 


Asn 


Ala 


His His Cys Pro Thr 


Met 




50 










55 








60 




Pro 


Phe 


Arg 


Met 


Glu 


Pro 


Leu 


He 


His 


Trp Ala His Ser His Gly 


Gin 


65 










70 










75 


BO 


Arg Asp 


Tyr 


Pro 


Trp 


Thr 


Met 


He 


Glu 


Thr 


Leu Pro He Fro Gin 


Thr 










85 










90 


95 




Gin 


Gin 


Gly 


Leu 


Cys 


Asp 















100 



<210> 6037 

<211> 3910 

<212> DKA 

<213> Homo sapiens 

<400> 6037 

aagcagccgn agcgtagctt ggctccggcc ctgcctggcg ccctgtctat cacggcgctg 
60 

tgcactgccc tcgccgagcc cgcctggttg cacatccacg gaggcacctg ttcgcgccag 
120 

gagctggggg tctccgacgt gttgggctat gtgcacccgg acctgctgaa agatttctgc 
180 
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atgaatcccc 


agacagtgct 


240 




ctgtgtagtc 


tccccgcttt 


300 




accacCcgCc 


gctatgcctt 


360 




ggcttttctt 


atcgggcttc 


420 




catggatccc 


aggtctatgt 


480 




ggagcctcaa 


tcctggccac 


540 




gagcaggcgc 


tggagctgct 


600 




gaggccatca 


accagttcca 


660 




ctcttcctcg 


gcagcccctc 


720 




tcccccagca 


ggcctcactg 


780 




gactctgcct 


ttagggtcat 


840 




tctataatgt 


actctttccc 


900 




ccagccaggg 


aaggtcatcc 


960 




tttccttgga 


gagctgctga 


1020 




gaaaggggac 


tgtgccctgg 


1080 




agctctgggc 


tgacgccccc 


1140 




ctgctccggg 


gagttctgtg 


1200 




ttatggggag 


agggaatcgc 


1260 




cttcatgtgg 


ctggagccca 


1320 




ggtgcctatc 


aaggaccaga 


1380 




atgagtggtt 


ttaaaaggaa 


1440 




aaatagggac 


aagactgttg 


1500 




atatttgggg 


ctgtagctcc 


1560 




agaatgcagc 


ctcccttccc 


1620 




tctcgtggaa 


cccagagggg 


1680 




ctcaggactg 


cagcactgag 


1740 




ggcaggaacc 


caccaccctc 


1800 





gctcctgcgg gtcatcgccg 
ccttctggat gtctttgggc 
cgcccatatc cta'acggttc 
tgaactcatc ttggcccagc 
caccttcgcc gttagcttct 
ggcagccaac ctcctgcgcc 
ctcagagatg gaagagaacg 
gccacctccc gcttacacac 
cctcaactct gcagctcctc 
gtaggatcct gaccatcttc 
ccaagcatcc ctgcCctcag 
tcctgccaca tcctgccccc 
aagtttcctc cagcatgggc 
gagcggacag tcccaaaaac 
aggctcactt cacagggatc 
cagacccctt ccttctcgga 
cactttactc tttggacttc 
tgttgggaag gcagagcagt 
ggcaaggaga gcaggagcca 
gtgaagggga ctacatctcc 
aaaaatgaaa ccaggcaaca 
tcacttttta gacatgtatc 
ttccaagccc atggtagccc 
tggccccttc cctctcagtg 
ctgaggactg tggcctggct 
atggaacctg gcctcagttt 
cacataggaa Cacaaccagt 



cctcctgttt cctgggcatc 
cgaagcaCcc tgctctgaag 
tgcagtgtgc caccgtcatt 
agcagcagca taagaagtac 
acctggtggc aggagctggt 
actaccccac agaggaagag 
agccccaccc ggcggaatat 
cctaatgcca gccctgggcc 
tcgcacccag aggagctcct 
tccaaacctc ccccaggaga 
aaccggaggt ccactggttt 
ttcacattca cgagtcatta 
gatatctttg ggaccgagac 
aagtgtcaaa gggcccaagg 
agtgttcgct ccacagctgt 
gtgacccgcc cccaggccac 
Ccctcacgtg tgccctggtt 
tgcaaccctc tctgcccttg 
gcgtgagact gaggccccct 
cagcccttca ccttttaaat 
gcaacaatat tctgttttta 
ccattccttt tggctctgca 
ctccccgagc ctctcccagt 
acggtgactc cctggggcct 
ggcgggccag cgtggtgctc 
aggaacaggg gccacaacag 
ggggccacat catgtgaggc 
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atcagaccca cactgtcagc ccagcaggcc 

1860 

tagactccga ctcgggaccc cagcttgcca 

1920 

gtcttgcagt gtgctgctgg gactttcttg 
1980 

tctgggtctg gctgaaCttt ctgccctgag 
2040 

gaccttcagt gtagatccag atggccaacc 
2100 

atcagtgtcc cctgctgagc tgaaaaggaa 
2160 

tgatagatag tttgagcaag actggagaat 
2220 

ggactgtcat gtcccatcct ttggccagat 
2280 

tgggtggcga gggccacatc tgcacacgag 
2340 

tgccagagtg tgttcaaagg tgactctcct 
2400 

aggctgcagg ccgcctgcta tgtgatgcct 
2460 

tttctgttaa gtcctgagtt tgtcattggc 
2520 

ttgggtgtct gagcaggcag accagaagac 
2580 

ggtcatctcc cgaggacctg tacatgaccc 
2640 

ctttttattc actccccatg tctttggcct 
2700 

tgacaccgat agtttgtcat ataaattccc 
2760 

taaaagggaa aacaaaacca aaaaaaccag 
2820 

gctgcccgtt atttttctgt cacgattttc 
2880 

aagcaggaga tgttgatgag gctgtaCttt 
2940 

tctcgctctg tcacccgggc tggagtgtaa 
3000 

tgcctcctgg gttcaagcga ttatcctgcc 
3060 

atgcgccact atgcccagat aatttttttg 
3120 

ttggccaggc tggtctggaa ctcctaacct 
3180 

gtgctgggat tataggcatg aaccaccgtg 
3240 

gaagggactt ggcatgggcc agctccgtgc 
3300 

cctgttttca cacaggaagt ttctaggtct 
3360 

cccgcccaag gcccaacctt caaaccctga 
3420 



gggctgtgtc 


cttcagaccc 


agtgctgccc 


cgtgccctct 


cccctcttga 


atgcactctg 


ctcagccatc 


actctggtca 


ccttgtttgc 


atctgggcat 


aaagtggatg 


aaacttgaaa 


tgtccttgtt 


aagtcacttg 


cttcttggga 


atggatccca 


atctcttcca 


acctttaagg 


ggacaacact 


atgaagctgt: 


ggctagaaag 


Cgactgggga 


tgtccggaca 


gatgcctgca 


ccagtggctg 


cttgcagttc 


actgctgtga 


gctcttctgg 


actctCctct 


caggcaagaa 


gagcacaaag 


ccaaggaact 


gaactaagtc 


aggtttactt 


gtggccagct 


ctctctgccc 


caggcactgg 


acctgcatgc 


caaagggact 


tgtggactgt 


tccgcacgat 


ccggaaccca 


tcctcttctt 


Cctctttccc 


tctgccatcc 


cgggttgtgt 


ttttttttct 


agaaaaaaat 


aaaccacgaa 


taagaatgga 


aatgacaatg 


ctgatttggt 


ttgttccctt 


tgtctcagag 


tttttctttt 


tcttgttttt 


gagacaagag 


cgtggcatga 


tctcagccca 


ctgcaacctc 


tcaacctccfc 




a A t a cacTa<? 


tatttttagt 


agagacaggg 


tttcaccatg 


caggtcatcc 


acccaccctg 


gcctcccaaa 


cctggccaaa 


gatgtaattt 


aaaatagtta 


atggcatttt 


cacccccaga 


gcttcctaat 


ttctagaaca 


gccagaaata 


gtagctgact 


gctcttcagg 


ctgcatcctc 


tggtgagcta 
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tagaggagaa cgtggctcct aaactctagc 
3480 

gctgtggctt gcagaacaaa ctacactttt 
3540 

aatttgtgtg tttttctgtc tttattctcc 
3600 

actgcacttc ctttgaaacc ataggtaatg 
3660 

acagttctgg gagtgtgacc tgcaagcctc 
3720 

acgttctctc cgttccttcc Cccttcatac 
3780 

agtgCgcatc acggtaaaag agctgagggc 
3840 

ttttgtcgtt gttagggaga atacacacct 
3900 

aaaaaaaagg 
3910 

<210> 6036 
<211> 214 
<212> PRT 

<213> Homo sapiens 



catcctgtgg gaggaaatag acttctttgg 
tttccctcta ttgtttaaat ttcatttaat 
gtatttcacg tgtcccctca ctccctagaa 
aatcttacta ggagaggcat ggggatagag 
ctgtagggca gtgccaggcc ttgattgccc 
atttgaccac acagcctaca cccagccccg 
Cctcttcagg gagcagccca tttaggtctc 
ttcctggaaa aaaaaaaaaa aaaaaaaaaa 



<400> 6038 

Lys Gin Pro Xaa Arg Ser Leu Ala Pro Ala Leu Pro Gly Ala Leu Ser 

15 10 15 

lie Thr Ala Leu Cys Thr Ala Leu Ala Glu Pro Ala Trp Leu His lie 

20 25 30 

His Gly Gly Thr Cys Ser Arg Gin Glu Leu Gly Val Ser Asp Val Leu 

35 40 45 

Gly Tyr Val His Pro Asp Leu Leu Lys Asp Phe Cys Met Asn Pro Gin 

50 55 60 

Thr Val Leu Leu Leu Arg Val lie Ala Ala Phe Cys Phe Leu Gly lie 
65 70 75 80 

Leu Cys Ser Leu Ser Ala Phe Leu Leu Asp Val Phe Gly Pro Lys His 

85 90 95 

Pro Ala Leu Lys lie Thr Arg Arg Tyr Ala Phe Ala His lie Leu Thr 

100 105 110 

Val Leu Gin Cys Ala Thr Val lie Gly Phe Ser Tyr Trp Ala Ser Glu 

115 120 125 

Leu lie Leu Ala Gin Gin Gin Gin His Lys Lys Tyr His Gly Ser Gin 

130 135 140 

Val Tyr Val Thr Phe Ala Val Ser Phe Tyr Leu Val Ala Gly Ala Gly 
145 150 155 160 

Gly Ala Ser lie Leu Ala Thr Ala Ala Asn Leu Leu Arg His Tyr Pro 

165 170 175 

Thr Glu Glu Glu Glu Gin Ala Leu Glu Leu Leu Ser Glu Met Glu Glu 

180 185 190 

Asn Glu Pro Tyr Pro Ala Glu Tyr Glu Val He Asn Gin Phe Gin Pro 

195 200 205 

Pro Pro Ala Tyr Thr Pro 
210 
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<210> 6039 
<211> 1130 
<212> DNA 

<213> Homo sapiens 
<400> 6039 

nncggnctag ctattttgtt tatccatgca gccgcgtggg cctcggaggg gctcctcgcg 
60 

gtgccgcgcg ccgggccggg gccggaggcg ttactgcagg tctgggcggc cgaatcggcg 
120 

ctgcgtgggg agccattgtg ggcccagaat gtggtgcccg aggccgaagg ggaagacgat 
180 

ccggccggtg aggcccaggc tgggaggcta cccctgctgc cctgcgcccg tgcctacgtg 
240 

agcccgcggg cgccccccta ccggcctctg gctccggagc tgcgggcacg ccagctggag 
300 

ctgggcgccg agcacgcgtt gctgctggac gctgctggcc aggtgttctc ctggggcggg 
360 

ggcaggcatg gacagctggg ccatgggacc ctggaggcag agctggagcc acggctgttg 
420 

gaggcgttgc agggcctagt catggctgag gtggccgcgg ggggctggca ttctgcgtgt 
480 

gcgagtgaga ctggggatat ttatatctgg ggctggaatg aatcagggca gctggccctg 
540 

cccaccagga acctggcaga ggatggagag actgtcgcaa gggaagccac agaactgaat 
600 

gaagatggtt ctcaggtgaa gagaacgggt ggggctgagg atggagcccc tgcccccccc 
660 

atagctgtcc agcccttccc ggcattactg gacctcccca tgggctcaga tgcagtcaag 
720 

gccagctgtg gatcccggca cacagctgCg gtgacacgaa caggggagcc ctacacctgg 
780 

ggctggggta aatatggaca gctgggccac gaggacacca ccagcttgga tcggcctcgc 
840 

cgtgtggaat actttgtaga taagcaaccc caagtaaagg ctgtcacctg tgggccgtgg 
900 

aacacctacg tgtatgctgt ggagaaaggg aagagctgac atgtgtacgt atatgtatat 
960 

gcaacacctg tgagaccccc attcaggtca aggaaaacca ttgcctgcac cccaagggcc 
1020 

ccatatttgc ccctccccat cacagtcctg cccttcaccc tcaagcacgg tcctaaactt 
1080 

gtctgcactt tagaaacacc tggagagcat tgaaaactct gctgcctaag 
1130 

<210> 6040 

<211> 312 
<212> PRT 

<213> Homo sapiens 
<400> 6040 

Xaa Gly Leu Ala He Leu Phe He His Ala Ala Ala Trp Ala Ser Glu 

15 10 15 

Gly Leu Leu Ala Val Leu Arg Ala Gly Pro Gly Pro Glu Ala Leu Leu 
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20 25 30 

Gin Val Trp Ala Ala Glu Ser Ala Leu Arg Gly Glu Pro Leu Trp Ala 

35 40 45 

Gin Asn Val Val Pro Glu Ala Glu Gly Glu Asp Asp Pro Ala Gly Glu 

50 55 60 

Ala Gin Ala Gly Arg Leu Pro Leu Leu Pro Cys Ala Arg Ala Tyr Val 
65 70 75 80 

Ser Pro Arg Ala Pro Phe Tyr Arg Pro Leu Ala Pro Glu Leu Arg Ala 

85 90 95 

Arg Gin Leu Glu Leu Gly Ala Glu His Ala Leu Leu Leu Asp Ala Ala 

100 105 110 

Gly Gin Val Phe Ser Trp Gly Gly Gly Arg His Gly Gin Leu Gly His 

115 120 125 

Gly Thr Leu Glu Ala Glu Leu Glu Pro Arg Leu Leu Glu Ala Leu Gin 

130 135 140 

Gly Leu Val Met Ala Glu Val Ala Ala Gly Gly Trp His Ser Val Cys 
145 150 155 160 

Val Ser Glu Thr Gly Asp lie Tyr lie Trp Gly Trp Asn Glu Ser Gly 

165 170 175 

Gin Leu Ala Leu Pro Thr Arg Asn Leu Ala Glu Asp Gly Glu Thr Val 

180 185 190 

Ala Arg Glu Ala Thr Glu Leu Asn Glu Asp Gly Ser Gin Val Lys Arg 

195 200 205 

Thr Gly Gly Ala Glu Asp Gly Ala Pro Ala Pro Phe lie Ala Val Gin 

210 215 220 

Pro Phe Pro Ala Leu Leu Asp Leu Pro Met Gly Ser Asp Ala Val Lys 
225 230 235 240 

Ala Ser Cys Gly Ser Arg His Thr Ala Val Val Thr Arg Thr Gly Glu 

245 250 255 

Leu Tyr Thr Tirp Gly Trp Gly Lys Tyr Gly Gin Leu Gly His Glu Asp 

260 265 270 

Thr Thr Ser Leu Asp Arg Pro Arg Arg Val Glu Tyr Phe Val Asp Lys 

275 280 285 

Gin Leu Gin Val Lys Ala Val Thr Cys Gly Pro Trp Asn Thr Tyr Val 

290 295 300 

Tyr Ala Val Glu Lys Gly Lys Ser 
305 310 

<210> 6041 

<211> 291 

<212> DNA 

<213> Homo sapiens 

<400> 6041 

acgcgtgaag gggaagaaag agaacgtctg caaaaggagg aagagaaacg taggagagaa 
60 

gaagaggaaa ggcttcgacg ggaggaagag gaaaggagac ggatagaaga agaaaggctt 
120 

cggttggagc agcaaaagca gcagataatg gcagctttaa actcccagac tgccgtgcag 
180 

ttccagcagt atgcagccca acagtatcca gggaactacg aacagcagca aattctcatc 

240 

cgccagttgc aggagcaaca ctatcagcag tacatgcagc agtcgtatca c 
291 
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<210> 6042 

<211> 97 

<212> PRT 

<213> Homo sapiens 



<400> 6042 
Thr Arg Glu Gly 
1 

Arg Arg Arg Glu 

20 

Arg Arg He Glu 
35 

He Met Ala Ala 

50 

Ala Ala Gin Gin 
65 

Arg Gin Leu Gin 
His 



Glu Glu Arg Glu 
5 

Glu Glu Glu Arg 

Glu Glu Arg Leu 
40 

Leu Asn Ser Gin 
55 

Tyr Pro Gly Asn 
70 

Glu Gin His Tyr 
85 



Arg Leu Gin Lys 
10 

Leu Arg Arg Glu 

25 

Arg Leu Glu Gin 

Thr Ala Val Gin 
60 

Tyr Glu Gin Gin 
75 

Gin Gin Tyr Met 
90 



Glu Glu Glu Lys 
15 

Glu Glu Glu Arg 
30 

Gin Lys Gin Gin 
45 

Phe Gin Gin Tyr 

Gin He Leu He 
BO 

Gin Gin Leu Tyr 
95 



<210> 6043 

<211> 558 

<212> DNA 

<213> Homo sapiens 



<400> 6043 

cttttttttt ttcttttttt tttgacattc 
60 

cacagggtgg agggaggggg ttgctccagg 

120 

ttcaaggtgt cttgtacaac ccactgggga 
180 

ctcctggccc agcacagggg cggtgccacc 
240 

gttttggtaa acactcggtc agagcaccct 
300 

ggaatccaca cccccgcccc acccctctcg 
360 

tctggcctct tcggcctgtg atgtgattcg 
420 

tgttctcccc cgtcgacgtt gctcagataa 
480 

cccggggtct ggcaaagcat aggggcctgc 
540 

agaggaggat gtgaattc 
558 



aaacacaagc tttaatagga gataccaagg 
gaattctgaa tgtcccagtt catgcagaag 
aacaggatcc gggaccggtg cgggcacatt 
cacattcggc ccgggtcttg cctaatacat 
ctgttttttc cagtcccgaa gctccccgca 
ggacacggat tcaatgtccc tggtgggtca 
agcggtgcta tctttaacct cgggcagggg 
cagtcctgca attccatggg ggtggcggca 
ttgtgtcccc tgctgctgcc ccaagtagtc 



<210> 6044 
<211> 152 
<212> PRT 

<213> Homo sapiens 
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<400> 6044 
Met Leu Cys 
1 

Cys Tyr Leu 

Lys lie Ala 

35 

Pro Pro Gly 

50 

Trp lie Pro 
65 

Asp Arg Val 

Trp Val Ala 

Ser Gin lie 
115 

Cys Met Asn 

130 
Thr Leu Cys 
145 



Gin Thr 
5 

Ser Asn 
20 

Pro Leu 

Thr Leu 

Ala Gly 

Phe Thr 

85 
Pro Pro 
100 

Leu Phe 
Trp Asp 
Leu Asp 



Pro Gly Ala 
Val Asp Gly 
Glu Ser His 

40 

Asn Pro Cys 

55 

Ser Phe Gly 
70 

Lys Thr Cys 



Leu Cys Trp 

Pro Gin Trp 
120 

lie Gin Asn 

135 
lie Ser Tyr 
150 



Ala Thr 

10 
Gly Glu 
25 

His Arg 

Pro Glu 

Thr Gly 

lie Arg 
90 

Ala Arg 
105 

Val Val 
Ser Leu 



Pro Met Glu 
His Pro Cys 

Pro Lys Arg 

45 

Arg Gly Gly 
60 

Lys Asn Arg 
75 

Gin Asp Pro 

Arg Met Cys 

Gin Asp Thr 
125 

Glu Gin Pro 
140 



Leu Gin Asp 
15 

Pro Arg Leu 
30 

Pro Asp Asp 

Ala Gly Val 

Gly Cys Ser 
80 

Gly Arg Met 
95 

Pro His Arg 
110 

Leu Asn Phe 
Pro Pro Ser 



<210> 6045 

<211> 1916 

<212> DNA 

<213> Homo sapiens 



<400> 6045 
acgcgtgtcg 
60 

aaggacgctc 
120 

gtgttcacag 
180 

gctgtgtata 
240 

ctgaaagttc 
300 

tactatgcaa 
360 

gatggcatcc 
420 

agcagtaact 
480 

atcctgtatg 
540 

aacaagtttg 
600 

ctgctgcgga 
660 

gagatgcccg 
720 

agtgaggaag 
780 



agacgcactt 
tgcgccagca 
acatcgacat 
tccttctgga 
atcctgaaca 
ggtcaggaac 
gcgtggcaac 
tggtaattct 
cccagtccaa 
atcacctcac 
tgcggctggc 
cagagggcaa 
actacttcag 



ccagccccgc 
gctccgctcg 
cttcagagac 
ccaggctctc 
ggaaaagtta 
taagattatt 
aggctcctac 
gtctggccaa 
gcccatcagc 
caaccgaaaa 
taggctgtca 
ggcagagcgc 
cagccacagg 



ggcgctggcg 
gcgcgagagg 
ctgcaagaaa 
ctctctcaat 
atgacagttc 
gggaaggttc 
agttttacat 
gtggttgaac 
cccaaactcc 
ccacagtcca 
agtactccca 
aagccccatg 
gacgagctcc 



aaggtggccc 
tgattgcagt 
tatgcaggaa 
ttctggatat 
ggactatcac 
acgaaaagtt 
ggacggatgg 
actttgatct 
tgtctcactt 
aggagctcac 
ggaaggcgga 
actgtgagtc 
agagcagaaa 



ctacggctgc 
ggtcatggac 
acagggagtt 
gtgcatggat 
aggaaatatc 
cacgttgatt 
caaattaaac 
ggagttccga 
ccagagcagc 
cctgggcaac 
cctggaccca 
ctctactgtt 
ggccattgac 
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gctgccactc 
640 

acacaaacca 
900 

gcaagctctc 
960 

aacattctct 
1020 

gtatcgagat 
1080 

agctccactg 
1140 

aagtacctgg 
1200 

aaagagcggc 
1260 

ctgtcaagga 
1320 

agagttaatt 
1380 

cgtgttcaga 
1440 

aaaaatatct 
1500 

ttgaattctt 
1560 

attggtttta 
1620 

catgcactac 
1680 

aagattataa 
1740 

gttacagttg 
1800 

gcatttttct 
1860 

gatcaaaatc 
1916 



aaacagagcc 
gcatcaccac 
aaaccacgat 
ttcctcgagg 
cttccagttt 
gttctcccgc 
gcacccccca 
aattccactt 
gaacaccctt 
tgcttgctgt 
ctcctggttt 
catgtcccta 
caggctgcat 
tggtttaaac 
acaatgatgt 
tactgtattt 
cctacagtat 
taggttgCat 
ctatttagaa 



aggagaggag 
agcatgcgct 
ttggtccaga 
aactcaatct 
gaagtcttcc 
ttccatcaga 
cctggaactg 
cgctggtatc 
tactgaaaac 
tagagatgta 
cttccaggct: 
attgcctctc 
attattttac 
actatggaca 
tttggtcaaC 
ttactaCacc 
tcagtgcagc 
gctcttctgt 
aaaataaaac 



atgccagggc 
ggtacccaga 
tcgaccacta 
acagaagggt 
tcctctgtgc 
accactgact 
Cacttgagtg 
aggtcccggc 
caccttggcc 
gcacttcatc 
tacagtggac 
ttttacctga 
atgctttgtt 
caggggtttg 
gacagaccac 
ttttctgtgt 
aacatgatgt 
tttaaaggtt 
tactttctgt 



tgagtgtgag 
ctgcagtcat 
ctcagactga 
caccagtctc 
cttcccaagg 
tccacaatcc 
actcacttag 
tcaaccacat 
ttcattctgg 
cttcctatca 
atcatcagct 
ctttgtcacc 
ttgtcatgCa 
ttttgcacaa 
gtatatgttg 
ttagatacaa 
acaggtttgt 
tgaatcacca 
Ctaaaaaaaa 



tgaggtggga 
caccaggata 
catggatgag 
aaaaatgtct 
ctctgtggca 
tggctatccc 
aaacttgaac 
gctggctatg 
caatttcagc 
gcaactgctc 
tcctgcttta 
tttgttgtct 
tataccaggt 
ttttaatagt 
gcagtctcat 
acaccattat 
agcctgCttt 
gcatttttgt 
aacaaa 



<210> 6046 

<211> 457 

<212> PRT 

<213> Homo sapiens 

<400> 6046 

Thr Arg Val Glu Thr His Phe Gin 

1 5 
Pro Tyr Gly Cys Lys Asp Ala Leu 

20 

Glu Val lie Ala Val Val Met Asp 

35 40 
Arg Asp Leu Gin Glu lie Cys Arg 

50 55 
Leu Leu Asp Gin Ala Leu Leu Ser 



Pro Arg Gly Ala Gly Glu Gly Gly 

10 15 
Arg Gin Gin Leu Arg Ser Ala Arg 
25 30 
Val Phe Thr Asp He Asp He Phe 

45 

Lys Gin Gly Val Ala Val Tyr He 
60 

Gin Phe Leu Asp Met Cys Met Asp 
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65 70 75 eo 

Leu Lys Val His Pro Glu Gin Glu Lys Leu Met Thr Val Arg Thr lie 

85 90 95 

Thr Gly Asn lie Tyr Tyr Ala Arg Ser Gly Thr Lys lie lie Gly Lys 

100 105 ' 110 

Val His Glu Lys Phe Thr Leu He Asp Gly He Arg Val Ala Thr Gly 

lis 120 125 

Ser Tyr Ser Phe Thr Trp Thr Asp Gly Lys Leu Asn Ser Ser Asn Leu 

130 135 140 

Val He Leu Ser Gly Gin Val Val Glu His Phe Asp Leu Glu Phe Arg 
145 ISO 155 160 

He Leu Tyr Ala Gin Ser Lys Pro He Ser Pro Lys Leu Leu Ser His 

165 170 175 

Phe Gin Ser Ser Asn Lys Phe Asp His Leu Thr Asn Arg Lys Pro Gin 

leo 185 190 

Ser Lys Glu Leu Thr Leu Gly Asn Leu Leu Arg Met Arg Leu Ala Arg 

195 200 205 

Leu Ser Ser Thr Pro Arg Lys Ala Asp Leu Asp Pro Glu Met Pro Ala 

210 215 220 

Glu Gly Lys Ala Glu Arg Lys Pro His Asp Cys Glu Ser Ser Thr Val 
225 230 235 240 

Ser Glu Glu Asp Tyr Phe Ser Ser His Arg Asp Glu Leu Gin Ser Arg 

245 250 255 

Lys Ala He Asp Ala Ala Thr Gin Thr Glu Pro Gly Glu Glu Met Pro 

260 265 270 

Gly Leu Ser Val Ser Glu Val Gly Thr Gin Thr Ser He Thr Thr Ala 

275 280 285 

Cys Ala Gly Thr Gin Thr Ala Val He Thr Arg He Ala Ser Ser Gin 

290 295 300 

Thr Thr He Trp Ser Arg Ser Thr Thr Thr Gin Thr Asp Met Asp Glu 
305 310 315 320 

Asn He Leu Phe Pro Arg Gly Thr Gin Ser Thr Glu Gly Ser Pro Val 

325 330 335 

Ser Lys Met Ser Val Ser Arg Ser Ser Ser Leu Lys Ser Ser Ser Ser 

340 345 350 

Val Ser Ser Gin Gly Ser Val Ala Ser Ser Thr Gly Ser Pro Ala Ser 

355 360 365 

He Arg Thr Thr Asp Phe His Asn Pro Gly Tyr Pro Lys Tyr Leu Gly 

370 375 380 

Thr Pro His Leu Glu Leu Tyr Leu Ser Asp Ser Leu Arg Asn Leu Asn 
385 390 395 400 

Lys Glu Arg Gin Phe His Phe Ala Gly He Arg Ser Arg Leu Asn His 

405 410 415 

Met Leu Ala Met Leu Ser Arg Arg Thr Leu Phe Thr Glu Asn His Leu 

420 425 430 

Gly Leu His Ser Gly Asn Phe Ser Arg Val Asn Leu Leu Ala Val Arg 

435 440 445 

Asp Val Ala Leu Tyr Pro Ser Tyr Gin 
450 455 

<210> 6047 

<211> 773 

<212> DNA 

<213> Homo sapiens 
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<400> 6047 

ggatcctgac ccccgagctt gcgcccctcg ggccctccat tcagtcccgg gccgacagcg 
60 

ccaccgtgtg gccacagcgt ctcctagcgg cctccttacc taggggccgg gtgagctcct 
120 

gatgggaaat gggggatctc atcgcctgtg agtagaggag actttggggg gaaagtgatg 
180 

gaggatgggg caagggatcc ggtgtccaac tctgtgtgtc cctgcagctc ccgtagccca 
240 

gcagggaaga tgaccttctg gcccctaagc aggcggaagg caggtggccg ccgccggagc 
300 

aatggtgcaa acagctcttc tccagtgtgg tccccgcgct gctgggggac ccagaggagg 
360 

agccgggtgg gcggcagctc ccggaccCca attgcttttt gtccgacatc tcggacactc 
420 

tcttcaccat gactcagtcc ggcccttcgc ccctgcagct gccgcctgag gatgcctacg 
480 

tcggcaatgc cgacatgatc cagccggacc tgacgccact gcagccaagc ctggatgact 
540 

tcatggacat ctcagatttc tttaccaact cccgcccccc acagccgccc atgccttcaa 
600 

acttcccaga gccccccaac ttcagccccg tggtcgactc ccccttcagc agtgggaccc 
660 

tgggcccaga ggtgcccccg gcttcctcgg ccatgaccca cctctctgga cacagccgtc 
720 

tgcaggctcg gaacagctgc cctgcccctg tgcctgctac taaatgaatt gcg 
773 

<210> 6048 
<211> 129 
<212> PRT 

<213> Homo sapiens 



<400> 6048 



Met 


Val 


Lys 


Arg 


Val 


Ser 


Glu 


Met 


Ser 


Asp Lys 


Lys 


Gin 


Leu 


Arg 


Ser 


1 








5 










10 








15 




Arg 


Ser 


Cys 


Arg 
20 


Pro 


Pro 


Gly 


Ser 


Ser 
25 


Ser Gly 


Ser 


Pro 


Ser 

30 


Ser 


Thr 


Gly 


Thr 


Thr 
35 


Leu 


Glu 


Lys 


Ser 


Cys 
40 


Leu 


His His 


Cys 


Ser 
45 


Gly 


Gly 


Gly 


His 


Leu 
50 


Pro 


Ser 


Ala 


Cys 


Leu 
55 


Gly 


Ala 


Arg Arg 


Ser 
60 


Ser 


Ser 


Leu 


Leu 


Gly 


Tyr 


Gly 


Ser 


Cys 


Arg 


Asp 


Thr 


Gin 


Ser Trp 


Thr 


Pro 


Asp 


Pro 


Leu 


65 










70 








75 










80 


Pro 


His 


Pro 


Pro 


Ser 
85 


Leu 


Ser 


Pro 


Gin 


Ser Leu 
90 


Leu 


Tyr 


Ser 


Gin 
95 


Ala 


Met 


Arg 


Ser 


Pro 
100 


He 


Ser 


His 


Gin 


Glu 
105 


Leu Thr 


Arg 


Pro 


Leu 
110 


Gly 


Lys 


Glu 


Ala 


Ala 
115 


Arg 


Arg 


Arg 


Cys 


Gly 
120 


His 


Thr Val 


Ala 


Leu 
125 


Ser 


Ala 


Arg 



Asp 
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<210> 6049 

<211> 479 

<212> DNA 

<213> Homo sapiens 

<400> 6049 

accggttttt cttcccccag tccctcagct gctgctgctg ctcaggaggt cagacctgcc 
60 

actgatggta ataccagcac cactccgccc acctctgcca agaagagaaa gttaaacagc 
X20 

agcagcagta gcagcagtaa cagtagtaac gagagagaag actttgattc cacctcttcc 
180 

tcctctccca ctcctccttt acaacccagg gattcggcat ccccttcaac ctcgtccttc 
240 

tgccCggggg tttcagtggc tgcttccagc cacgtaccga tacagaagaa gctgcgtttt 
300 

gaagacaccc tggagtttgt agggcctgat gcgaagatgg ctgaggaatc ctcctcctcc 
360 

tcctcctcat cttcaccaac tgctgcaaca tctcaggagc agcaacttaa aaataagagt 
420 

atattaatct cttcCgtggg ttcggtgcat catgcagacg ggctagccga atcttctac 
479 

<210> 6050 

<211> 159 

<212> PRT 

<213> Homo sapiens 

<400> 6050 



Thr 


Gly 


Phe 


Ser 


Ser 


Pro 


Ser 


Pro 


Ser 


Ala 


Ala 


Ala 


Ala 


Ala 


Gin 


Glu 


1 








5 










10 










15 




Val 


Arg 


Ser 


Ala 
20 


Thr 


Asp 


Gly 


Asn 


Thr 
25 


Ser 


Thr 


Thr 


Pro 


Pro 
30 


Thr 


Ser 


Ala 


Lys 


Lys 
35 


Arg 


Lys 


Leu 


Asn 


Ser 
40 


Ser 


Ser 


Ser 


Ser 


Ser 
45 


Ser 


Asn 


Ser 


Ser 


Asn 
50 


Glu 


Arg 


Glu 


Asp 


Phe 
55 


Asp 


Ser 


Thr 


Ser 


Ser 
60 


Ser 


Ser 


Ser 


Thr 


Pro 


Pro 


Leu 


Gin 


Pro 


Arg 


Asp 


Ser 


Ala 


Ser 


Pro 


Ser 


Thr 


Ser 


Ser 


Phe 


65 










70 










75 










80 


Cys 


Leu 


Gly 


Val 


Ser 
85 


Val 


Ala 


Ala 


Ser 


Ser 
90 


His 


Val 


Pro 


He 


Gin 
95 


Lys 


Lys 


Leu 


Arg 


Phe 
100 


Glu 


Asp 


Thr 


Leu 


Glu 
105 


Phe 


Val 


Gly 


Phe 


Asp 
110 


Ala 


Lys 


Met 


Ala 


Glu 
115 


Glu 


Ser 


Ser 


Ser 


Ser 
120 


Ser 


Ser 


Ser 


Ser 


Ser 
125 


Fro 


Thr 


Ala 


Ala 


Thr 
130 


Ser 


Gin 


Glu 


Gin 


Gin 
135 


Leu 


Lys 


Asn 


Lys 


Ser 
140 


He 


Leu 


He 


Ser 


Ser 


Val 


Gly 


Ser 


Val 


His 


His 


Ala 


Asp 


Gly 


Leu 


Ala 


Glu 


Ser 


Ser 





145 ISO 155 

<210> 6051 

<211> 2404 

<212> DNA 

<213> Homo sapiens 
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<400> 6051 
attaacaatg 
60 

ctccttccat 

120 

ttacagcagc 
180 

gaacttcttg 
240 

cgctaccagg 
300 

aaggtaatgc 
360 

tggggcattg 
420 

gagagccagc 
480 

ctcttgaatg 
540 

agtgatgttt 
600 

gctcttgaat 
660 

atgttgtgcg 
720 

cttgaagaga 
780 

ggtctcctgg 
840 

attgaaaaca 
500 

aaacaaagat 
960 

ttgtttaaat 
1020 

gctcCgctta 
1080 

gaaaagcata 
1140 

ctacaggcca 
1200 

acacttcctc 
1260 

catagattgg 
1320 

ccagaagagc 
1380 

aaatcacttt 

1440 

tttgggagtc 
1500 

gttaatctca 
1560 



gaagtgataa 
cggttgatcc 
gtcgatttaa 
cacagccaca 
aagtttgtag 
aggcggtgaa 
gagactccat 
acagtgaatg 
ctggcgatga 
gttatcgaca 
ttcatggtgt 
tagatgtagc 
agctgaaaag 
atcagatctc 
aagaaaatgt 
gtgaagacat 
gtgaagaaga 
agactcacat 
gaaaattcgt 
cagttgtgtt 
gactgaacag 
aaatggctat 
ctgaagctat 
tggatagatt 
caagcgacat 
aaaggcagca 



aggaaatcag 
tgaaacagtt 
cggctcagac 
ggttatgaaa 
gcaacgtagc 
ctggctagaa 
tagggcctcc 
gtttgcagtg 
ggaagatctt 
ggccagtcag 
tgcccaagat 
accagctgac 
tgttgatgcg 
caatcaggca 
ggaccacata 
ggtagatgtg 
tgctgccaag 
cagattgggc 
tgatgttgca 
aCgccagtct 
agtatggaaa 
tgcatttcac 
taatgatgag 
aactgttcca 
ggcttctact 
gccgagacat 



caagagaaag 
cttcagacag 
ggaggggttt 
ttattagatt 
aagcgcacac 
gggcctggat 
caggccctac 
tatgtggaac 
gtggaactaa 
ctggaattta 
ttgtctcagc 
ggagcatcga 
ggattgcaag 
tccnncgggc 
caaggagcga 
cgaaggttaa 
gcagtagaat 
gatgatgctc 
cagagcactt 
ttgcgctgca 
caatttacaa 
tcaaatgctg 
gagcaatctg 
gtagtttatc 
gcagaaaaca 
cctgaaatgg 

5231 



aaaggtctgt 
ggcatgaaCt 
catggtctcc 
cactccgaga 
agttagaaga 
cagaacaact 
agcagaaaca 
ttaatcagca 
agtcactgca 
ggcaaaatct 
agttggatgg 
ttcagcaaac 
gtttgcgtga 
ctatggaaag 
tggaagacat 
agatgcttca 
ggctaagtga 
aagaaacgaa 
atgactatgg 
cttctcggtc 
tagcatctga 
aaaagatttt 
atgaaattga 
ctgatggaac 
tcagagacag 
tgaccacaga 



ggattcaaac 
gttgtccgaa 
tatggatgat 
gcaatatacc 
gattcaacag 
aagagcccag 
cgaagagatt 
aattgcagca 
gcaacaactt 
cttacaagca 
cCtattaggg 
tttaaaactg 
aaaaggtcaa 
gatgntaacc 
gcagcttaga 
gatggtgcag 
acttctggat 
agttttgctg 
caggcagttg 
atctggggat 
agagagagta 
gcaggactgt 
agcagttggg 
cgaacaatat 
gatgaaacta 
gagctaatag 
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ctaccagcta cctacagatt tgcagctcat 
1620 

ttagccacca caccttaaga tgcatttcac 
16B0 

cacatttctc tttacacgtt aacaccttgc 

1740 

tcgaggctgt agattccaag tatcttaaaa 
1800 

tgctttaaag ctttacctga cctgtcagtt 
I860 

atggtgctaa taagagtagg aattctctct 
1920 

tccacaggtg atttagtaaa tttagacagt 
1980 

cctcaaaatt ttactttgta attcctcaga 
2040 

aaagcccttc agatctttga tatatcatag 
2100 

ataatgtatt aaaagttgtC tgtgcttaat 
2160 

tagtagttac atcctatttc caaacatgag 
2220 

gtgaggatgg tttaatattt gttttttcat 
2280 

catatgtaag catgCgtata taataaataa 
2340 

caatttagat ctttaagaac ttattaataa 
2400 
caac 
2404 

<210> 6052 
<211> 518 
<212> PRT 
<213> Homo sapiens 

<400> 6052 

lie Asn Asn Gly Ser Asp Lys Gly 

1 5 
Val Asp Leu Asn Phe Leu Pro Ser 
20 

Thr Gly His Glu Leu Leu Ser Glu 

35 40 
Ser Asp Gly Gly Val Ser Trp Ser 

50 55 
Gin Pro Gin Val Met Lys Leu Leu 
65 70 
Arg Tyr Gin Glu Val Cys Arg Gin 

85 

Glu lie Gin Gin Lys Val Met Gin 
100 

Gly Ser Glu Gin Leu Arg Ala Gin 
115 120 
Ala Ser Gin Ala Leu Gin Gin Lys 



aatcccgcat 


qttQtcaaca 


tactacagca 


agccaaaata 


agCctcattt 


cttttcatga 


tactaccaag 


Qcataattac 


ttaacatgct 


aaaaoaacta 


taaacattac 


ac toaaaac t 


tgtagacaaa 


caactoataa 


taacrctttcia 


attaaaaacra 


aaaaaaaaacr 


ttcicccttcc 








attgattatt 


tttattgtgt 


caatacagag 


tcattaaaag 


acctttccct 


atttgtattg 


aaaagacttc 


tttaaacatc 


ttatttaatt 


tgccttattt 


aaaagggcat 


tcttaggact 


ggtggttgca 


tgtattttag 


acaggaaata 


gcatgtttta 


tcatgaaaaa 


ttattgtgaa 


tggaatacta 


tttctaattg 


ttctcttttt 



Asn Gin Gin 


Glu 


Lys 


Glu 


Arg 


Ser 


10 








15 




Val Asp Pro 


Glu 


Thr 


Val 


Leu 


Gin 


25 






30 






Leu Gin Gin 


Arg 


Arg 
45 


Phe 


Asn 


Gly 


Pro Met Asp 


Asp 
60 


Glu 


Leu 


Leu 


Ala 


Asp Ser Leu 


Arg 


Glu 


Gin 


Tyr 


Thr 


75 










80 


Arg Ser Lys 


Arg 


Thr 


Gin 


Leu 


Glu 


90 








95 




Val Val Asn 


Trp 


Leu 


Glu 


Gly 


Pro 


105 






110 






Trp Gly lie 


Gly 


Asp 
125 


Ser 


lie 


Arg 


His Glu Glu 


lie 


Glu 


Ser 


Gin 


His 
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130 






135 








140 




Ser 


Glu 


Trp 


Phe 


Ala Val Tyr Val 


Glu 


Leu 


Asn 


Gin Gin 


He Ala Ala 


145 








150 






155 




160 


Leu 


Leu 


Asn 


Ala 


Gly Asp Glu Glu 


Asp 


Leu 


Val 


Glu Leu 


Lys Ser Leu 










165 




170 






175 


Gin 


Gin 


Gin 


Leu 


Ser Asp Val Cys 


Tyr Arg 


Gin 


Ala Ser 


Gin Leu Glu 








180 




185 








190 


Phe 


Arg 


Gin 


Asn 


Leu Leu Gin Ala 


Ala 


Leu 


Glu 


Phe His 


Gly Val Ala 






195 




200 








205 




Gin 


Asp 


Leu 


Ser 


Gin Gin Leu Asp 


Gly Leu 


Leu Gly Met 


Leu Cys Val 




210 






215 








220 




Asp 


Val 


Ala 


Pro 


Ala Asp Gly Ala 


Ser 


He 


Gin 


Gin Thr 


Leu Lys Leu 


225 








230 






235 




240 


Leu 


Glu 


Glu 


Lys 


Leu Lys Ser Val 


Asp Val 


Gly Leu Gin 


Gly Leu Arg 










245 




250 






255 


Glu 


Lys 


Gly 


Gin 


Gly Leu Leu Asp 


Gin 


He 


Ser 


Asn Gin 


Ala Ser Xaa 








260 




265 








270 


Gly 


Pro 


Met 


Glu 


Arg Met Xaa Thr 


He 


Glu 


Asn 


Lys Glu 


Asn Val Asp 






275 




280 








285 




His 


He 


Gin 


Gly 


Val Met Glu Asp 


Met 


Gin 


Leu 


Arg Lys 


Gin Arg Cys 




290 






295 








300 




Glu 


Asp 


Met 


Val 


Asp Val Arg Arg 


Leu 


Lys 


Met 


Leu Gin 


Met Val Gin 


305 








310 






315 




320 


Leu 


Phe 


Lys 


Cys 


Glu Glu Asp Ala 


Ala 


Lys 


Ala 


Val Glu 


Trp Leu Ser 










325 




330 






335 


Glu 


Leu 


Leu 


Asp 


Ala Leu Leu Lys 


Thr 


His 


He 


Arg Leu 


Gly Asp Asp 








340 




345 








350 


Ala 


Gin 


Glu 


Thr 


Lys Val Leu Leu 


Glu 


Lys 


His 


Arg Lys 


Phe Val Asp 






355 




360 








365 




Val 


Ala 


Gin 


Ser 


Thr Tyr Asp Tyr 


Gly Arg Gin Leu Leu 


Gin Ala Thr 




370 






375 








380 




Val 


Val 


Leu 


Cys 


Gin Ser Leu Arg 


Cys 


Thr 


Ser 


Arg Ser 


Ser Gly Asp 


385 








390 






395 




400 


Thr 


Leu 


Pro 


Arg 


Leu Asn Arg Val 


Trp 


Lys 


Gin 


Phe Thr 


He Ala Ser 










405 




410 






415 


Glu 


Glu 


Arg 


Val 


His Arg Leu Glu 


Met 


Ala 


He 


Ala Phe 


His Ser Asn 








420 




425 








430 


Ala 


Glu 


Lys 


He 


Leu Gin Asp Cys 


Pro 


Glu 


Glu 


Pro Glu 


Ala He Asn 






435 




440 








445 




Asp 


Glu 


Glu 


Gin 


Phe Asp Glu He 


Glu Ala Val Gly Lys 


Ser Leu Leu 




450 






455 








460 




Asp 


Arg 


Leu 


Thr 


Val Pro Val Val 


Tyr Pro Asp Gly Thr 


Glu Gin Tyr 


465 








470 






475 




480 


Phe 


Gly 


Ser 


Pro 


Ser Asp Met Ala 


Ser 


Thr 


Ala 


Glu Asn 


He Arg Asp 










485 




490 






495 


Arg 


Met 


Lys 


Leu 


Val Asn Leu Lys 


Arg 


Gin 


Gin 


Leu Arg 


His Pro Glu 








500 




505 








510 


Met 


Val 


Thr 


Thr 


Glu Ser 













515 



<210> 6053 

<211> 3257 

<212> DMA 

<213> Homo sapiens 
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<400> 6053 

nngggcccct tgccaggagg agacagcctc 
60 

tttggccgcc gacgtgattc cctgggacgg 
120 

ttgggtctcc gtggttcagg ccggctcccc 

180 

gtttatcggg aggagattgt cccccagggc 

240 

cagcggcagg aatagcaggc aacgtgattt 
300 

tcgtgtaatc gcaaaaccca ttttggagca 
360 

agaaagaagg tgacacggaa atgggagaaa 
420 

ggccgcgtca tgatggcccg gcaaaagggc 
480 

gggacaCgta cacccttctt cgcctttgag 
S40 

gccatccccg tatttgctgc catgctcttc 
600 

agcttcagcg accctggagt gattcctcgg 
660 

atggagatag aagcCaccaa tggtgcggtg 
720 

aagaatctcc agataaacaa ccagattgtg 

780 

ttccggcccc cccgggcctc ccattgcagc 
840 

catcactgcc cctgggtggg gaattgtgCt 
900 

ttcatccttt: ctccctccct cctcacaatc 
960 

gccctcaaat ctttgaaaat tggcttcttg 
1020 

ctagaagtcc tcatttgctt cttcacactc 
1080 

actttcctcg tggctctcaa ccagacaacc 
1140 

aagaatcgcg tccagaatcc ctacagccat 
1200 

ctgtgtggcc ccttgccccc cagtgtgctg 
1260 

agtggaagtc gacctcccag tactcaagag 

1320 

gcccccacag aacacctgaa ctcaaatgag 
1380 

atgccacctc cagagccccc agagccacca 
1440 

atcCatggaa gagacttttg tttgtgttCa 
1500 

gttaaacctg agacagagag caagtaagct 
1560 



ccggcccggg gaggacaagt cgctgccacc 
tccgtttcct gccgtcagct gccggccgag 
cctcctggtc tcccttctcc cgctgggccg 
tagcaattgg actcttgacg atgctcgacc 
caaagctggg ctcagcctct gtttcttctc 
ggaattccaa tcatgtctgt gatggtggtg 
ctcccaggca ggaacacctt ttgctgtgat 
attttctacc tgaccctttt cctcatcccg 
tgccgctacc tggctgctca gctgtctcct 
ctcttctcca tggctacact' gttgaggacc 
gcgctaccag atgaagcagc tttcatagaa 
ccccagggcc agagaccacc gcctcgtatc 
aaactgaaat actgttacac atgcaagatc 
atctgtgaca acCgtgtgga gcgcttcgac 
ggaaagagga actaccgcta cttctacctc 
tatgtcctcg ccttcaacat cgtctatgtg 
gagacattga aagaaactcc tggaactgtt 
tggtccgtcg tgggactgac tggatttcat 
aatgaagaca tcaaaggatc atggacaggg 
ggcaatattg tgaagaactg ctgtgaagtg 
gatcgaaggg gtatttcgcc actggaggaa 
accagtagca gcctcttgcc acagagccca 
atgccggagg acagcagcac tcccgaagag 
caggaggcag ctgaagctga gaagtagcct 
attagggcta tgagagattt caggtgagaa 
gtccctctta actgtttttc tttggtcttt 
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agtcacccag 
X620 

aggcagtggc 

1660 

tggcactggt 
1740 

agatcccagc 
1800 

ctggctcaaa 
I860 

ctggccaggg 
1920 

gggtcagaag 
1980 

gggacaggta 
2040 

actctgacac 
2100 

ataataattg 
2X60 

aataagaacc 
2220 

cctttctcat 
2280 

aggaatggca 
2340 

gtgctcactt 
2400 

gcacaaatgg 
2460 

ccctcaaaaa 
2520 

aagcccagca 
2580 

atggtaacca 
2640 

gtcccagagc 
2700 

ctgctctatt 
2760 

tgtgttttcc 
2820 

aaaccggaac 
2880 

ctcctccttc 
2940 

gaaggggttg 
3000 

gtagttccaa 
3060 

gactatgaag 
3120 

attatactta 
3180 



ctgcacactg 
agaagatgtc 
tctccatggc 
cctcctgctt 
tcctcccaag 
gatcctaact 
attctcctgg 
ccttccactt 
ctaagcccca 
acacttctcg 
tatgagatgc 
tagccccttc 
gtaataaaag 
aaacactatc 
gaaaccaagg 
aaaaaaaaat 
ctgctgccct 
cactgggggc 
cacttcaccc 
tcagggaaga 
tctttctaag 
ttttcatcta 
ccccttccat 
cttgttactc 
actctccatt 
aaaggacttt 
cctaagagaa 



gcattttctt 
agCcacctct 
ctcagccaca 
ggggtcactg 
ctgctgcacg 
gggttcttgg 
ccaccaagtg 
gttgtatcta 
ctcttttccc 
tagactaccc 
cagcggcata 
taatttgttt 
tcCgcacttt 
ccctcagact 
cacagagagg 
gctaaccagt 
ctcgggtaac 
ttcctccaag 
tgggggtggg 
agatctatgt 
ccagggtcct 
tttgaaggcg 
Ctcaagaata 
cccaaacttc 
gatctatact 
caaggagata 
caagctctat 



gctgcaagct 
gataactgga 
gggtcccctt 
gtctcattct 
tgctgagccc 
ggtcctcagg 
ccagcattgc 
ttagtgtagc 
attagatata 
agaaactttt 
gcccttcaca 
ttccttttga 
ggtcacttct 
ccctgtgtga 
ctctcccctc 
tcttccatta 
Ccaccctaag 
ccccgctctt 
ctgtggcccc 
attatatgtg 
gtctggatga 
attaaactgt 
tgtttgtgtg 
cattaaccag 
acattctggg 
tagtgtgaac 
attaggatat 



ttttcaaatt 
aaaacgggtc 
ggaccccctc 
ggggctaaaa 
agaggcagtc 
actgaagagg 
ccacaaatcc 
ttctcctttg 
cgtaagtagt 
ttaatacctg 
ctctctgtct 
ctcctgctcc 
tCtcctcaga 
ggcctgcaga 
ctctcctctc 
agcctcggct 
gcctcggccc 
ccagcactCc 
cagtcagctc 
gctatatttc 
cttatgcggt 
gtctaatgca 
tagggtgggg 
ggcacccttg 
ctgaaggtct 
aggatcagga 
tgttttgaag 



cctgaactca 
tcttgggccc 
tcttccctcc 
gcttttgaga 
acagagacct 
agggagagtg 
ttttaggaat 
tctcccaccc 
tgcagtagag 
tgccattctc 
cacctctcct 
cattaggagc 
ggaagcctga 
ggccctgaat 
ccccgatgta 
gagtgaggga 
acctctggct 
caccggcaga 
tgcccaggac 
ctagagcacc 
gggggagtgt 
aacttcctgc 
gtgggggttg 
ggttggagag 
tcttattctg 
aggtagaggg 
cagatggatg 
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ccgttaattg ctaataagtc ttagttatta acgcaggctc atcagggccc ccccttgggg 
3240 

aaatacttga CcagCgg 
3257 

<210> 6054 
<211> 382 
<212> PRT 

<213> Homo sapiens 



<400> 6054 



Leu 


Phe 


Leu 


Leu 


Ser Cys Asn Arg Lys 


Thr 


His 


Phe 


Gly 


Ala 


Gly 


He 


1 








5 


10 










15 




Pro 


lie 


Met 


Ser 


Val Met Val Val Arg 


Lys 


Lys 


Val 


Thr 


Arg 


Lys 


Trp 








20 


25 










30 






Glu 


Lys 


Leu 


Pro 


Gly Arg Asn Thr Phe 


Cys 


Cys 


Asp 


Gly 


Arg 


Val 


Met 






35 




40 








45 








Met 


Ala 


Arg 


Gin 


Lys Gly He Phe Tyr 


Leu 


Thr 


Leu 


Phe 


Leu 


He 


Leu 




50 






55 






60 










Gly 


Thr 


Cys 


Thr 


Leu Phe Phe Ala Phe 


Glu 


Cys 


Arg 


Tyr 


Leu 


Ala 


Val 


65 








70 




75 










80 


Gin 


Leu 


Ser 


Pro 


Ala He Pro Val Phe 


Ala 


Ala 


Met 


Leu 


Phe 


Leu 


Phe 










85 


90 










95 




Ser 


Met 


Ala 


Thr 


Leu Leu Arg Thr Ser 


Phe 


Ser 


Asp 


Pro 


Gly 


Val 


He 








100 


105 










110 






Pro 


Arg 


Ala 


Leu 


Pro Asp Glu Ala Ala 


Phe 


He 


Glu 


Met 


Glu 


He 


Glu 






115 




120 








125 








Ala 


Thr 


Asn 


Gly 


Ala Val Pro Gin Gly 


Gin 


Arg 


Pro 


Pro 


Pro 


Arg 


He 




130 






135 






140 










Lys 


Asn 


Phe 


Gin 


He Asn Asn Gin He 


Val 


Lys 


Leu 


Lys 


Tyr 


Cys 


Tyr 


145 








150 




155 










160 


Thr 


Cys 


Lys 


He 


Phe Arg Pro Pro Arg 


Ala 


Ser 


His 


Cys 


Ser 


He 


Cys 










165 


170 










175 




Asp 


Asn 


Cys 


Val 


Glu Arg Phe Asp His 


His 


Cys 


Pro 


Trp 


Val 


Gly 


Asn 








180 


185 










190 






Cys 


Val 


Gly 


Lys 


Arg Asn Tyr Arg Tyr 


Phe 


Tyr 


Leu 


Phe 


He 


Leu 


Ser 






195 




200 








205 








Leu 


Ser 


Leu 


Leu 


Thr He Tyr Val Phe 


Ala 


Phe 


Asn 


He 


Val 


Tyr 


Val 




210 






215 






220 










Ala 


Leu 


Lys 


Ser 


Leu Lys He Gly Phe 


Leu 


Glu 


Thr 


Leu 


Lys 


Glu 


Thr 


225 








230 




235 










240 


Pro 


Gly 


Thr 


Val 


Leu Glu Val Leu He 


Cys 


Phe 


Phe 


Thr 


Leu 


Trp 


Ser 










245 


250 










255 




Val 


Val 


Gly 


Leu 


Thr Gly Phe His Thr 


Phe 


Leu 


Val 


Ala 


Leu 


Asn 


Gin 








260 


265 










270 






Thr 


Thr 


Asn 


Glu 


Asp He Lys Gly Ser 


Trp 


Thr 


Gly 


Lys 


Asn 


Arg 


Val 






275 




280 








285 








Gin 


Asn 


Pro 


Tyr 


Ser His Gly Asn He 


Val 


Lys 


Asn 


Cys 


Cys 


Glu 


Val 




290 






295 






300 










Leu 


Cys 


Gly 


Pro 


Leu Pro Pro Ser Val 


Leu 


Asp 


Arg 


Arg 


Gly 


He 


Leu 


305 








310 




315 










320 


Pro 


Leu 


Glu 


Glu 


Ser Gly Ser Arg Pro 


Pro 


Ser 


Thr 


Gin 


Glu 


Thr 


Ser 










325 


330 










335 




Ser 


Ser 


Leu 


Leu 


Fro Gin Ser Pro Ala 


Pro 


Thr 


Glu 


His 


Leu 


Asn 


Ser 
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340 

Asn Glu Met Pro Glu Asp Ser Ser 
355 360 
Glu Pro Pro Glu Pro Pro Gin Glu 
370 375 

<210> 6055 

<211> 2089 

<212> DNA 

<213> Homo sapiens 



345 350 
Thr Pro Glu Glu Met Pro Pro Pro 

365 

Ala Ala Glu Ala Glu Lys 
380 



<400> 6055 
nnggccgggg 
60 

gaatttaagg 
120 

gcttacaata 
180 

tataacttgt 
240 

acagaagctt 
300 

attatggagt 
360 

cctatttgga 
420 

ggatctgtga 
480 

cggcagaaaa 

540 

ggttccacag 
600 

attgtggaca 
660 

ttcttgtccg 
720 

tcagccactg 
780 

gctgtagctg 
840 

ttcagctggt 
900 

tccagcatca 
960 

gaggcactga 
1020 

acgatgccgc 
1080 

agaggcagct 
1140 

cagctgcaac 
1200 

tgcacctaaa 
1260 



cggagagagg 
cccatcgagt 
accagtcaaa 
cagcaaacta 
tgtgctgggc 
atgatttaca 
gcatggctgc 
aactatttca 
gtcgcatcct 
actacattag 
ggcagtatat 
atggcactat 
ggacgcttgt 
accaagaaga 
ccctgtgaca 
cactcatgac 
cacccactta 
tctccgaaaa 
tctcctcttc 
aggcaagaaC 
gacaaagggt 



cgagcaccgg 
acgtttcttt 
cagattggct 
ctttcaggag 
agaaggacag 
ggcgttaaac 
cagccccagt 
aattacccca 
gagtctcagc 
tgtgtttgat 
gggcgtgtct 
cataagtgtg 
gaagagccat 
cagtttcgtg 
tctaacagca 
gtgcgcactg 
gtccttcgtc 
atcacctttc 
cagtctgctc 
ggggatactc 
cctgagaaca 



gaaggggagc 
aattatgttc 
gcctcacgaa 
aaatttttcc 
cgactcttta 
atcaagfcatg 
ggctctcaac 
gacaaaatcc 
tggcatccct 
gtcaaatcag 
aagcggaagt 
gactctgctg 
ctcatcgcta 
gtgggcacag 
gtgagaagca 
tggcccacag 
ctctcatgga 
cccaccgatg 
atcacttaga 
ttccaccctc 
ttatctgtag 



gtggggccgc 
catcaggaat 
cagatggcac 
caggtcatga 
gtgctgggct 
ctatggatgc 
ttttggttgg 
agtttgaaag 
ctggtaccca 
gcagcgctgC 
gcatcgtgtg 
ggaaggcgca 
atgctgacgt 
cgagggaaca 
gtgggtgcgg 
cccaacagcg 
gaaggtggaa 
tctcatctcc 
actttggcga 
t^aaaacgca 
ctgtatcccc 



tggaatgggt 
ccgctgtgtg 
tgcggaaatt 
gtctcgggct 
caatggcgag 
ctttggagga 
ttgtgaagat 
aaattttgat 
cattgcagct 
tcataagatg 
gggtgtcgcc 
gttctgggac 
gcagtccatt 
gtctcccact 
acaaaaccgt 
ctgatatctg 
gtaaagaatt 
tgttctaaaa 
ccgggatcca 
gatcatttac 
ccaCgtggaa 
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gttggatagc 
1320 

acaacataag 
1380 

ttttgttttc 

1440 

ttgttcagct 
1500 

cagtggaggc 
1560 

gtaccagCgc 
1620 

ctgctcacaa 
16B0 

tcgctcatcc 
1740 

ggagccggac 
1800 

tcacacacat 
1860 

tgttctgcat 
1920 

catttcctcc 
1960 

ttggaaccta 
2040 

tcacaaatca 
2089 



ctattctaca 
cctcaaaagg 
tgaagattca 
gtcaggagga 
catgtgcctt 
tggagtccat 
tttcccagtg 
ggaccagcag 
tgtccagaag 
cagttttcat 
cattgacaag 
cacgaatgac 
aaacagggca 
cggtaataaa 



gtttctcggt 
gtttccaaaa 
acaaagctct 
agctccaagc 
ttggcagtca 
gtctacaacg 
actgctatgg 
gtatttgagc 
cagggctttc 
cccaagagac 
tcattgcccc 
atcattgctc 
ctgtctgtgt 
acaagttatt 



tttttctcta 
tgccagcatt 
ttgtagcacc 
acctgcatgc 
gtccagatgg 
taaaacagct 
ctattgcccc 
acagcatccc 
accacctttg 
cgatgcacat 
ttccaaatga 
agcccccacc 
ccttccttga 
cttgaaaaaa 



tcggctgaat 
ccctcgctct 
aaaccaagga 
tttccagcct 
gaactggcca 
aaagctccac 
caataccaac 
agacaaacag 
gccccaaagg 
ccttctccaC 
caaaacctta 
acccattaaa 
actgtctacc 
aaaaaaaaa 



tacgaacatg 
gcccttcaga 
gctctgcata 
cagtcaggaa 
gccgcatcag 
tgcacggtgc 
aaccttgtcd 
tatacagatt 
gatactccta 
gatgcctaca 
ctctacaatc 
aagaagaaat 
ctgttgctct 



<210> 6056 

<211> 265 

<212> PRT 

<213> Homo sapiens 



<400> 6056 
Xaa Ala Gly 
1 

Ala Gly Met 

Val Pro Ser 
35 

Leu Ala Val 

50 

Ala Asn Tyr 

65 

Thr GIu Ala 

Leu Asn Gly 

Tyr Ala Met 
115 

Pro Ser Gly 

130 
Leu Phe Gin 



Ala Glu 
5 

Gly Glu 
20 

Gly lie 

Ser Arg 

Phe Gin 

Leu Cys 

85 
Glu He 
100 

Asp Ala 
Ser Gin 
lie Thr 



Arg Gly Glu 

Phe Lys Ala 

Arg Cys Val 
40 

Thr Asp Gly 
55 

Glu Lys Phe 
70 

Trp Ala Glu 

Met Glu Tyr 

Phe Gly Gly 
120 

Leu Leu Val 

135 
Pro Asp Lys 



His Arg 

10 
His Arg 
25 

Ala Tyr 

Thr Val 

Phe Pro 

Gly Gin 

90 
Asp Leu 

105 

Pro lie 
Gly Cys 
He Gin 



Glu Gly Glu Arg 

Val Arg Phe Phe 
30 

Asn Asn Gin Ser 
45 

Glu He Tyr Asn 
60 

Gly His Glu Ser 
75 

Arg Leu Phe Ser 

Gin Ala Leu Asn 
110 

Trp Ser Met Ala 
125 

Glu Asp Gly Ser 
140 

Phe Glu Arg Asn 



Gly Ala 
15 

Asn Tyr 

Asn Arg 

Leu Ser 

Arg Ala 
80 

Ala Gly 
95 

He Lys 
Ala Ser 
Val Lys 
Phe Asp 



5238 



wo 00/58473 



PCT/USOO/08621 



145 150 












^ tin 


Arg Gin Lys Ser Arg lie 


Leu 


Ser 




nxs 




OCX \Jiy 


165 












X / 3 


His lie Ala Ala Gly Ser 


He Asp 


lyT XXS Oe£^ 


vax 


f nc 


vax uya 


180 






IBS 






190. 


Ser Gly Ser Ala Val His 


Lys 


Met 


He Val Asp 


Arg 


Gin 


Tyr Met Gly 


195 




200 






205 




Val Ser Lys Arg Lys Cys 


He 


Val 


Trp Gly Val 


Ala 


Phe 


Leu Ser Asp 


210 


215 






220 






Gly Thr He He Ser Val 


Asp 


Ser 


Ala Gly Lys 


val 


Gin 


Phe Trp Asp 


225 230 






235 






240 


Ser Ala Thr Gly Thr Leu Val 


Lys 


Ser His Leu 


He 


Ala 


Asn Ala Asp 


245 






250 






255 


Val Gin Ser He Ala Val Ala Asp 


Gin Glu Asp 


Ser 


Phe 


val Val Gly 


260 






265 






270 


Thr Ala Arg Glu Gin Ser 


Ser 


He 


Phe Ser Trp 


Ser 


Leu 




275 




280 






285 





<210> 6057 

<211> 3924 

<212> DNA 

<213> Homo sapiens 

<400> 6057 

tgacataaac atcaagtatt tttgctctaa gattataatc tttacataag ttagaatata 
60 

tttaaacaca agggggagct aaaagcaaat gggggtaaac aaaccagaaa aatcaaaata 
120 

caaatataca cagagccaaa aCagtatttc cgtcagcagc aaaacagaaa caattccaaa 
180 

actaatgtgc aaatgaaaat aaagtagtta acagtcattc atttaataag cttgtgtatt 
240 

tgataatgaa aacgcttagc tttccttttc cgacctcgga aaagtaaCca ccatctttag 
300 

taaggtatta cttttaaaag tatgacttta acaagtgaat aaagcatgtt tagagtatgt 
360 

ttatgtttag aaacaatacc ttgaacacta cagaaaacaa caatatcctg aaaacccagt 
420 

ttattttcca tgtcgtggac agatccagtc agtgtgatca ggttttctgc atgtgtaata 
480 

atttatcaaa ataagttttc tcacaagact cttttccatc aactctgaaa accctgatct 

54 0 

gacaacatac cccaataaag ctccggacaa gcacctccta aagcttggaa gaaaatgtgc 
600 

caagtctttt cctgtaacat ttactgcact acaaatggct aaagagcaat ttatggccta 
660 

aaaggtgaat agtacaacag gtgagttcag gaaattgttt tagtgcacct tgcCccagtt 
720 

ttagccaaca tgctacattt tcctttttgg tttttgtttt gttgttgttg ttttttgggg 
780 

gaaggagagg gagaccgcac aaagtggact tgaggatttc cattgtacga aaaagatatg 
840 

actctgcaag caaaacagtg taagctgcct tttttcttaa gacctggaca ttttaagaca 
900 
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gaaactttgc 
960 

atcgtcacat 
1020 

cccaagtcct 
1080 

aaaacattct 

1140 

tttcactaca 
1200 

gtatcacact 
1260 

gtatcactgc 
1320 

ttccacggtc 
1380 

agaccattct 
1440 

aagggagcac 
1500 

ctgtgttctg 
1560 

atgatctgct 
1620 

aagtttcggt 
1680 

tcgtcatcct 
1740 

cttttcaatg 
1800 

agacgaggct 
1860 

ttcactgaat 
1920 

ccaacgccaa 
1980 

cctttccatt 
2040 

acacttggac 
2100 

ccagatagct 
2160 

gatttaggat 
2220 

gtgtgtgtct 
2280 

tctctctcat 
2340 

ctcttgtctt 
2400 

ctttttcctg 
2460 

cgatgattta 
2520 



aaaacattac 
tgctagtcag 
catccccaca 
tggtcctctt 
taaattaCag 
aagatttcta 
tacttgtctc 
caaacttgaa 
tctgtaactg 
atgtttcatc 
cctcaagtga 
gggaaatcac 
tCatatccct 
tctctgagcc 
ctttcaaaaa 
gctgattaag 
ttgtagatgg 
atgtggactc 
gcgtaggtct 
cagttccatt 
gtaagtcttt 
tcggaggata 
gggcgtgtag 
actcaggatt 
ctttcctccc 
catggaaaat 
tgttttctgt 



acaatttttt 
agaaatgttg 
acattcattt 
catattgaag 
ttcttcattt 
aagctgttag 
tgtgtcatca 
gtcacagatc 
ttcactaata 
attttcactg 
acttgaaaga 
tgaggcattg 
ttcttggcga 
agcacggctt 
ttcactcttc 
tttgtcaaca 
actaaagCtc 
atgagggaaa 
tgtaggtgga 
cttaactggc 
tgtattacct 
ttctaagaga 
gccccacaca 
taaagacgga 
ggtttcattg 
actgctacga 
accacttctt 



attattaaat 
cagtgatgaa 
acaaagaaat 
tcccccaaaa 
ttacaactca 
gaaatccttc 
ttctcagttg 
aagccatttt 
acctggaatt 
tcttcctgcc 
acatcagttt 
ccattctctt 
gtactattgc 
tcaCcttcat 
ttatcagtgc 
ggagaagagg 
ttggcagttg 
gaagttccaa 
gcagcaggtt 
tgtgacggaa 
ttcttaatga 
ggagcttggg 
cctgcagcta 
aaatcctcag 
tcaggtatgt 
gaacgggaac 
ccatgtgtac 

5240 



gagaaaatct 
gaaagtcaaC 
aatgttcaac 
aaccccctcc 
ccccaaactg 
acacatcgtc 
tgggtttgaa 
tcaaaatacc 
cCctcatttc 
agcccaCttc 
gtgggaaggt 
gaggaatttc 
tgttatgtaa 
gttcctcttc 
gcattcgtgt 
aatctgagcg 
atttaaaagc 
ctttattttc 
tagggactaa 
gattCcctac 
ccagcatcct 
agattttttt 
aagacttatt 
ctccaaactg 
tgctttcatg 
ttccaccatg 
gccatccatt 



catttgctac 
gttggaccaa 
acagcccaac 
taatggggta 
tatgagagat 
gtcatctgat 
agtgctgttc 
attttttccc 
atcctcagtt 
ctttaacaat 
tgaagaccga 
attttcatcg 
attaaatgag 
tactctgtct 
cagtttggtt 
attacactct 
attaaagttg 
ttttgtttgg 
acctttataa 
tactgggaat 
tggagctcta 
ggttgggtat 
gtgatttggC 
tttgcgttct 
tagtccttgg 
gtatccacct 
tttttctttc 
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cctccaaagc Cacctccatt aggacgtcca 
2580 

tgtcgtcgac ggttcacatc ataacgattc 
2640 

ccaaaattca atgacgattt caaactgctg 
2700 

gggaaattaa gccaggctgg agcaaagtca 
2760 

ctcagtgaaa caaggcttca acacctcatg 

2820 

aacaggactg cacaggaagg tgttggtttt 
28S0 

tttttatttt gtatcctctg aaataatatc 
2940 

tatttgacat agagttactt caagtcagct 
3000 

ggctatctcc cgaattagcc aagttctcca 
3060 

catgtacttg ccactgttgt acttgtccac 
3120 

aaagcaaaaa caaaaagaaa atttcacatc 
3180 

agagacacac atagctatct caatactacc 
3240 

ttccacgtaa ataaaagata aaaggaaaaa 
3300 

gaaaaagtgt cccattgtga caCgaaagag 
3360 

aaaggtaaaa ataaactgcc atgaaacctc 
3420 

actacccagt acacaaatca acgtctctca 
3480 

gggggaaggg gaggcaaaaa ttaccaccag 
3540 

tttgaaccaa aatactgaag aaatgctgcc 
3600 

gttcactact atcaattcac ttcacagacg 
3660 

caaaattatc caaaaacact gtaaatccaa 
3720 

acacaaaacc tagatgatga tcttcatatc 
3780 

gaggtgcccc tggcctgggg gtgccgccgc 
3840 

tcgaataatc cccttttgcc gcttttccct 
3900 

cgccgacccg atccgcaatg ttct 
3924 

<210> 6058 

<211> 500 

<212> PRT 

<213> Homo sapiens 



atagcagaat caaagccatc tgaagagttg 
tctgcccatg caaagttttc agaacgcttc 
gtcaggacct ttgtcgacga tggtggagta 
tgctgcgcca tttaggtcca gtctctccaa 
gcaagtccca taatagtact tacaaattcc 
ttctctgtaa tctttacttt ccagtttgta 
gaagctcttt gaagatactt aacctacgac 
acccatactt ctgttttaaa gttttcatat 
gatttaagat caaagtcttc tttattattc 
tccagatgaa atatccaatt cacgagccaa 
tgaagagcat tcctaaacat cagcatatac 
atgctgccgg aaaactgcaa catcttaaat 
aactctgtat tctttcaatc tcttcattca 
ctgaagtcaa aaattcctaa aactttcaat 
agcaatactc agtcatttga aactgctgaa 
gtttcggctg aagaacccca acaacggggt 
ctgaaatact gtaaccagtt atataatccg 
tgggtctctt cccaagtagc ttgctgaatc 
attcttgcca attttaataa acttctgggg 
aatggccact taaaataCcc agggcctttt 
tgagtaattc aatcaccttc tgccccacca 
gcctgatccc gggagaaggt tttcggtact 
cccccacaac cagtctcagt cccaaaatgg 
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<400> 6058 

Met Ala Gin His Asp Phe Ala Pro Ala Trp Leu Asn Phe Pro Thr Pro 

15 10 15 

Pro Ser Ser Thr Lys Val Leu Thr Ser Ser Leu Lys Ser Ser Leu Asn 

20 25 30 

Phe Glu Lys His Ser Glu Asn Phe Ala Trp Thr Glu Asn Arg Tyr Asp 

35 40 45 

Val Asn Arg Arg Arg His Asn Ser Ser Asp Gly Phe Asp Ser Ala lie 

50 55 60 

Gly Arg Pro Asn Gly Gly Asn Phe Gly Arg Lys Glu Lys Asn Gly Trp 
65 70 75 80 

Arg Thr His Gly Arg Asn Gly Thr Glu Asn lie Asn His Arg Gly Gly 

85 90 95 

Tyr His Gly Gly Ser Ser Arg Ser Arg Ser Ser lie Phe His Ala Gly 

100 105 110 

Lys Ser Gin Gly Leu His Glu Asn Asn lie Fro Asp Asn Glu Thr Gly 

115 120 125 

Arg Lys Glu Asp Lys Arg Glu Arg Lys Gin Phe Glu Ala Glu Asp Phe 

130 135 140 

Pro Ser Leu Asn Pro Glu Tyr Glu Arg Glu Pro Asn His Asn Lys Ser 
145 150 155 160 

Leu Ala Ala Gly Val Trp Gly Leu His Ala Gin Thr His Thr Tyr Pro 

165 170 175 

Thr Lys Lys lie Ser Gin Ala Pro Leu Leu Glu Tyr Pro Pro Asn Pro 

180 IBS 190 

Lys Ser Arg Ala Pro Arg Met Leu Val lie Lys Lys Gly Asn Thr Lys 

195 200 205 

Asp Leu Gin Leu Ser Gly Phe Pro Val Val Gly Asn Leu Pro Ser Gin 

210 215 220 

Pro val Lys Asn Gly Thr Gly Pro Ser Val Tyr Lys Gly Leu Val Pro 
225 230 225 240 

Lys Pro Ala Ala Pro Pro Thr Lys Pro Thr Gin Trp Lys Ser Gin Thr 

245 250 255 

Lys Glu Asn Lys Val Gly Thr Ser Phe Pro His Glu Ser Thr Phe Gly 

260 265 270 

Val Gly Asn Phe Asn Ala Phe Lys Ser Thr Ala Lys Asn Phe Ser Pro 

275 380 285 

Ser Thr Asn Ser Val Lys Glu Cys Asn Arg Ser Asn Ser Ser Ser Pro 

290 295 300 

Val Asp Lys Leu Asn Gin Gin Pro Arg Leu Thr Lys Leu Thr Arg Met 
305 310 315 320 

Arg Thr Asp Lys Lys Ser Glu Phe Leu Lys Ala Leu Lys Arg Asp Arg 

325 330 335 

Val Glu Glu Glu His Glu Asp Glu Ser Arg Ala Gly Ser Glu Lys Asp 

340 345 350 

Asp Asp Ser Phe Asn Leu His Asn Ser Asn Ser Thr His Gin Glu Arg 

355 360 365 

Asp lie Asn Arg Asn Phe Asp Glu Asn Glu lie Pro Gin Glu Asn Gly 

370 375 • 380 

Asn Ala Ser Val lie Ser Gin Gin lie lie Arg Ser Ser Thr Phe Pro 
385 390 395 400 

Gin Thr Asp Val Leu Ser Ser Ser Leu Glu Ala Glu His Arg Leu Leu 

405 410 415 

Lys Glu Met Gly Trp Gin Glu Asp Ser Glu Asn Asp Glu Thr Cys Ala 
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420 




425 


430 






Pro Leu 


Thr 


Glu 


Asp 


Glu Met Arg Glu Phe Qln 


Val lie Ser 


Glu 


Gin 




435 






440 


445 






Leu Gin Lys 


Asn 


Gly 


Leu Arg Lys Asn Gly lie 


Leu Lys Asn Gly 


Leu 


450 








455 


460 






iXe Cys 


Asp 


Phe 


Lys 


Phe Gly Pro Trp Lys Asn 


Ser Thr Phe 


Lys 


Pro 


465 








470 475 






480 


Thr Thr 


GlU 


Asn 


Asp 


Asp Thr Glu Thr Ser Ser 


Ser Asp Thr 


Ser 


Asp 








485 


490 




495 




Asp Asp 


Asp 


Val 













500 



<210> 6059 
<211> 1442 
<212> DNA 

<213> Homo sapiens 
<400> 6059 

aatgcattga gaactcacaa ttttccatgt gttatgcata tgttacatac tctatgtcat 
60 

ttaaatgtaa tgattttctt taaagtaatt taaacaccac tgaaaacaca ggaactactt 
120 

ttaagcctaa acataaccat atcatacttt acaagggctt tatccacttg actgtaaatt 
180 

gtatttgatg ctgagctatt cactaaatct aattcagctc cagtaagagt attcaataaa 
240 

caaacatcga ttgctttcct aCcttacatt tttttaggag cgcgaaataa gtgagtcatc 
300 

atgaattggg aaaatgagag ccccccaaaa gagtttatac cacttggctt ctcagatagg 
360 

gcttggctac aaatgccccC ttCtgCggtc ctgttaatat cacacacaat caccaCattC 
420 

ggcaatgtgt ccatcatgat ggtgtgcact ctggatccca aacttcacac tcccatgtat 
480 

ttctttctca ctaatctctc catcctagat ctctgctata ccacaactac agtccctcat 
540 

atgttggcaa atattggttg caacaaaaag accatcagct atgctggctg tgtggcccac 
600 

ctcatcatct tcctggccct aggtgctaca gagtgtctcc ttctggctgt tatgtccttt 
660 

gacagatacg tggctgtttg cagacccctc cactatgtag tcatcatgaa ttattggttc 
720 

tgcctaagga tggcagccCt ctcatggctc attggtttcg gcaactcagt gctgcagtct 
780 

tccttgactc ttaacatgcc acgctgtggt caccaggaag tggaccactt tttctgtgag 

840 

gtgcctgcac ttctcaagtt gtcatgtgct gacacaaagc ctattgaggc tgagctcttc 
900 

ttctttagtg tactaattct tctaattcca gtgacattga CcctcaCctc ctatggcttc 
960 

atagctcaag cagtattaaa aatcaggtca gcagaaggac ggcaaaaagc atttgggaca 
1020 

tgtgggtccc acatgattgt ggtgtccctc ttttatggaa cagccattta tatgtatctc 
1080 



5243 



wo 00/58473 



PCTAJSOO/08621 



caaccacctt catccacctc taaggactgg ggaaagatgg tttccctctt ctatggaatc 
1140 

atcacatcca cgttgaactc cctcatctac agcctcagaa ataaagatat gaaggaggcc 

1200 

tccaagaggc tgatgccaag aatctttttc tgtaagaaat aagaagtact ccactgtgat 
1260 

gagaatcttc ttagtctttc cttatcttca atgatggtaa tgacctctga actcattttc 
1320 

ctattttcca ggctctggtg atctcactaa attctgtcaa caattagaaa atccctcctc 
1380 

tgttggccgg gcgcggtggt tcacgcctgt aatcccagta ctttgtgggg gccaaggtgg 

1440 

gc 

1442 



<210> 6060 
<211> 313 
<212> PRT 

<213> Homo sapiens 



<400> 6060 



Met 


Asn 


Trp 


Glu 


Asn 


Glu 


Ser 


Ser Pro Lys Glu 


Phe 


He 


Leu 


Leu 


Gly 


1 








5 






10 








15 




Phe 


Ser 


Asp 


Arg 


Ala Trp 


Leu 


Gin Met Pro Leu 


Phe 


Val 


val 


Leu 


Leu 








20 








25 






30 






lie 


Ser 


Tyr 


Thr 


He 


Thr 


He 


Phe Gly Asn Val 


Ser 


He 


Met 


Met 


Val 






35 










40 




45 








Cys 


He 


Leu 


Asp 


Pro 


Lys 


Leu 


His Thr Pro Met 


Tyr 


Phe 


Phe 


Leu 


Thr 




50 










55 




60 










Asn 


Leu 


Ser 


He 


Leu Asp 


Leu 


Cys Tyr Thr Thr 


Thr 


Thr 


Val 


Pro 


His 


65 










70 




75 










80 


Met 


Leu 


Val 


Asn 


He Gly Cys 


Asn Lys Lys Thr 


He 


Ser 


Tyr 


Ala 


Gly 










85 






90 








95 




Cys 


Val 


Ala 


His 


Leu 


He 


He 


Phe Leu Ala Leu 


Gly 


Ala 


Thr 


Glu 


Cys 








100 








105 






110 






Leu 


Leu 


Leu 


Ala 


Val 


Met 


Ser 


Phe Asp Arg Tyr 


Val 


Ala 


Val 


Cys 


Arg 






lis 










120 




125 








Pro 


Leu 


His 


Tyr 


Val 


Val 


He 


Met Asn Tyr Trp 


Phe 


Cys 


Leu 


Arg 


Met 




130 










135 




140 










Ala 


Ala 


Phe 


Ser 


Trp 


Leu 


He 


Gly Phe Gly Asn 


Ser 


Val 


Leu 


Gin 


Ser 


145 










ISO 




155 










160 


Ser 


Leu 


Thr 


Leu 


Asn 


Met 


Pro 


Arg Cys Gly His 


Gin 


Glu 


val 


Asp 


His 










165 






170 








175 




Phe 


Phe 


Cys 


Glu 


Val 


Pro 


Ala 


Leu Leu Lys Leu 


Ser 


Cys 


Ala 


Asp 


Thr 








180 








185 






190 






Lys 


Pro 


He 


Glu 


Ala 


Glu 


Leu 


Phe Phe Phe Ser 


Val 


Leu 


He 


Leu 


Leu 






195 










200 




205 








lie 


Pro 


Val 


Thr 


Leu 


He 


Leu 


He Ser Tyr Gly 


Phe 


He 


Ala 


Gin 


Ala 




210 










215 




220 










Val 


Leu 


Lys 


He 


Arg 


Ser 


Ala 


Glu Gly Arg Gin 


Lys 


Ala 


Phe 


Gly 


Thr 


225 










230 




235 










240 


Cys 


Gly 


Ser 


His 


Met 


He 


val 


Val Ser Leu Phe 


Tyr 


Gly 


Thr 


Ala 


He 










245 






250 








255 




Tyr 


Met 


Tyr 


lieu 


Gin 


Pro 


Pro 


Ser Ser Thr Ser 


Lys 


Asp 


Trp 


Gly 


Lys 
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260 

Met Val Ser Leu Phe 

275 

lie Tyr Ser Leu Arg 

290 

Met Pro Arg He Phe 
30S 

<210> 6061 
<211> 1582 
<212> DNA 

<213> Homo sapiens 



265 

Tyr Gly He He Thr Ser 
280 

Asn Lys Asp Met Lys Glu 
295 

Phe Cys Lys Lys 
310 



270 

Met Leu Asn Ser Leu 
285 

Ala Phe Lys Arg Leu 
300 



ggcagtcgcg 


ggatgcgccc 


gtggaggaac 


ctagcacctg 


ccatgaggag 


gatgtgaccg 


tgattgttgc 


cataggtgtg 


tggtttgcag 


gcagcgctac 


ccattgtgga 


cctcattggt 


acgatgtcgt 


caccaccaac 


aagatgcctc 


gggtctcatg 


cagagaagct 


tgttgccatg 


tcagcgacat 


cattgtggtg 


cgatgtaccc 


tccgttggac 


ctgtcagtca 


cctggtgctg 


ggattgacca 


gtctctgtcg 


tagcttctga 


gccagataaa 


caatttagtg 


cctacaggcc 


gctcagctta 


gccttctact 


cagctgtgtg 


tgcatagtaa 


caaactgtgg 


ctggtgagtg 


ctgcaagagg 


agtattgaaa 


tcaagaaaat 


tgagccaccg 



<400> 6061 
nggcaggccc 
60 

gggagccaca 
120 

ccatcctctt 
160 

ggactgagtc 

240 

ctggccacca 
300 

tgccggccgc 
360 

gccatggaga 
420 

ccccacattg 
480 

tcccactgca 
540 

acaatgggct 
600 

gccaagcgga 
660 

cccaaactcc 

720 

gtgacaagga 
780 

gctgctgagg 
840 

ggcctcccag 
900 

agcagctagc 
960 

ttttcctata 
1020 

agcaggagat 
1080 

gcagtctaat 
1140 

actggtggac 
1200 



gcgcccgcgc 
gcctgaggcc 
ccccaatttg 
aggagccctc 
tctttctggc 
gagacctgct 
cccagtctga 
aggccattct 
ttgccatctt 
ctggggccaa 
tcagccccag 
tggacgcacg 
atgcctgcca 
agcatttgga 
gccctgaagg 
catgaaggcc 
gage tag ttg 
ccccgtcagt 
actacagtta 
tgtcagcttt 



ccggactttg 
ctcaggtctc 
ccacttccag 
tggaagcatg 
ttcgtttgca 
gcagcgctat 
gccctctgag 
ggagaatgaa 
gaagatttgt 
gatgaagact 
ggtggatgat 
gacgactgcc 
tctgacggga 
agtccttcga 
cttcctgcag 
cctgccgcca 
ttctccacgg 
ttatgcctct 
ggggagatgc 
atttagctca 



ccatcggcgg 
tgcaggtgtc 
cagctttagc 
gagactgtgg 
gccttggtgc 
gattctaagc 
ttagaactgg 
gactggatcg 
cacactctga 
tcagccagtg 
gttgtgaagt 
ctgctcctgt 
ggcctggact 
gaagcagccc 
gagcagtctg 
tccctggatg 
ctggagagtt 
tttgcagttg 
cattcactct 
cctagtgttt 
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Cctaagaaat caagaggttc cacattaaaa tcagaatttc tggcctcccc cgatcggtca 
1260 

gaatgtgtgg caattctgat ctgcatcttc agaagaggac aatcaatcga aaccaagtag 
1320 

gggtttcttc tttCggcaag acttgtactc tctcacctgg cctgcttcat ttatttgtat 
1380 

tatctgcctg gtccctgagg cgtctgggtc tctcccctcc cttgcaggtt tgggtttgaa 

1440 

gctgaggaac tacaaagctg atgacttctt ttttatcttt atgcctgcaa tttcacctag 
1500 

ctaccactag gtggatagta aatttatact tatgtttcaa aaaaaaacca tcaactttgt 
1560 

agttcctcag cttcagccga eg 
1582 

<210> 6062 

<211> 226 

<212> PRT 

<213> Homo sapiens 

<400> 6062 

Met Glu Thr Val Val He Val Ala He Gly Val Leu Ala Thr He Phe 

15 10 15 

Leu Ala Ser Phe Ala Ala Leu Val Leu Val Cys Arg Gin Arg Tyr Cys 

20 25 30 

Arg Pro Arg Asp Leu Leu Gin Arg Tyr Asp Ser Lys Pro He Val Asp 

35 40 45 

Leu He Gly Ala Met Glu Thr Gin Ser Glu Pro Ser Glu Leu Glu Leu 

50 55 60 

Asp Asp Val Val He Thr Asn Pro His He Glu Ala He Leu Glu Asn 
65 70 75 80 

Glu Asp Trp He Glu Asp Ala Ser Gly Leu Met Ser His Cys He Ala 

85 90 95 

He Leu Lys He Cys His Thr Leu Thr Glu Lys Leu Val Ala Met Thr 

100 105 110 

Met Gly Ser Gly Ala Lys Met Lys Thr Ser Ala Ser Val Ser Asp He 

115 120 125 

He Val Val Ala Lys Arg He Ser Pro Arg Val Asp Asp Val Val Lys 

130 135 140 

Ser Met Tyr Pro Pro Leu Asp Pro Lys Leu Leu Asp Ala Arg Thr Thr 
145 150 155 160 

Ala Leu Leu Leu Ser Val Ser His Leu Val Leu Val Thr Arg Asn Ala 

165 170 175 

Cys His Leu Thr Gly Gly Leu Asp Trp He Asp Gin Ser Leu Ser Ala 

180 185 190 

Ala Glu Glu His Leu Glu Val Leu Arg Glu Ala Ala Leu Ala Ser Glu 

195 200 205 

Pro Asp Lys Gly Leu Pro Gly Pro Glu Gly Phe Leu Gin Glu Gin Ser 

210 215 220 

Ala He 
225 

<210> 6063 
<211> 2286 



5246 



wo 00/58473 



PCTAJSOO/08621 



<212> DNA 

<213> Homo sapiens 

<400> 6063 

nnacgcgtga agggtgcggg gtgcagttgc ggctccaggg ccatggcgga ggagcagggc 
60 

cgggaacggg actcggttcc caagccgtcg gtgctgttcc tccacccaga cctgggcgtg 
120 

ggcggcgccg agcggctggt gttggacgcg gcgctggcgc tgcaggcgcg cgggtgtagc 
180 

gtgaagacct ggacagcgca ctacgacccg ggccactgtt tcgccgagag ccgcgagcta 
240 

ccggtgcgct gtgccgggga ctggctgccg cgaggcctgg gcCggggcgg ccgcggcgcc 
300 

gccgtctgcg cctacgtgcg catggttttc ctggcgctct acgtgctgct cctcgccgac 
360 

gaggagttcg acgtggtagt gtgcgaccag gtgtctgcct gtatcccagt gttcaggctg 

420 

gctagacggc ggaagaagat cctattttac tgtcacttcc cagatctgct tctcaccaag 
480 

agagattctt ttcttaaacg actatacagg gccccaattg actggataga ggaatacacc 
540 

acaggcatgg cagactgcac cttagtcaac agccagttca cagctgctgt ttttaaggaa 
600 

acattcaagt ccctgtctca catagaccct gatgtcctct atccatctct aaatgtcacc 
660 

agctttgacc cagttgttcc tgaazmaagc tggatgacct agtccccaag gggaaaaaaa 
720 

ttcctgctgc tctccatcaa cagatacgaa aggaagaaaa atctgacttt ggcactggaa 
780 

gccctagtac agctgcgtgg aagattgaca ccccaagatt gggagagagt tcatctgatc 

840 

gtggcaggtg gttatgacga gagagtcctg gagaatgtgg aacactatca ggaatcgaag 
900 

aaaatggtcc aacagtccga ccttggccag tacgtgacct tcttgaggtc tttctcagac 
960 

aaacagaaaa tctccctcct ccacagctgc acgtgtgtgc tttacacacc aagcaatgag 
1020 

cactttggca ttgtccctct ggaagccacg tacatgcagt gcccagtcat tgctgttaat 
1080 

tcgggtggac ccttggagtc cattgaccac agtgtcacag ggtttctgtg tgagcctgac 
1140 

ccggtgcact tctcagaagc aatagaaaag ttcatccgtg aaccctcctt aaaagccacc 
1200 

atgggcctgg ctggaagagc cagagtgaag gaaaaatttt cccctgaagc atttacagaa 
1260 

cagctctacc gatatgttac caaactgctg gtataatcag attgttttta agatctccat 
1320 

taatgtcatt tttatggatt gtagacccag ttttgaaacc aaaaaagaaa cctagaatct 

13B0 

aatgcagaag agatctttta aaaaataaac ttgagtcttg aatgtgagcc actttcctat 

1440 

ataccacacc tccctgtcca cttttcagaa aaaccatgtc ttttatgcta taatcattcc 
1500 
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aaattttgcc agtgttaagt tacaaatgtg 
1560 

attatattct ctcgggatta ttgcCcttct 
1620 

aattggtttt catagtttaa gtgtgtatca 
1680 

tataatgaga gcagggctat tgtagttccc 
1740 

tctgttaggg aattcttgtt tgtcctgtct 
1800 

atttttttta agataatctg tatttttgca 

1660 

aaaaaagaaa cagtattaga ttttggtctc 

1920 

ggatatgaca accaaactgg aaatcagaac 

1980 

aagaacattg tcacacatgt gttgtgcatc 
2040 

aggtcattag ttttgtcaat atttgtgttg 
2100 

acaaatgttt tttatcttcc aaggcctggc 
2160 

accctctggc cacctcccaa gccagaagtt 
2220 

catgacactg gatattttcg tgacactgac 

2280 

acagca 

2286 

<210> 6064 
<211> 233 
<212> PRT 

<213> Homo sapiens 



<:400> 6064 



Xaa 


Arg 


Val 


Lys 


Gly 


Ala 


Gly 


Cys 


1 








5 








Glu 


Glu 


Gin 


Gly 


Arg 


Glu 


Arg 


Asp 








20 










Phe 


Leu 


His 


Pro 


Asp 


Leu 


Gly 


Val 






35 










40 


Asp 


Ala 


Ala 


Leu 


Ala 


Leu 


Gin 


Ala 




50 










SS 




Thr 


Ala 


His 


Tyr 


Asp 


Pro 


Gly 


His 


65 










70 






Pro 


Val 


Arg 


Cys 


Ala 


Gly 


Asp 


Trp 










85 








Gly 


Arg 


Gly 


Ala 


Ala 


Val 


Cys 


Ala 








100 










Leu 


Tyr 


Val 


Leu 


Phe 


Leu 


Ala 


Asp 






115 










120 


Asp 


Gin 


Val 


Ser 


Ala 


Cys 


He 


Pro 




130 










135 




Lys 


Lys 


He 


Leu 


Phe 


Tyr 


Cys 


His 







aaatattfcCa 






actatacctfc. 

wk w w^ w w w w 












la b wciw w wn 






«*y tgc t c tg b 




f* A a ^ a AS Ann 
baeikaaattgg 




cataatctat 


tttggtattg 


ttacgaacat 


actagggtaa 


agtggatatt 


gaaatgaagc 


ttgtttaggg 


tatatttctt 


aatgtcatct 


tcttgaccaa 


gctcctacta 


agtataggac 


tcaaatgcca 


ctgcCgcaaa 


gctttctttg 


atcttccccc 


tccatgtact 


ctagcctttt 


ttatagttca 


ctgtttacct 


ggttggtcta 



Ser 


Cys 
10 


Gly 


Ser 


Arg 


Ala 


Met 
15 


Ala 


Ser 


Val 


Pro 


Lys 


Pro 


Ser 


Val 


Leu 


25 










30 






Gly 


Gly 


Ala 


Glu 


Arg 
45 


Leu 


Val 


Leu 


Arg 


Gly 


Cys 


Ser 
60 


Val 


Lys 


He 


Trp 


Cys 


Phe 


Ala 
75 


Glu 


Ser 


Arg 


Glu 


Leu 
80 


Leu 


Pro 
90 


Arg 


Gly 


Leu 


Gly 


Trp 
95 


Gly 


Tyr 


Val 


Arg 


Met 


Val 


Phe 


Leu 


Ala 


105 










110 






Glu 


Glu 


Phe 


Asp 


Val 
125 


Val 


Val 


Cys 


Val 


Phe 


Arg 


Leu 
140 


Ala 


Arg 


Arg 


Arg 


Phe 


Pro 


Asp 


Leu 


Leu 


Leu 


Thr 


Lys 
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145 150 155 160 

Arg Asp Ser Phe Leu Lys Arg Leu Tyr Arg Ala Pro lie Asp Trp lie 

165 170 175 

Glu Glu Tyr Thr Thr Gly Met Ala Asp Cys lie Leu Val Asn Ser Gin 

180 IBS 190 

Phe Thr Ala Ala Val Phe Lys Glu Thr Phe Lys Ser Leu Ser His lie 

195 200 205 

Asp Pro Asp Val Leu Tyr Pro Ser Leu Asn Val Thr Ser Phe Asp Ser 

210 215 220 

Val Val Pro Glu Xaa Ser Trp Met Thr 
225 230 

<210> 6065 

<211> 2084 

<212> DNA 

<213> Homo sapiens 

<400> 6065 

tgatcactta aatagatatg gatagcgata gaaatctgtg tgtgtgtctt ttaaggtatt 
60 

gccatcagag agtcagcaaa ggtagctgac caagctcaaa ggagagtgtt gaggggagtt 
120 

gatgaccttg actttttcat aggagatgaa gccatcgata aacctacata tgctacaaag 
180 

tggccgattc gacatggaat cattgaagac tgggatctta tggaaaggtt catggagcaa 
240 

gtggttttta aatatcttcg agctgaacct gaggaccatt attttttaat ggggtaacta 
300 

tctccttcct gctgtaatca gtggccacca gaacctcccc ctccaacccc cgaaaacaga 
360 

gagtatcttg cagaaattat gtttgaatca tttaacgtac caggactcta cattgcagtt 
420 

caggcagtgc tggccccggc ggcatcttgg acatctcgac aagtgggtga acgtacgtta 
480 

acggggatag tcactgacag cggagatgga gtcacccatg ttatcccagt ggcagaaggt 
540 

tatgtaattg gaagctgcat caaacacatc ccgattgcag gtagagatat tacgtatttc 
600 

attcaacagc tgctaaggga gagggaggtg ggaatccctc ctgagcagtc actggagacc 
660 

gcaaaagcca ttaaggagaa atactgttac atttgccccg atatagtcaa ggaatttgcc 
720 

aagtatgatg tggatccccg gaagtggatc aaacagtaca cgggtatcaa tgcgatcaac 
780 

cagaagaagt ttgttataga cgttggttac gaaagattcc tgggacctga aatattcttt 
840 

cacccggagt ttgccaaccc agactttatg gagtccatct cagatgttgt tgatgaagta 
900 

atacagaact gccccatcga tgtgcggcgc ccgctgtata agaatgtcgt actctcagga 

960 

ggctccacca tgttcaggga tttcggacgc cgactgcaga gggatttgaa gagagtggtg 
1020 

gatgctaggc tgaggctcag cgaggagctc agcggcggga ggatcaagcc gaagcctgtg 
1080 
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gaggtccagg tggtcacgca tcacacgcag 
1140 

ctggcctcga ctcccgagtt ctttcaggCc 
1200 

gggcccagca tctgccgcca caaccccgtc 
1260 

cgcgtcgttc gatggtgtca cgttggggaa 
1320 

ccgttctgta aatagcgacg tcggtgttgc 

1380 

atgaggcgcg gcgcgggccc ttcagtaaaa 

1440 

ccagcctcct ccttctcccg ccctcctcac 
1500 

cCgctagctg acaaatacaa ttctgaagga 
1560 

aaaacaacat tagaaaatgg cgcaaaatcg 
1620 

aacccttttc ctcccagcct atttttgCaa 
1680 

atgtctatat ctcctatcat tttgtacttt 
1740 

gcacgaatag atactgacgt tatggagtgc 
1800 

gttctgatat gtttataggc aaacaaataa 
1860 

agaaaatgat tatactttat tggagtgaca 
1920 

agaattacca cagatacaCg tatcttttag 
1980 

ttatagaaga tgatggtCCg ttgtcggtga 
2040 

gtaataaaag ctgttagaac atttgtaaat 
2084 



cgctacgccg tgtggttcgg aggctccatg 
tgccacacca agaaggacta tgaagagtac 
tttggagtca tgtcctagtg tctgcctgaa 
caagtgtcct tcagaaccca gagaaggccg 
tgcccagcag cgtgcttgca ctgccggtgc 
gccatttatc cgtgtgccga ccgctgtctg 
cctcgctctc cctcctccCc ctcctccgag 
atccaaatgt gactttgaaa attgttagag 
ttaggtccca ggagagaatg tgggggcgca 
ataaaatgtt taaacttgaa atacaaatcg 
atggtatttg gtacaactgg ctgatactaa 
tgtaatccaa agtttttaat tgtgaggcat 
aacagcaaac ttttttgcca catgtttgct 
tgaagtttga acactaaaca gtaatgtatg 
ttttttttgt ttgaactttc tggagctgtt 
gtgttggatg aaatacttcc ttgcaccatt 
atcaaaaaaa aaaa 



<210> 6066 

<211> 80 

<212> PRT 

<213> Homo sapiens 



<400> 6066 
Gly He Ala He 
1 

Arg Val Leu Arg 
20 

Ala He Asp Lys 
35 

He He Glu Asp 
50 

Phe Lys Tyr Leu 
65 



Arg Glu Ser Ala 

5 

Gly Val Asp Asp 

Pro Thr Tyr Ala 
40 

Trp Asp Leu Met 
55 

Arg Ala Glu Pro 
70 



Lys Val Val Asp 
10 

Leu Asp Phe Phe 
25 

Thr Lys Trp Pro 

Glu Arg Phe Met 
60 

Glu Asp His Tyr 
75 



Gin Ala Gin Arg 
15 

He Gly Asp Glu 
30 

He Arg His Gly 
45 

Glu Gin Val Val 

Phe Leu Met Gly 
80 



<210> 6067 
<211> 406 
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<212> DNA 

<213> Homo sapiens 



<400> 6067 

agscctggca aggtcctcat ccttcccacc 
60 

tccccgagct gactgcaccc ctcttcctgg 

120 

aatatgctgg gcatggggcg gctcgggcca 
180 

ggcatggcca gtgcctggga catgcagggg 
240 

tcctagaact tacattccca gagagaaaga 
300 

gactataata atcgcaacag ctaacactct 
360 

ccgagtacat gaccaccccc acaatactcc 
406 



acatcgcacc ggtgcctctt ctgtggagtc 
gtagcggtgg cctccccaca gcactgtgtg 
ctgctccctg gccaaacgga agccctggag 
gctcactgga acgactagcg gtcctcatcc 
gactcctggg aaticataaga gtggagaaag 
tccagctaac actgcatgct gggcactgtc 
tgcagagcgc acgcgt 



<210> 6068 
c211> 117 
<212> PRT 

c213> Homo sapiens 



<400> 6068 
Met Tyr Ser Gly 
1 

Ser Cys Cys Asp 
20 

Ser Leu Phe Leu 
35 

Ser Arg Ser Ser 
50 

Pro Gly Leu Pro 
65 

Pro Ala Tyr Ser 

Arg Gly Ala Val 
100 

Met Trp Trp Glu 
lis 



Gin Cys Pro Ala 
S 

Tyr Tyr Ser Pro 

Ser Gly Asn Val 
40 

Glu Pro Pro Ala 
55 

Phe Gly din Gly 
70 

His Ser Ala Val 

85 

Ser Ser Gly Arg 
Gly 



Cys Ser Val Ser 
10 

Phe Ser Thr Leu 
25 

Ser Ser Arg Arg 

Cys Pro Arg His 
60 

Ala Val Ala Arg 
75 

Gly Arg Pro Pro 

90 

Leu His Arg Arg 
105 



Trp Lys Ser Val 
15 

lie lie Pro Arg 
30 

Met Arg Thr Ala 
45 

Trp Pro Cys Pro 

Ala Ala Pro Cys 
60 

Leu Pro Arg Lys 

95 

Gly Thr Gly Ala 
110 



<210> 6069 

<211> 456 

<212> DNA 

<213> Homo sapiens 



<400> 6069 
ngggaaggcc 
60 

atcatcccga 
120 

ctggagtact 
ISO 



taaaaaatgt 
tggtcactga 
gtatcatggt 



catttttacc 
actgattggg 
cattggggtc 



aactgtgtaa 
agaagccacc 
cccaacgtgg 



aggatgaaaa 
gctaccaccg 
gcaagtcctc 



tgtcaagcag 
aaaagagaac 
cctcatcaac 
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cccctccgga ggcagcacct caggaaaggg aaagccacca gggtgggtgg cgagcctggg 
240 

atcaccagag ctgtgacgtc caaaactcag gtggagtcct caggggccag gcccagcact 
300 

ctgccaagag ctctgcaggc gtccggcacc tgccgacctc tgtgtggctt ccggctgctg 
360 

accacgcttc cctccccccc actcagtgtc cccgctgagc acccccgggg caggcactgc 
420 

cctgccctta ttccacagtc gtcatagtct ttgcgc 
456 

<210> 6070 

c211> 148 

<212> PRT 

<213> Homo sapiens 

<400> 6070 

Xaa 61u Gly Leu Lys Asn VaX lie Phe Thr Asn Cys Val Lys Asp Glu 

15 10 15 

Asn Val Lys Gin lie He Pro Met Val Thr Glu Leu He Gly Arg Ser 

20 25 30 

His Arg Tyr His Arg Lys Glu Asn Leu Glu Tyr Cys He Met Val He 

35 40 45 

Gly Val Pro Asn Val Gly Lys Ser Ser Leu He Asn Ser Leu Arg Arg 

50 55 60 

Gin His Leu Arg Lys Gly Lys Ala Thr Arg Val Gly Gly Glu Pro Gly 
65 70 75 80 

He Thr Arg Ala Val Met Ser Lys He Gin Val Glu Ser Ser Gly Ala 

85 90 95 

Arg Pro Ser Thr Leu Ser Arg Ala Leu Gin Ala Ser Gly Thr Cys Arg 

100 105 110 

Pro Leu Cys Gly Phe Arg Leu Leu Thr Thr Leu Pro Ser Pro Pro Leu 

115 120 125 

Ser Val Pro Ala Glu His Pro Arg Gly Arg His Cys Pro Ala Leu He 

130 135 140 

Pro Gin Ser Ser 
145 

<210> 6071 

<211> 2633 

<212> DNA 

<213> Homo sapiens 

<400> 6071 

nctgaggcgg gtggcatggc ggagaaggat gacaccggag tttgacgaag aggtggtttt 
60 

tgagaattct ccactttacc aatacttaca ggatctggga cacacagact ttgaaatatg 
120 

ttcttctttg tcaccaaaaa cagaaaaatg cacaacagag ggacaacaaa agcctcctac 
180 

aagagtccta ccaaaatacc tgggatatag taatcactca atgaatataa actgcactta 
240 

ctggcatgct caaggaatgg gctattaagc aaggtatcct gttaaaagtg gctgaaacca 
300 
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tcaaaagctg 
360 

atattggatt 

420 

aggatgtgga 
480 

aacaggaaaa 
540 

tctcaatgct 
600 

cttcctggct 
660 

tatggaggac 
720 

tggccacaaa 
780 

aaaccgaagt 
840 

ctggacagca 
900 

gagccaactt 
960 

actctgagag 
1020 

ttggacttag 
1080 

gcctgcctgc 
1140 

gacggttagc 
1200 

cacttctgcc 
1260 

cctgtttgga 
1320 

agtcagtacc 
1380 

acacagcagt 
1440 

ttgaagatga 

1500 

cttatcccat 
1560 

attgctggga 
1620 

aaggcaagcc 
1680 

ctactctaca 
1740 

tagatgatat 
1800 

aagacaaaga 
1860 

aatctgtgct 
1920 



gatttttttt 
ccgactcgac 
gctgattgag 
tggacacctt 
atttgccttc 
ggtatgggga 
agccaaacta 
cagccgagct 
gatttccaga 
tccaagtcag 
ccaagcagca 
tgacaatgta 
tgaagagcag 
attgaaggct 
cctattactt 
tcatcgtatc 
agagcttaag 
gcagCgttta 
gcgtagcttg 
acttgaaaag 
cccagaacag 
agaggccatt 
tgaaatagca 
cattgcagac 
agatattgat 
gagacagaag 
gggatttaaa 



tctcagtgca 
tcattacata 
ctacttgatc 
ccaacacttt 
attagcttgc 
gtgattctat 
caagtgaccc 
tttactaacc 
ggatttacac 
catctcatcg 
aggctagcta 
accaactaca 
attccagaag 
ctgttccaac 
tctacagcca 
ttatctgatg 
cgcagctatg 
Cccaaaactc 
cagctccatc 
cttgtttgta 
aaattaaagt 
tctcaggtcg 
tgtgaaaacc 
aaagatccaa 
agtgatttca 
cgtgagcatg 
gcttcagagg 



ataagaaaga 
ccatcctgca 
ccagtatcct 
gctccctggc 
tcgttatgct 
ttgtgtatct 
taaaaaaata 
tcgtgagaaa 
tggtcagtgc 
gtcttcggaa 
ccctatatat 
tctgtgtggt 
aggaagcaca 
tctgggtggc 
attcacctcc 
tgactcaagg 
agttctatcg 
aacagaagtc 
tgaaagcatt 
cCaaagaaac 
tgattcagcc 
acaaactgct 
cacattgtac 
tcccagagga 
gaaaggacga 
aagaatccaa 
cagaaaggca 
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tgacttacct 
acaggaagtc 
gtctgcaggg 
aacccctaat 
tcccacttgg 
ggtcataaga 
cagcgttcat 
agcttcacgc 
tgcttgccca 
agctgtctac 
gctgaaaaac 
gccttttaaa 
taactttaca 
acagagttca 
tgggccctta 
Cctacctcat 
gtactttgaa 
aagagaactg 
actgaatgag 
acaagaacta 
ccacgttcaa 
acgaagaaat 
agtagtacct 
gcaggaatta 
tttttattac 
gagggtgctc 
gaagtggaag 



cacaagttgg 
ctgttacaag 
caacctcaac 
atttgggatc 
tggattgtgt 
gctttgagat 
tcggaagata 
ctcattcaag 
tttaataaag 
cgaactctaa 
taccccctga 
gagctgggcc 
gatggcttca 
gagttcttca 
cttactccag 
gctcattctg 
actcagcacc 
aataatgttc 
gtaataattc 
gtgtcagagg 
gcaagcaaca 
acagataaaa 
ttgaagcagc 
gaagcttatg 
ttgtctcaag 
caagaattaa 
caacttctat 
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ttagtgatca tggtaagcac tgactttaaa 
1980 

ttctttcttg aaccaCgaat gttattttag 
2040 

caccagtatg catagcacct tttcttctag 
2100 

aggaatgtaa tcacactgga aatatgaagt 
2160 

agtaaacttg ttttagaatg ggcagtgagt 
2220 

ttcaaattta gtgaaCttga gattcccaac 
2280 

atacctcagt gaagcacaaa attaataact 
2340 

cggcggcaca tgcttgtaat atcagcacgt 
2400 

gtcaggagtt caagaccagc ctggccaaca 
2460 

aaaattaaca aggcatggtg gcgcgtgccc 
2520 

ggagaatcac Ctgaacccgg gaggcggagg 
2580 

tccagcctgg gcaacagang ggagactcca 
2633 



gcaacaggtt atttcaatgt aggggattct 
cCgaagaatt cCtggggttt tataagggcc 
atgcCaaatc aatctgacta ataaaagagt 
catacttctt tatgagttat ttaatttttt 
tgaataattt gggatatttc aaatgtcatc 
tctgttgtcc atatgttaaa atatttaaaa 
gtgctcacat tgaaaaaaat ggcccaggcg 
tgggaagctg aggcgggtgg atcatttgag 
tggcgaaacc ccatctctac taaaaataca 
gtagtcccag ctactcgaga ggcCgaggca 
ttCcagtgag ccaagatcac gccactgcac 
tctcaaaaaa aaaaaaaaaa aaa 



<210> 6072 
<211> 76 
<212> PRT 

<213> Homo sapiens 



<400> 6072 

Mec Ala Gin Ala 

i 

Ala Glu Ala Gly 

20 

Pro Thr Trp Arg 

35 

Ala Trp Trp Arg 
50 

Gly Glu Ser Leu 
65 



Arg Arg His Met 
S 

Gly Ser Phe Glu 

Asn Pro lie Ser 
40 

Val Pro Val Val 
55 

Glu Pro Gly Arg 
70 



Leu Val lie Ser 
10 

Val Arg Ser Ser 

25 

Thr Lys Asn Thr 

Pro Ala Thr Arg 
60 

Arg Arg Phe Gin 
75 



Ala Arg Trp Glu 
15 

Arg Pro Ala Trp 

30 

Lys lie Asn Lys 
45 

Glu Ala Glu Ala 



<210> 6073 
<211> 367 
<:212> DNA 

<213> Homo sapiens 



<400> 6073 
ntgtcaccta 
60 

tgaccccagc 
120 

tcttgaggcg 
180 



agttgccacc 
cagccttggc 
gagacgggcg 



tctgcataag 
tctcgggttg 
ttaaaccctt 



agotctctga 
ggaaatacag 
ctcaggcagt 



tcagaaagca 
tcacggtatc 
ctgaggtggc 



gtttctttgt 
catggagacc 
cagagtctga 



5254 



wo 00/58473 



PCT/USOO/08621 



agcaagcagc ctctatggag cgaggggagc aggtgggccc agcctgagcg gggcctctgc 

240 

acagccagct ttcccccaca cctgtctcca gccagggcac ccacaggccc tttctctccc 
300 

aggatgaagc ctgctgggag cgtgaatgac atggccctgg atgccttcga cttggaccgg 
360 

atgaagcagg agatcccaga ggaggtg 
387 

<210> 6074 
<211> 69 
<212> PRT 

<213> Homo sapiens 
<:400> 6074 

Ser Lys Gin Pro Leu Trp Ser Glu Gly Ser Arg Trp Ala Gin Pro Glu 

15 10 15 

Arg Gly Leu Cys Thr Ala Ser Phe Pro Pro His Leu Ser Pro Ala Arg 

20 25 30 

Ala Pro Thr Gly Pro Phe Ser Pro Arg Met Lys Pro Ala Gly Ser Val 

35 40 45 

Asn Asp Met Ala Leu Asp Ala Phe Asp Leu Asp Arg Met Lys Gin Glu 

50 55 60 

He Leu Glu Glu Val 
65 

<210> 6075 
<211> 4668 
<212> DNA 

<213> Homo sapiens 
<400> 6075 

nnccaggacg cctcgctgag gctggcgggc tgctcactgc tccggcctgg ctcacctcta 
60 

gacggcaaga tgagtgagcc ataaacttct atccaattaa agtcactgtc tttttgaagt 
120 

ctcattacag cacctggctg tactctaaca tatacaaata tgtttctggt tcaacatctc 
180 

ctgtgcacgg agaaagcaca ggcatgtttc tcacaagtca caaactacta agttaaaatc 
240 

cttaacttct gggaatgttt tttaaaagga ggtgaaaatt ggttacaact ttacttttct 
300 

tacctCgtta agatactcat aagcctctac atcatttcca ctgtgatagt ttcggatccc 
360 

ttgaagtaag tagagtctta gaaacagtac cttctctttc ccacaatttc cttttatgtg 
420 

gaccagtctc tgatgatttt ctccgtaaca atttttaaag catttctggg ccaagtttaa 
480 

ttttttttct gcatcatcaa ggcattccag ctgttccagg cggaagtaac accacactat 
540 

atccagctgg aggacggcat agttatccac tgtgtccagc agctctctgc aacactcaca 
600 

gaaatatttg tcagcgtcca acagacatgg caaggctatt ccatattctt ttcttttcag 
660 
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gaaagctctg cccttctcat gatatcccat 
720 

gggaatcctg attgatctgc ctgCctggCt 

780 

atccaccact gtctctgctg ctctctttgc 
840 

aatctgtttt tcttcgagct tggcctcatt 
900 

cctcgcgtcc ccttcagatc gttttagttc 
960 

gccttgctct tcaagggttt tccctagttg 
1020 

ataattttct tgaagtccaa aggtttcagc 
1080 

gtgcaatcgg gtctccaaca agtttttcct 
1140 

ctcgattgta gcaattcccg ttgttctata 
1200 

cttgcaacgt atttcttcta ttaccttttc 
1260 

agagtactgc tcagcaaggt ctttttttag 

1320 

aatccccgtt gttctataat tgtcatttcc 
1380 

ttcttctatt accttttcta cCtcattttc 
1440 

agcaaggtcc tttaatgcca aaccaacttt 
1500 

aagttgaatc ctgtcttccc ttaaaaactg 
1560 

tgccatccct gcgccacgcc actcccgccg 
1620 

ctccaagcaa aattgaccca gtttttaagg 
1680 

tatactgaag aaaataaaga agttggtttg 
1740 

gacagactag aatgctgtga aaatgaagta 
1800 

gcaattgagc gtggaacagg aaatgacaat 
1660 

gtgtttttac caccaagact aaaaaaagat 
1920 

atcactggca gagaactgag gtccaaaata 
1980 

atcaaaattg tcataaataa gaagcaacta 
2040 

gtggctcaca atgtgaaagc gatggtgctt 
2100 

aaaaacttcc agttagagga agaggagcaa 
2160 

cagaggacca agagaggact agaaatactg 
2220 

ccagaaatga caccgtactt agacatagct 
2280 



agctaacata 


agggcttttc 


tttctgatgg 


agccatgtct 


aagtacggtg 


tcatttctgg 


cagtattCct 


agccctctct 


tggtcctctg 


ttgctcctct 


tcctctaact 


ggaagttttt: 


aagcaccatc 


gctttcacat 


Cgtgagccac 


tagttgcttc 


ttatttatga 


caattttgac 


tattttggac 


ctcagttctc 


tgccagtgat 


atcttttttt 


agtcttggtg 


gtaaaaacac 


attgtcattt 


cctgttccac 


gctcaattgc 


tacttcattt 


tcacagcatt 


ctagtctgtc 


tcttggtggt 


aaaaacacct 


cgattgtagc 


tgttccacgc 


tcaattgcct 


Cgcaacgtat 


acagcattct 


agtctgtcag 


agtactgctt 


tttattttca 


cccgtatatg 


gaggtttcca 


ggtcaatttt 


gctcgaagat 


atttcctttg 


cgaccagcag 


agatggcaca 


aaagaaatat 


gaagacagga 


ttcaactttg 


gaaacctcca 


gccttaaagg 


accttgctaa 


gcagtactct 


gaaaaggtaa 


tagaagaaat 


acgttgcaag 


tatagaacaa 


cgggaattgc 


cacaatcgag 


aggaaaaacc 


cgccggagac 


ccgaccgcac 


gctgaaaccC 


ttggacttca 


agaaaattat 


caactaggga 


aaacccttga 


agaacaaggc 


gaacCaaaac 


aatctgaaga 


ggacgcgagg 


aatgaggcca 


aactcaaaga 


aaaacaaatt 


gcaaagagag 


cagcagagac 


agtggtggat 


aaccagacag 


gcagatcaat 


cagaattccc 
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ccatcagaaa 
2340 

ctgaaaagaa 
2400 

tgtgagtgtt 
2460 

atagtgtggt 
2520 

ttaaactCgg 
2580 

cacataaaag 
2640 

gggatccgaa 
2700 

gtcagctcct 
2760 

ggtttactgc 
2820 

gcggccactc 
2880 

gagaagaaaa 
2940 

cacgcggccc 
3000 

cctgaaaccg 
3060 

atgggttttg 
3120 

ctggccgccc 
3180 

ccagaagacC 
3240 

gcctcaacag 
3300 

gagcacgagg 
3360 

tacctatcct 
3420 

aatagcgcta 
3480 

ctgttcttac 
3540 

ggacaagtcc 
3600 

tggcctggcg 
3660 

cttggtgttt 
3720 

aaggtgtcca 
3780 

tccatctgcc 
3840 

ccgccatctc 
3900 



gaaaagcccc 
aagaatatgg 
gcagagagct 
gttacttccg 
cccagaaatg 
gaaattgtgg 
actatcacag 
taaagagcta 
ccaggaagnc 
atattaccaa 
gacgccgcct 
agcagatCct 
acaaccgtca 
atgcactcgt 
agacccttgc 
ctttgtcccc 
acgaagacat 
aagactatct 
atgtagaaaa 
attttctgct 
tttttatctg 
aggaggggtc 
caagccgtcc 
taccccgaaa 
gggcagggtc 
cagcttgcct 
tgccagggtg 



tatgttagct 
aatagccttg 
gctggacaca 
cctggaacag 
ctttaaaaac 
gaaagagaag 
tggaaatgat 
tatattgacc 
ccggcttggc 
ccgcagagag 
cgagaacatc 
gctcagcaat 
agaaagtcct 
ggccgaagct 
Ccacaacgga 
gccagccacg 
ggagacagag 
tgactcaact 
taggaagtca 
tataaatgct 
aattacaagt 
ccagggcctt 
catctggctc 
caggaaggaa 
ctgggaaggg 
gcctcctgca 
ccacatgggt 



atgggatatc 
ccatgtctgt: 
gtggataact 
ccggaatgcc 
tgttacggag 
gtactgtttc 
gtagaggctt 
catcaaaagt 
ctgagggcgt 
gaactggccc 
aggtttctga 
cctcagatgt 
tcccaggaaa 
gcgctgagag 
ggaagcctgc 
tccccttctg 
gccgtcaatg 
ctggaagatg 
gcaacaaaga 
atcattatga 
cctctttggg 
catgcatggt 
ccaagtctgc 
caggggtcct 
tgtcccgact 
cccactgccc 
tcctgtgcca 



atgagaaggg 
cggacgctga 
atgccgtcct 
tcgatgatgc 
aaaatcatca 
taagactcta 
atgagtatct 
ggacaatttg 
gtgatgggaa 
aaataaggaa 
aagggatggg 
ggtggttaaa 
acatCgaccg 
tgttcagagg 
Ctcccgagct 
actccgcagg 
agatactgga 
aagaaattat 
aaaactaaat 
aaaggctaat 
tgCaggaggg 
ctcggggaag 
gtccctaacc 
gtagaacagg 
gcttcccctc 
tgaccttcct 
ccctttcccc 



cagagctttc 
caaatatttc 
ccagctggaC 
agaaaaaaaa 
gagactggtc 
cttacttcaa 
taacaggcac 
ttgcagttgg 
cgtggatcat 
ggaggaaaaa 
ctactccacg 
tgattccaat 
attggtgtac 
caacgtccag 
gccgctgtcg 
aacctctagt 
agacattcca 
tattgcagag 
aatgaacaga 
gcagctcttt 
ggtgggcagg 
aagcttcttt 
ccttccccag 
ggtcctgggg 
cagctgtggc 
gcttcccacg 
gcccctcaaa 
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tcgtccttca agtcttcctt ccaagtgctg 
3960 

gggcacacca ggtcgcagca aatggcttca 
4020 

ttcagtaaaa tacgcccccg aaattcaaga 

4080 

ttcctcatca cagaaatctt ctattgaatg 

4140 

tattcttaat taatattttt agactctgtg 
4200 

gacctatcag agatttagat atattttctc 
4260 

Ctgttgttct agccatgtga cagaggctct 
4320 

gctccagcag taaccgtcct cactgcgcca 
4380 

gagttccttc cagccccagg accgcagcag 
4440 

gcgcatccaa gactttccct cccttccaga 
4500 

cggagccggc tgaaatgctc caactttttc 
4560 

ggaatcttct tgtcattctt tttaaacgga 
4620 

atattcaaaa aaaaaaaaaa aaaaaaaaaa 
4668 

<210> 6076 

<211> 601 

<212> PRT 

<213> Homo sapiens 



<400> 6076 



Met 


Ala 


GXzi 


Lys 


Lys 


Tyr 


Leu 


Gin 


Ala 


Lys Leu Thr Gin Phe Leu Arg 


1 








5 










10 15 


Glu 


Asp 


Arg 


He 


Gin 


Leu 


Trp 


Lys 


Pro 


Pro Tyr Thr Glu Glu Asn Lys 








20 










25 


30 


Olu 


Val 


Gly 


Leu 


Ala 


Leu 


Lys 


Asp 


Leu 


Ala Lys Gin Tyr Ser Asp Arg 






35 










40 




45 


Leu 


Glu 


Cys 


Cya 


Glu 


Asn 


Glu 


Val 


Glu 


Lys Val He Glu Olu He Arg 




50 










55 






60 


Cys 


Lys 


Ala 


He 


Glu 


Arg 


Gly 


Thr 


Gly 


Asn Asp Asn Tyr Arg Thr Thr 


65 










70 








75 80 


Gly 


He 


Ala 


Thr 


He 


Glu 


Val 


Phe 


Leu 


Pro Pro Arg Leu Lys Lys Asp 










85 










90 95 


Arg 


Lys 


Asn 


Leu 


Leu 


Glu 


Thr 


Arg 


Leu 


His He Thr Gly Arg Glu Leu 








100 










105 


110 


Arg 


Ser 


Lys 


He 


Ala 


Glu 


Thr 


Phe 


Gly 


Leu Gin Glu Asn Tyr He Lys 






115 










120 




125 


lie 


Val 


He 


Asn 


Lys 


Lys 


Gin 


Leu 


Gin 


Leu Gly Lys Thr Leu Glu Glu 




130 










135 






140 


Gin 


Gly 


Val 


Ala 


His 


Asn 


Val 


Lys 


Ala 


Met Val Leu Glu Leu Lys Gin 


145 










150 








155 160 


Ser 


Glu 


Glu 


Asp 


Ala 


Arg 


Lys 


Asn 


Phe 


Gin Leu Glu Glu Glu Glu Gin 



tggggcataa 
gcctgggacg 
ttgagtgtca 
ggaaaggttt 
ctgtcatact 
caggtttttt 
ttctaaaagt 
cgcactcctc 
cagccaggtg 
aggcactgac 
aaagtgtggg 
tgataccgat 
aaaaaaaaaa 



cgatgaggcg 
ccagtgtttt 
ggctttatat 
aaatgctaac 
gaactcactg 
gtgggttttc 
atgtagttcg 
tgtagatgtg 
ccgagtggat 
tgaagacagg 
tggtccagtt 
ggaaataaaa 
aaaaaaaa 



ctggccttgg 
atgctcttag 
atattcagca 
caaagcaatt 
ctagctaaga 
tttgttgttg 
ctgtgtgtcg 
tgcccagtgg 
tgagtgccag 
atggatcatg 
tggactgatg 
ggtgggaaat 
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165 










170 




175 




Asn 


Glu 


Ala 


Lys 


Leu 


Lys 


Qlu 


Lys Gin 


He 


Gin Arg Thr Lys 


Arg 


Gly 








leo 










185 




190 






Leu 


Glu 


lie 


Leu 


Ala 


Lys 


Arg 


Ala 


Ala 


Glu 


Thr Val Val Asp 


Pro 


Glu 






195 










200 






205 






Met 


Thr 


Pro 


Tyr Leu 


Asp 


He 


Ala 


Asn 


Gin 


Thr Gly Arg Ser 


He 


Arg 




210 










215 








220 






lie 


Pro 


Pro 


Ser 


Glu 


Arg 


Lys 


Ala 


Leu 


Met 


Leu Ala Met Gly 


Tyr 


His 


22S 










230 










235 




240 


Glu 


Lys 


Gly 


Arg 


Ala 


Phe 


Leu 


Lys 


Arg 


Lys 


Glu Tyr Gly He 


Ala 


Leu 










245 










250 




255 




Pro 


Cys 


Leu 


Leu 


Asp 


Ala 


Asp 


Lys 


Tyr 


Phe 


Cys Glu Cys Cys 


Arg 


Glu 








260 










265 




270 






Leu 


Leu 


Asp 


Thr 


Val 


Asp 


Asn 


Tyr Ala 


Val 


Leu Gin Leu Asp 


He 


Val 






275 










280 






285 






Trp 


Cys 


Tyr 


Phe Arg 


Leu 


Glu 


Gin 


Leu 


Glu 


Cys Leu Asp Asp 


Ala 


Glu 




290 










295 








300 






Lys 


Lys 


Leu 


Asn 


Leu 


Ala 


Gin 


Lys Cys 


Phe 


Lys Asn Cys Tyr 


Gly 


Glu 


305 










310 










315 




320 


Asn 


His 


Gin 


Arg Leu 


Val 


His 


He 


Lys 


Gly 


Asn Cys Gly Lys 


Glu 


Lys 










325 










330 




335 




Val 


Leu 


Phe 


Leu Arg 


Leu 


Tyr 


Leu 


Leu 


Gin 


Gly He Arg Asn 


Tyr 


His 








340 










345 




350 






Ser 


Gly 


Asn 


Asp Val 


Glu 


Ala 


Tyr 


Glu 


Tyr 


Leu Asn Arg His 


Val 


Ser 






355 










360 






365 






Ser 


Leu 


Lys 


Ser 


Tyr 


He 


Leu 


He 


His 


Gin 


Lys Trp Thr He 


Cys 


Cys 




370 










375 








380 






Ser 


Trp 


Gly 


Leu 


Leu 


Pro 


Arg 


Lys 


Xaa 


Arg 


Leu Gly Leu Arg 


Ala 


Cys 


3B5 










3 90 










395 




400 


Asp 


Gly 


Asn 


val 


Asp 


His 


Ala 


Ala 


Thr 


His 


He Thr Asn Arg 


Arg 


Glu 










405 










410 




415 




Qlu 


Leu 


Ala 


Gin 


He 


Arg 


Lys 


Glu 


Glu 


Lys 


Glu Lys Lys Arg 


Arg 


Arg 








420 










425 




430 






Leu 


Glu 


Asn 


lie Arg 


Phe 


Leu 


Lys Gly 


Met 


Gly Tyr Ser Thr 


His 


Ala 






435 










440 






445 






Ala 


Gin 


Gin 


He 


Leu 


Leu 


Ser 


Asn 


Fro 


Gin 


Met Trp Trp Leu 


Asn 


Asp 




450 










455 








460 






Ser 


Asn 


Pro 


Glu 


Thr 


Asp 


Asn 


Arg 


Gin 


Glu 


Ser Pro Ser Gin 


Glu 


Asn 


465 










470 










475 




480 


lie 


Asp 


Arg 


Leu 


Val 


Tyr 


Met 


Gly Phe 


Asp 


Ala Leu Val Ala 


Glu 


Ala 










485 










490 




495 




Ala 


Leu 


Arg 


Val 


Phe 


Arg 


Gly 


Asn 


Val 


Gin 


Leu Ala Ala Gin 


Thr 


Leu 








500 










505 




510 






Ala 


His 


Asn 


Gly 


Gly 


Ser 


Leu 


Pro 


Pro 


Glu 


Leu Pro Leu Ser 


Pro 


Glu 






515 










520 






525 






Asp 


Ser 


Leu 


Ser 


Pro 


Pro 


Ala 


Thr 


Ser 


Pro 


Ser Asp Ser Ala 


Gly 


Thr 




530 










535 








540 






Ser 


Ser 


Ala 


Ser 


Thr 


Asp 


Glu 


Asp 


Met 


Glu 


Thr Glu Ala Val 


Asn 


Glu 


545 










550 










555 




560 


lie 


Leu 


Glu 


Asp 


He 


Pro 


Glu 


His 


Glu 


Glu 


Asp Tyr Leu Asp 


Ser 


Thr 










565 










570 




575 




Leu 


Glu 


Asp 


Glu 


Glu 


He 


He 


He 


Ala 


Glu 


Tyr Leu Ser Tyr 


Val 


Glu 








560 










585 




590 






Asn 


Arg 


Lys 


Ser 


Ala 


Thr 


Lys 


Lys Asn 
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595 

<210> 6077 
<211> 2093 
<212> DNA 

<213> Homo sapiens 
<400> 6077 

cgcccgggca ggtctcccgg 
60 

tctggcggat cggggaatcg 
120 

ccgggggttg ggccgcacat 
180 

gcggggccgc agcccctggc 
240 

gcggaccctg aagcggaccc 
300 

gaaggggaag atggggaagg 
360 

gcctccctct tggacacgga 
420 

aatgaagacc attgggagca 
460 

gaagggtccg gagatgaaga 
540 

ctgggtgctg ctgaggaaca 
600 

ctctgcaaaa acaccgggct 
660 

gggaatggat gacctgggag 
720 

ggggatgacg cggaagactc 
780 

agtgaggatg atggtgtggt 
840 

aaaggaagag ccgtgaagaa 
900 

aaactacaaa aagctctgtt 
960 

tccaaggaca aaggtggccc 
1020 

aaagcattgt tgaggccatt 

loeo 

actagatatc tagcagatgg 
1140 

gatgatgagc tggtagaaga 
1200 

ctggagatgg aggactatcc 
1260 

aggaaccgca cacttcagaa 
1320 

aagggttttg gtgcctttga 
1380 



600 



aagcggccgg tccagagctg 
gatcaaggcg agaggatccg 
ttacgtgcgc gaagcggagg 
gctgcaactg gaacagctgt 
cgaggaagcc actgctgcca 
tgatttccta gtagtgggta 
caaaaggtat tgcggcaaaa 
gactctgcca ggatcgtctg 
ttcagaggga ctgggtctgg 
ggagtgtggt gatcagggag 
Ccagtgtcca gagtatcagt 
cagtgaggag gaggaagacg 
ccaaggcgag agtgaggaag 
gatgaccttc tctagtgcca 
ccagatagca ctgtgggacc 
gaccaccaac cagcttcctc 
agaattttcc agtgccctga 
ggCaggtctt caggaagagt 
gacaaagccc aatgcgggaa 
gaagaagcag caacgaagaa 
cagcttcatg gcaaagcgct 
atggcacgat aagaccaaac 
acgctcaatc ttgactcaga 

5260 



tggggtgcct 


ccgcgcggtc 


gcagggaagg 


agcttcgggg 


accgggagct 


ggtgacgatg 


tgaacccgcg 


accaagcgag 


?g9tgattQa 


cagcrtttgat' 


gcattagaaa 


actqgcatca 


ccacctccag 


aaaagcatgg 


atgaggaaat 


atctgatgag 


aggaatatga 


tgaggacgac 


agcaagaaga 


cgagaagcca 


gacCttgaga 


aatttaccaa 


aagagagtgg 


catggaagaa 


acagggctgg 


agatagaaac 


aagtttctga 


ggaagtggag 


agctcttgga 


aggaaggatc 


aaccagatgt 


tttcccattg 


aaaatagtca 


caaggcactt 


tgcctttcca 


gtacccagac 


gtgaggagat 


ttctagtgaa 


gggtccctgc 


aaagaggaag 


ttgccgactt 


tacagtctac 


tggcttctgg 


aaaactgggg 


tcgaccatat 


tctgatggac 
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aaagagagat tacttcgaag gacacagacc aagcgctctg tctatcgagt tcttggcaaa 

1440 

cctgagccag cagctcagcc tgtcccagag agtttgccag gggaaccgga gatccctcct 
1500 

caagcccctg ccaatgctca tctgaaggac ttggatgaag aaatctttga tgacgatgac 

1560 

ttttaccacc agctccttcg agaactcata gaacggaaga ccagctcctt ggatcccaac 
1620 

gatcaggtgg ccatgggaag gcagtggctt gcaatccaga agttacgaag caaaatccac 
1680 

aaaaaagtag ataggaaagc cagcaaaggc aggaaacttc ggtttcatgc ccCtagcaag 
1740 

cCactgagtt tcatggcacc tattgaccat actacaatga atgatgatgc caggacagaa 
1800 

ctgtaccgct ctctttttgg ccagctccac cctcccgacg aaggccacgg ggattgacat 
1860 

cgcccacctc cgacacccag tgggcgcctt ggctggtgcg gccgctggtc cagatggagg 
1920 

aaaccagtga cttCatgggg ctgagctagt agggaagccc ctggaaagat gctgcgttcc 
1980 

gaacctgtgc ctaatacacg caagggcgct gtcccgccca accccgcctt taaacgccac 
2040 

aaataaagag cattgttacc gccaaaaaaa aaaaaaaaaa aaaaaaaaaa aaa 
2093 

<210> 6078 
<2H> 213 
<212> PRT 

<213> Homo sapiens 



<400> 6078 



Arg Pro 


Gly 


Arg 


Ser 


Pro 


Gly 


Ser 


Gly 


Arg 


Ser 


Arg 


Ala 


Val 


Gly 


Cys 


1 






5 










10 










15 




Leu Arg 


Ala 


Val 


Ser 


Gly 


Gly 


Ser 


Gly 


Asn 


Arg 


lie 


Lys 


Ala 


Arg 


Gly 






20 










25 










30 






Ser Gly 


Arg 


Glu 


Gly 


Ala 


Ser 


Gly 


Pro 


Gly 


Val 


Gly 


Pro 


His 


He 


Tyr 




35 










40 










45 








Val Arg 


Glu 


Ala 


Glu 


Asp 


Arg 


Glu 


Leu 


Val 


Thr 


Met 


Ala 


Gly 


Pro 


Gin 


50 










55 










60 










Pro Leu 


Ala 


Leu 


Gin 


Leu 


Glu 


Gin 


Leu 


Leu 


Asn 


Pro 


Arg 


Pro 


Ser 


Glu 


65 








70 










75 










80 


Ala Asp 


Pro 


Glu 


Ala 


Asp 


Pro 


Glu 


Glu 


Ala 


Thr 


Ala 


Ala 


Arg 


Val 


He 








85 










90 










95 




Asp Arg 


Phe 


Asp 


Glu 


Gly 


Glu 


Asp 


Gly 


Glu 


Gly 


Asp 


Phe 


Leu 


Val 


Val 






100 










105 










110 






Gly Ser 


He 


Arg 


Lys 


Leu 


Ala 


Ser 


Ala 


Ser 


Leu 


Leu 


Asp 


Thr 


Asp 


Lys 




115 










120 










125 








Arg Tyr 


Cys 


Gly 


Lys 


Thr 


Thr 


Ser 


Arg 


Lys 


Ala 


Trp 


Asn 


Glu 


Asp 


His 


130 










135 










140 










Trp Glu 


Gin 


Thr 


Leu 


Pro 


Gly 


Ser 


Ser 


Asp 


Glu 


Glu 


He 


Ser 


Asp 


Glu 


145 








150 










155 










160 


Glu Gly 


Ser 


Gly 


Asp 


Glu 


Asp 


Ser 


Glu 


Gly 


Leu 


Gly 


Leu 


Glu 


Glu 


Tyr 








165 










170 










175 




Asp Glu 


Asp 


Asp 


Leu 


Gly 


Ala 


Ala 


Glu 


Glu 


Gin 


Glu 


Cys 


Gly 


Asp 


Gin 
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180 185 190 

Gly Glu Gin Glu Asp Glu Lys Pro Leu Cys Lys Asn Thr Gly Leu Gin 

195 200 205 

Cys Pro Glu Tyr Gin 
210 

<210> 6079 
<211> 651 
<212> DNA 

<213> Homo sapiens 
<400> 6079 

ggccagtcct ccgcctcgct ccgtcagttt ccccctgctg aactactggg tgcggagcgg 
60 

gtgcgtgcgc agcctgcgca tgtgcatagg ggtcgactgc cgctgcggtg catgaggcgg 
120 

catgcgcagc ggggccgtgg gtgtacgcgg cgcagcgcgg cagtcctgat ggcccggcat 
180 

gggttaccgc tgctgcccct gctgtcgctic ctggtcggcg cgtggctcaa gctaggaaat 
240 

ggacaggcca ctagcatggt ccaactgcag ggtgggagat tcctgatggg aacaaattct 
300 

ccagacagca gagatggtga agggcccgtg cgggaggcga cagtgaaacc ctttgccatc 

360 

gacatacttc ctgtcaccaa caaagacttc agggattttg tcagggagaa aaagtatcgg 
420 

acagaagctg agatgtttgg atggagcttt gtctttgagg actttgtctc tgatgagctg 
480 

agaaacaaag ccacccagcc aacgaagtct gtactctggt ggcttccagt ggaaaaggca 
540 

tcttggaggc agcctgcagg tcctggctct ggcatccgag agagactgga gcacccagtg 
600 

ttacacgtga gctggaatga cgcccgtgcc tactgtgctt ggcggggaaa a 
651 

<210> 6080 
<211> 162 
<212> PRT 

<213> Homo sapiens 



<400> 6080 



Leu Met 


Ala 


Arg 


His 


Gly Leu 


Pro 


Leu 


Leu 


Pro Leu 


Leu 


Ser 


Leu 


Leu 


1 






5 








10 








15 




Val Gly 


Ala 


Trp 


Leu 


Lys Leu 


Gly 


Asn 


Gly 


Gin Ala 


Thr 


Ser 


Met 


Val 






20 








25 








30 






Gin Leu 


Gin 


Gly 


Gly 


Arg Phe 


Leu 


Met 


Gly 


Thr Asn 


Ser 


Pro Asp 


Ser 




35 








40 








45 








Arg Asp 


Gly 


Glu 


Gly 


Pro Val 


Arg 


Glu 


Ala 


Thr Val 


Lys 


Pro 


Phe 


Ala 


SO 








55 








60 










lie Asp 


lie 


Phe 


Pro 


Val Thr 


Asn 


Lys 


Asp 


Phe Arg 


Asp 


Phe 


val 


Arg 


65 








70 








75 








80 


Glu Lys 


Lys 


Tyr 


Arg 


Thr Glu 


Ala 


Glu 


Met 


Phe Gly 


Trp 


Ser 


Phe 


Val 








85 








90 








95 




Phe Glu 


Asp 


Phe 


Val 


Ser Asp 


Glu 


Leu 


Arg 


Asn Lys 


Ala 


Thr 


Gin 


Pro 
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100 lOS 110 

Met Lys Ser Val Leu Trp Trp Leu Pro Val Clu Lys Ala Phe Trp Arg 

lis 120 125 

Gin Pro Ala Gly Pro Gly Ser Gly lie Arg Glu Arg Leu Glu His Pro 

130 135 140 

Val Leu His Val Ser Trp Asn Asp Ala Arg Ala Tyr Cys Ala Trp Arg 
145 150 155 160 

Gly Lys 



<210> 6081 

<211> 655 

<212> DNA 

<213> Homo sapiens 

<400> 6081 

gataatgaCc aggaacctcc ctattcaatg ataacattac acgaaatggc agaaacagat 
60 

gaaggatggt tggatgttgt ccagtcttta atCagagtta ttccactgga agatccactg 
120 

ggaccagctg ttaCaacatt gttactagat gaatgtccac tgcccactaa agatgcactc 
180 

cagaaactga ctgaaattct caatttaaat ggagaagtag cttgccagga ctcaagccat 
240 

cctgccaaac acaggaacac atctgcagtc ctaggctgct tggccgagaa actagcaggt 

300 

cctgcaagta taggtttact tagcccagga atactggaat acttgctaca gcgtctgaag 

360 

ttacagcccc accccacagt catgctttcc gcacttatcg cactggaaaa gtttgcacag 
420 

acaagtgaaa ataaattgac tattcctgaa tccagtatta gtgaccggct tgtcacattg 
480 

gagtcctggg ctaatgatcc tgatCatctg aaacgtcaag ttggtttctg tgcccagtgg 
540 

agcttagaca atctcttttt aaaagaaggt agacagctga cctatgagaa agtgaacttg 
600 

agtagcatta gggccatgct gaatagcaat gatgtcagcg agtacctgaa gatct 
655 

<210> 6082 

<211> 218 

<212> PRT 

<213> Homo sapiens 

<400> 6082 

Asp Asn Asp Gin Glu Pro Pro Tyr Ser Met lie Thr Leu His Glu MeC 

15 10 15 

Ala Glu Thr Asp Glu Gly Trp Leu Asp Val Val Gin Ser Leu lie Arg 

20 25 30 

Val He Pro Leu Glu Asp Pro Leu Gly Pro Ala Val He Thr Leu Leu 

35 40 45 

Leu Asp Glu Cys Pro Leu Pro Thr Lys Asp Ala Leu Gin Lys Leu Thr 

50 55 60 

Glu He Leu Asn Leu Asn Gly Glu Val Ala Cys Gin Asp Ser Ser His 
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65 

Pro Ala Lys His 

Lys Leu Ala Gly 

100 

Glu Tyr Leu Leu 

115 

Leu Phe Ala Leu 

130 

Lys Leu Thr lie 
145 

Glu Ser Trp Ala 

Cys Ala Gin Trp 
180 

Leu Thr Tyr Glu 
195 

Ser Asn Asp Val 
210 



70 

Arg Asn Thr Ser 
B5 

Pro Ala Ser lie 

Gin Cys Leu Lys 
120 

lie Ala Leu Glu 
135 

Ser Glu Ser Ser 
150 

Asn Asp Pro Asp 
165 

Ser Leu Asp Asn 

Lys Val Asn Leu 
200 

Ser Glu Tyr Leu 
215 



75 

Ala Val Leu Gly 
90 

Gly Leu Leu Ser 
105 

Leu Gin Ser Kis 

Lys Phe Ala Gin 
140 

lie Ser Asp Arg 
155 

Tyr Leu Lys Arg 
170 

Leu Phe Leu Lys 
185 

Ser Ser lie Arg 
Lys lie 



80 

Cys Leu Ala Glu 

95 

Pro Gly He Leu 
110 

Pro Thr Val Met 

125 

Thr Ser Glu Asn 

Leu Val Thr Leu 
160 

Gin Val Gly Phe 
175 

Glu Gly Arg Gin 
190 

Ala Met Leu Asn 
205 



<210> 6083 
<211> 358 
<212> DNA 

<213> Homo sapiens 



<400> 6083 

nnacgcgtga ggggacaggc 
60 

gaaaaagaac aggagctcca 
120 

aaCgaaaggc taacagcttt 
180 

gtagaagaaa caaagctttc 
240 

gatactctga gtccaagcaa 
300 ^ 

gagcaagacc taaatgagcc 
358 



tgagaaaaaa gaattacgac 
ggcaaaaata gaagctttgc 
acaagagaag ctgatcgtcg 
aaaagaaaat cagacaagag 
ggaaaaaagc agtgacgaca 
tcttgccaaa gtgtcccttt 



ataaaataga tgaaatggaa 
aagctgataa tgatttcacc 
aagggcatct aaccaaagcg 
caaaagaatc tgatttttca 
ctacagacgc ccaaatggat 
taaaagatga cttgcagg 



<210> 6084 
<211> 101 
<212> PRT 

<213> Homo sapiens 



<400> 6084 

Met Glu Glu Lys Glu Gin Glu Leu 

1 5 
Ala Asp Asn Asp Phe Thr Asn Glu 
20 

Leu He Val Glu Gly His Leu Thr 

35 40 
Ser Lys Glu Asn Gin Thr Arg Ala 

50 55 
Leu Ser Pro Ser Lys Glu Lys Ser 



Gin Ala Lys He Glu Ala Leu Gin 

10 15 
Arg Leu Thr Ala Leu Gin Glu Lys 
25 30 
Lys Ala Val Glu Glu Thr Lys Leu 

45 

Lys Glu Ser Asp Phe Ser Asp Thr 
60 

Ser Asp Asp Thr Thr Asp Ala Gin 
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65 70 75 

Met Asp Glu Gin Asp Leu Asn Glu Pro Leu Ala Lys Val Ser 

85 90 
Lys Asp Asp Leu Gin 
100 

<210> 6085 
<211> 2307 
<212> DNA 

<213> Homo sapiens 
<400> 6085 

nntccggatc agttcgagtg cctctaccca taccctgttc atcacccatg tgacagacag 
60 

agccaggtgg actttgacaa tcccgactac gagaggttcc ctaatttcca aaatgtggtt 
120 

ggttacgaaa cagtggttgg ccctggtgat gttctttaca tcccaatgta ctggtggcat 
160 

cacatagagt cattactaaa tggggggatt accatcactg tgaacctctg gtaCaagggg 
240 

gctcccaccc ctaagagaat tgaatatcct ctcaaagctc atcagaaagt ggccataatg 
300 

agaaacattg agaagatgct tggagaggcc ttggggaacc cacaagaggt ggggcccttg 

360 

ttgaacacaa tgatcaaggg ccgatacaac tagcctgcca ggggtcaagg cctcctgcca 

420 

ggtgaccgct atcccgtcca caccgctcca ttgatgagga caggagactc caagcgctag 
480 

tattgcacgc tgcacttaat ggactggact cttgccatgg cccaggagtc aggtgtttgg 
540 

agcgaggcag ggcagttggc actccactcc tatttggagg gacttcatac ccttgcctcc 
600 

tgtgcccccg caccttctct ctctgccccc cgcctaaagt cctgcattca gtgtgtggag 
660 

ccccagctct tggttgtcat catgcctgtg tgtaCgttag tctgtcaact tcggaatgtg 
720 

tgcgtgtgtg tgcatgcaca cgcatgtatg tatctgttcc ctgttccttc tgggtcaggc 
780 

tgtcacttcc ggctctcagc cctatctcct gcaacctcag tgcctcagcc tgagagagag 
840 

atgagatgct cttggactcc ccactgcatc tgggctgcag ggccagagct agtcCgacca 
900 

ttaggtcagt ctgcctcctg acagtttttg cgtagtcaag ctctaggcgg tatgggaatg 
960 

gctaccggga ctctaatggg gtgaaagaga ggggaggctt gcctttgaga gcctatatag 
1020 

ccttcctgtg agagaggatt agatagggct ccaactgggc ctacaagctc aagccaCaca 

loeo 

taaaaggacc ttgggacata agaaccaatg attgtgcata agttctaaat tagagacaca 
1140 

tatagcttct ctctttcagc accagctctt gcccctatgc tgggtaccaa gggagttctc 
1200 

ctagctgtgg cttctctagg ttctaggggt gcaagcctct gtgtgtttgt ttgtgtgtgt 
1260 



80 
Leu Leu 
95 
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ctgtgtgtgc gtatcacact aggggtgcaa gcctctgggt gtgtgtgcgt gcgtgcgtgc 
1320 

gtgtgtgtgt gtgtgtccgt gtgtgtgtgt gtgtgtgtcc acactggcca gcctccctac 
1380 

ttaccaaggt Cctccactgc ttaccttttc cagtgggaca gtacagtgtg agcccccggg 
1440 

aagtactgcc tgacctatcc taagctttta cacttggatt ttagccatca tatgttggcc 
1500 

aggtctcact gcagcctgcc cgaggctaac tggctagagc ctccagccct atgatgctcc 
1560 

ctgcccaggc catatccttt attcctgctg agcttcccgg ctgaatagat gaaatggggt 
1620 

caagcccagg cagctcattc actacctgtg atccacctca gggcacgggc aaacacatag 
1660 

gcttgcgtct taaagccagc tcctctgcca gaccccgttg taatgtgcca caacaccctc 
1740 

aatagtcagg gcaaccggtg gagcatggaa gtcgaatttc cttttctgtt aggagctact 
1800 

cctgggaacc cctctcaggg ctgcagctta caggtgggca gctgcgaccg cacaacttga 
1860 

agggccatca ttcacatcta ttcagtggga gtggggcccc tgggattggg cagtgtggtg 

1920 

gccctgtgtc tcctcacctc tgctcctgcc tccatcacct tctctctgga agggaagagg 
1980 

agttggaagg tctctggttt tcttttcttt tctttttttt ttgccaaagg tttacttcca 
2040 

gcatctgagc tctggctctc acccctgaag ctcagttata gtgcactgat gaactgagag 
2100 

gatgcgtgtg gatgtgtgtg catgcctgag tgcgttttct ggggaggggt gtttattttt 
2160 

agtaccccat tctggggttc tctgatgcag cgtggatgtg aagatatggt accttctcaa 
2220 

gtgtagcCct ttcaaatata gtcaatgctg ggaaaaaaaa aaaaaaaaaa aaaaaaaaaa 
2280 

aaaaaaaaaa aaaaaaaaaa aaaaaaa 
2307 

<210> 6086 

<211> 84 

<212> PRT 

<213> Homo sapiens 



<400> 6086 
















Met Leu Gly 


Thr Lys 


Gly Val 


Leu 


Leu 


Ala 


Val 


Ala Ser Leu Gly Ser 


1 


5 








10 




15 


Arg Gly Ala 


Ser Leu 


Cys Val 


Phe 


Val 


Cys 


Val 


Cys Leu Cys Val Arg 




20 






25 






30 


lie Thr Leu 


Gly Val 


Gin Ala Ser Gly Cys 


Val 


Cys Val Cys Ala Cya 


35 






40 








45 


Val Cys Val 


Cys Val 


Ser Val 


Cys 


Val 


Cys 


Val 


Cys Val His Thr Gly 


50 




55 










60 


Gin Pro Pro 


Tyr Leu 


Fro Arg 


Phe 


Ser 


Thr 


Ala 


Tyr Leu Phe Gin Trp 


65 




70 








75 


80 


Asp Ser Thr 


Val 
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<210> 6087 

<211> 1506 
<212> DNA 

<213> Homo sapiens 

<:400> 6087 

ncggcccccg ggagctgcgc tctatggagc 
60 

cggggctgcc agctcctcgg gcttcgtagc 
120 

ctcttgtccc aagagaagcg ggcagcggaa 
180 

gaggagaagg ggggcaaagt ctatcaggtg 
240 

atgaatgata tgatgagtct cggcatccat 
300 

atgcacccgc tgcccgggac ccagctgctc 
360 

tcccggttcc ttaattatgt tcagtcccag 
420 

gcccaacaaa atttaccccg ggaagaaatt 
480 

ttgggcgggt ctcgtgccgt ggtgtgtgac 
540 

cagaaagcct tggcccaagg atacagagct 
600 

gaactgccct ttgatgatga caagtttgat 
660 

gtcacacaca ttgatcaggc actccaggaa 
720 

tttctctgtc tggaatttag ccaagtgaac 
780 

tatagctCcc aggtcatccc tgtcctggga 
840 

cagtaccctg tagagagtat ccgaaggttt 
900 

gaagatgcag gctttcacaa ggtgacttac 
960 

cattctggct tcaaacttta attcctttcc 
1020 

ttgaaagcct ggaactgaag gataatctgg 
1080 

taaggatacg tgccttggac tcatgtttga 
1140 

tcttgtcact tttttacagc tttctttgga 
1200 

ggtctgtatc tttgctcaac tgctaatttc 
1260 

aaccacccct aaagctcagt tttgaagCga 
1320 

cttccagagg gatgatagat catttgaacc 
1380 



tattgcggcc gtgggtggtc gcgggcgatg 
tcttggcccg gggacctact aagtgctcgg 
acgcactttg ggtttgagac tgtgtcggaa 
tttgaaagtg tggctaagaa gtatgatgtg 
cgtgtttgga aggatttgct gctctggaag 
gacatggctg gaggcacagg tgacattgcg 
catcagagaa aacagaagag gcagttaagg 
gccaaagagt accagaatga agaagattcc 
atcaacaagg agatgctaaa ggttggaaag 
ggacttgcat gggcactagg agatgctgaa 
attcacacca ttgcctttgg gatccggaat 
gctcatcggg tgctgaaacc aggaggacgg 
aatcccctca tatccaggct ttatgatcta 
gaggtcatcg ctggagacCg gaagtcctat 
ccgtctcagg aagagttcaa ggacatgata 
gaaagtctaa catcaggcat tgtggccaCC 
tatcatggag catgaaccag tcatatcctg 
caaatgagac agcagcagag catctcctct 
aCcgaacagt ctcaaagtgg aagaacaaat 
gctgcttcag tccatctccc agaggcattt 
tcttggctgt agggtgtgtg gtCaaggtac 
gtgtatttat agcctctctg ctggtgctgc 
caatgacaat ttttaaccag aaaatttaat 
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tgtacctgaa tcaacctctc agcctaggac gaagtctagg cccaagtcag agtattaatg 
1440 

atcatgagaa ttgtgtgctg aaccagtaaa cgagtttacc tttaaaaaaa aaaaaaaaaa 

1500 

aaaaaa 

1506 

<210> 6068 
<211> 326 
<212> PRT 

<213> Homo sapiens 



<400> 6088 



Xaa 


Ala 


Pro 


Gly 


Ser 


Cys 


Ala 


Leu 


Trp 


Ser 


Tyr 


Cys 


Gly 


Arg 


Gly 


Trp 


1 








5 










10 










15 




Ser 


Arg 


Ala 


Met 


Arg 


Gly 


Cys 


Gin 


Leu 


Leu 


Gly 


Leu 


Arg 


Ser 


Ser 


Trp 








20 










25 










30 






Pro 


Gly 


Asp 


Leu 


Leu 


Ser 


Ala 


Arg 


Leu 


Leu 


Ser 


Gin 


Glu 


Lys 


Arg 


Ala 






35 










40 










45 








Ala 


Glu 


Thr 


His 


Phe 


Gly 


Phe 


Glu 


Thr 


Val 


Ser 


Glu 


Glu 


Glu 


Lys 


Qly 




50 










55 










60 










Gly 


Lys 


Val 


Tyr 


Gin 


Val 


Phe 


Glu 


Ser 


Val 


Ala 


Lys 


Lys 


Tyr 


Asp 


Val 


65 










70 










75 










80 


Met 


Aszi 


Asp 


Met 


Met 


Ser 


Leu 


Gly 


He 


His 


Arg 


Val 


Trp 


Lys 


Asp 


Leu 










85 










90 










95 




Leu 


Leu 


Trp 


Lys 


Met 


His 


Pro 


Leu 


Pro 


Gly 


Thr 


Gin 


Leu 


Leu 


Asp 


Met 








100 










105 










110 






Ala 


Gly 


Gly 


Thr 


Gly 


Asp 


He 


Ala 


Phe 


Arg 


Phe 


Leu 


Asn 


Tyr 


Val 


Gin 






115 










120 










125 








Ser 


Gin 


His 


Gin 


Arg 


Lys 


Gin 


Lys 


Arg 


Gin 


Leu 


Arg 


Ala 


Gin 


Gin 


Asn 




130 










135 










140 










Leu 


Ser 


Trp 


Glu 


Glu 


Xle 


Ala 


Lys 


Glu 


Tyr 


Gin 


Asn 


Glu 


Glu 


Asp 


Ser 


145 










150 










155 










160 


Leu 


Gly 


Gly 


Ser 


Arg 


Val 


Val 


Val 


Cys 


Asp 


He 


Asn 


Lys 


Glu 


Met 


Leu 










165 










170 










175 




Lys 


Val 


Gly 


Lys 


Gin 


Lys 


Ala 


Leu 


Ala 


Gin 


Gly 


Tyr 


Arg 


Ala 


Gly 


Leu 








180 










185 










190 






Ala 


Trp 


Val 


Leu 


Gly 


Asp 


Ala 


Glu 


Glu 


Leu 


Pro 


Phe 


Asp 


Asp 


Asp 


Lys 






195 










200 










205 








Phe 


Asp 


lie 


Tyr 


Thr 


He 


Ala 


Phe 


Gly 


lie 


Arg 


Asn 


val 


Thr 


His 


He 




210 










215 










220 










Asp 


Gin 


Ala 


Leu 


Gin 


Glu 


Ala 


His 


Arg 


Val 


Leu 


Lys 


Pro 


Gly 


Gly 


Arg 


225 










230 










235 










240 


Phe 


Leu 


Cys 


Leu 


Glu 


Phe 


Ser 


Gin 


Val 


Asn 


Asn 


Pro 


Leu 


He 


Ser 


Arg 










245 










250 










255 




Leu 


Tyr 


Asp 


Leu 


Tyr 


Ser 


Phe 


Gin 


Val 


He 


Pro 


Val 


Leu 


Gly 


Glu 


Val 








260 










265 










270 






lie 


Ala 


Gly 


Asp 


Trp 


Lys 


Ser 


Tyr 


Gin 


Tyr 


Leu 


Val 


Glu 


Ser 


He 


Arg 






275 










280 










285 








Arg 


Phe 


Pro 


Ser 


Gin 


Glu 


Glu 


Phe 


Lys 


Asp 


Met 


He 


Glu 


Asp 


Ala 


Gly 




290 










295 










300 










Phe 


His 


Lys 


Val 


Thr 


Tyr 


Glu 


Ser 


Leu 


Thr 


Ser 


Gly 


He 


Val 


Ala 


He 


305 










310 










315 










320 


His 


Ser 


Gly 


Phe 


Lys 


Leu 
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32S 

<210> 6069 
<.21l> 4211 
<212> DNA 

<213> Homo sapiens 
c400> 6089 

ncgggcgact cgcgggtgtg acgttgaaga tgtcggcctt ctgagccgac tgcggtggtc 
60 

aagagtgtaa cacagccagc ctcgaagact tccctctgag ttggaatgat aatgaccgaa 
120 

tcccgagaag ttatagactt agacccccca gctgagactt cccaggagca ggaagacctt 
180 

ttcatagtga aggtggaaga agaagactgc acctggatgc aggagtacaa cccgccaacg 
240 

tttgagactt tttaccagcg cttcaggcac ttccagtacc atgaggcttc aggaccccgg 
300 

gaggctctca gccaactccg ggtgctctgc tgtgagtggc tgaggcccga gctgcacacg 
360 

aaggagcaga tcctggagct gctggtgcCg gagcagttcc tgaccatcct gcctgaagag 
420 

ttccagccct gggtgaggga acatcaccct gaaagtggag aagaggcggt ggccgtgata 
480 

gaaaatatac agcgagaact tgaggaacgc agacagcaga ttgttgcctg ccctgatgcg 
S40 

cttcctcgga agatggcaac acctggagca gtgcaggagt cctgcagccc ccatcccctg 
600 

accgCggaca cccagcctga gcaagcgcca cagaagcctc gtctcctgga ggaaaatgcc 
660 

cttcctgttc tccaagtccc ttcccccccc ctgaaggaca gccaggagcc gacagcttca 
720 

cttctctcaa ccgggtccca gaagttggCg aaaattgaag aggtggctga tgcggctgta 
780 

tccttcatcc tggaggaatg ggggcatttg gaccagtccc agaagtccct ttatagggat 
840 

gacaggaagg agaactatgg gagtattact tccatgggtt atgagtccag ggacaatatg 
900 

gagctcatag cgaagcagat ttctgatgac tctgaatcac actgggtggc gccagaacac 
960 

accgaaagga gcgttcctca ggatccagac tttgcagaag tcagtgacct taaaggcatg 
1020 

gtacaaaggt ggcaggtcaa ccccactgtg gggaaatcaa ggcagaatcc ttcccagaaa 
1080 

agggatctgg atgcaaccac agacatcagc cctaagcaaa gcacacatgg cgagagaggg 
1140 

cacagatgca gcgatcgtgg caaattcttc ctccaagcct caaactttat tcagcatcgg 
1200 

cgcatccaca ctggagaaaa accgtctaag tgcggagaat gtgggaagag ctacaatcag 
1260 

cgggtgcacc tcacccagca ccagcgcgtc cacacagggg agaaacccta caaatgtcag 
1320 

gtgtgcggaa aggctttccg ggtgagttcc cacctggttc agcaccacag tgtccacagc 
1380 



5269 



wo 00/58473 



PCT/USOO/08621 



ggagagaggc cccatggctg 
1440 

atcgaacacc taaaacgcca 
1500 

aagaacacaa aattaagtgt 
1560 

ctatctggaa aaacccaaag 
1620 

tctcaaggca agctggatag 
1660 

tcttcaaaga ggatgaacta 
1740 

gagagaccac ataaatgtaa 
1800 

caacatcaaa gaatacacac 
1860 

tacaaccaac gcgtgcacct 
1920 

acctgtccct tatgtgggaa 
1980 

gtgcacagtg gggagagacc 
2040 

tcccacctgg ctggacatct 
2100 

tgtggggaaa tcttctttca 
2160 

cagaaaaatg aaaaaaatgg 
2220 

gaagacaaga agactgagtc 
2280 

tttggttata gctcagacct 
2340 

caatgcgata tatgcagaga 
2400 

atctactcca gcacaaaatc 
2460 

tcacatctta atcaacatca 
2520 

tgtggaatga atttcagctg 
2580 

acagatccca taaatacctt 
2640 

tagagaaacc ttcctggagg 
2700 

catttttcca gcgttaccat 
2760 

gcctttagga acaccggaga 
2820 

aatgctttag ttagcatctt 
2880 

acatggtcga ggaactcgga 
2940 

actgacacta ggaacagctt 
3000 



caatgagtgC gggaagaact 
cttcagggag aaatcccaga 
taagaagaaa atttcagaat 
aaatgtttct caagttcaag 
aaagcaggga atccccatga 
cagcgaagtc ccatatgtcc 
cgagtgtggg aaaagctcca 
tggggagaaa ccattcaggt 
aactcagcac cagcgcgtcc 
agcctccaga gtgaggtccc 
cttcaagtgt aacgaatgtg 
ccgaccccac tcccgagaga 
gtacgttagc ctaattgaac 
catctgtgag gaagcatata 
acaagagcag ccttatcagt 
cattcagcat tacagaactc 
aaatgttggc cagtgttccc 
ccatcaatgt catgaatgtg 
gagaatccat actggtgaga 
gagCtgtagc ctctttaaac 
aagtgtagag gggtctctgt 
gaaaccatac tcctataatg 
caaactcaca aataggttga 
acccacaata atagaaatct 
catgcttgga aatctagaca 
aagcctgcag ttgacattca 
catgagttca gtagaagtaa 



ccggccgcca ttcgcatctg 
gatgcagtga caaaagaagt 
attcagaagc agacatggaa 
attttggaga aggctgtgag 
aagagatact aggacaacca 
acaaaaaatc ctccactgga 
ttcagagtgc acatcttatt 
gtgaggaatg cgggaaaagc 
acacaggcga gaagccctac 
acctcgttca gcatcagagc 
ggaaaggctt tgggaggcgt 
aatcccatca gtgtcgtgaa 
atcaggtgct ccacatgggt 
gttggaactt gacagtgatt 
gtgatatctg tggaaaagcc 
atacagcaga gaagccctat 
acaccaaaca acaCcaaaaa 
gcagaggctt cactctgaag 
aaccttttca aCgtaaagaa 
acctgagaag ccatgagagg 
tgtagaatag ctcttaattt 
agcaaagtaa caacttcaag 
aatcctttag CtaCaactca 
tttcgtgttc cccattgaga 
agaagagaat ccatggatgg 
gtcttcactt gaaactcaaa 
gctttatttg tagcttctgc 
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cttgtttgac ggcgtatcta ttcagggaag cgcacagtaa aagaattccc tagcatgatg 
3060 

tctgttttgg tacctcagca atgaaccttt tctagaaatt attattccaa ccactagaac 
3120 

accctagtca ctactcccac tttgagcatt aacccctttg aaaagaaatg gacCtaaagt 
3180 

atctctgttt cggcaaaact caggttcagg ggctggatgg tatgtgtttc tgctgcctta 
3240 

ttcaatccac cacttctctg tgaaacactc taccttgttt ttggtttgat tctactgatg 
3300 

tcagggttta gccggtagaa ggagtagttc agtttgtcaa Ctcaggagaa actgtactgg 
3360 

ccagtcacat cttacggcga agggagaggg acctcagggg agcagagaag acaggcaaag 
3420 

ttgtggactg tttgatcttg tattacccac aggaatgagg gcagctaaac ccatagaagg 
3480 

agttggacca aggcgaatta cgagtcctgg tcccagcagt atgtgtgctg acttctgggt 
3540 

gccccagaaa tagacctctc ctgtagagtg gtgatataca gaatgagttt cagtttgcat 
3600 

tgcagccggg attgaaagta atcagtcatg agcaggcagg caggaggtcc tgttagccct 
3660 

gccttccagg aaggttgggg tgggagtttt gagtgggaaa gaggatgaca tgtgtgagag 
3720 

agttctgagc ctgtttgcta gggagagtga gtgagtgctc ttgggcactg ctcaggccgt 
3780 

ttctgctgac ttgcctggct tacaataaat gcccaataaa catttgttga ccatatgtgt 
3840 

tgtacactgt ggtgccctgt ccagtcccct ctaccaagct gagaccccca tccccagctg 
3900 

ctctgagttt gggctgcaag tgctcacagc tcttgttctc cagaaactgg agaattgccc 
3960 

tcaggagatg agagccatct cacctcaccc aggagtcact tcctctctac accccaacac 
4020 

ctggttcatt tgattaaagc ggagaaaact ccagggtgct atgactgctc tggcaccctc 
4080 

ggatcaggcc aagctagact ttttctgagc cttcatccgt gctaagctct ctcccttctc 

4140 

tatcctgttt cattccctcc ctcaaaggcg Cttcccaaat aaatcacact gtcaatcaca 

4200 

tggttctgaa a 
4211 

<210> 6090 

<211> 839 

<212> PRT 

<213> Homo sapiens 

<400> 6090 

Mac lie Het Thr Glu Ser Arg Glu Val lie Asp Leu Asp Pro Pro Ala 

15 10 15 

Glu Thr Ser Gin Glu Gin Glu Asp Leu Phe He Val Lys Val Glu Glu 

20 25 30 

Glu Asp Cys Thr Trp Met Gin Glu Tyr Asn Pro Pro Thr Phe Glu Thr 
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35 




40 


Phe 


Tyr 


Gin Arg 


Phe 


Arg His Phe 




50 






55 


Arg 


Glu 


Ala Leu 


Ser 


Gin Leu Arg 


65 








70 


Pro 


Glu 


Leu His 


Thr 


Lys Glu Gin 








85 




Gin 


Phe 


Leu Thr 


He 


Leu Pro Glu 






100 






His 


His 


Pro Glu 


Ser 


Gly Glu Glu 






115 




120 


Gin 


Arg 


Glu Leu 


Glu Glu Arg Arg 




130 






135 


Val 


Leu 


Pro Arg 


Lys 


Met Ala Thr 


145 








150 


Ser 


Pro 


His Pro 


Leu 


Thr Val Asp 








165 




hys 


Pro 


Arg Leu 


Leu 


Glu Glu Asn 






180 






Ser 


Leu 


Pro Leu 


Lys 


Asp Ser Gin 






195 




200 


Thr 


Gly 


Ser Gin 


Lys 


Leu Val Lys 




210 






215 


Val 


Ser 


Phe lie 


Leu 


Glu Glu Trp 


225 








230 


Ser 


Leu 


Tyr Arg 


Asp Asp Arg Lys 








245 




Met 


Gly 


Tyr Glu 


Ser 


Arg Asp Asn 






260 






Ser 


Asp 


Asp Ser 


Glu 


Ser His Trp 






275 




280 


Ser 


Val 


Pro Gin 


Asp 


Pro Asp Phe 




290 






295 


Met 


Val 


Gin Arg 


Trp 


Gin Val Asn 


305 








310 


Asn 


Pro 


Ser Gin 


Lys 


Arg Asp Leu 








325 




Lys 


Gin 


Ser Thr 


His Gly Glu Arg 






340 






Lys 


Phe 


Phe Leu 


Gin 


Ala Ser Asn 






355 




360 


Thr 


Gly 


Glu Lys 


Pro 


Phe Lys Cys 




370 






375 


Gin 


Arg 


Val His 


Leu 


Thr Gin His 


385 








390 


Pro 


Tyr 


Lys Cys 


Gin 


Val Cys Gly 








405 




Leu 


Val 


Gin His 


His 


Ser Val His 






420 






Asn 


Glu 


Cys Gly 


Lys 


Asn Phe Gly 






435 




440 


Leu 


Lys 


Arg His 


Phe Arg Glu Lys 




450 






455 


Ser 


Lys 


Asn Thr 


Lys 


Leu Ser Val 



45 



Gin Tyr His Glu 


Ala 


Ser Gly Pro 








60 






Val 


Leu 


Cys 


Cys 


Glu 


Trp Leu Arg 






75 






80 


He 


Leu 


Glu 


Leu 


Leu 


Val Leu Glu 




90 








95 


Glu 


Phe 


Gin 


Pro 


Trp 


Val Arg Glu 


105 










110 


Ala 


Val 


Ala 


Val 


He 


Glu Asn He 










125 




Gin 


Gin 


He 


Val 


Ala 


Cys Pro Asp 








140 






Pro Gly Ala Val 


Gin 


Glu Ser Cys 






155 






160 


Thr 


Gin 


Pro 


Glu 


Gin 


Ala Pro Gin 




170 








175 


Ala 


Leu 


Pro 


Val 


Leu 


Gin Val Pro 


185 










190 


Glu 


Leu 


Thr 


Ala 


Ser 


Leu Leu Ser 










205 




He 


Glu 


Glu 


Val 


Ala 


Asp Val Ala 








220 






Gly His 


Leu 


Asp 


Gin 


Ser Gin Lys 






235 






240 


Glu Asn Tyr Gly 


Ser 


He Thr Ser 




250 








255 


Met 


Glu 


Leu 


He 


Val 


Lys Gin He 


265 










270 


Val 


Ala 


Pro 


Glu 


His 


Thr Glu Arg 










285 




Ala 


Glu 


Val 


Ser 


Asp 


Leu Lys Gly 








300 






Pro 


Thr 


Val 


Gly 


Lys 


Ser Arg Gin 






315 






320 


Asp 


Ala 


He 


Thr 


Asp 


He Ser Pro 




330 








335 


Gly 


His 


Arg 


Cys 


Ser 


Asp Cys Gly 


345 










350 


Phe 


He 


Gin 


His 


Arg 


Arg He His 










365 




Gly 


Glu Cys Gly 


Lys 


Ser Tyr Asn 








380 






Gin 


Arg 


Val 


His 


Thr 


Gly Glu Lys 






395 






400 


Lys 


Ala 


Phe 


Arg 


Val 


Ser Ser His 




410 








415 


Ser 


Gly Glu Arg 


Pro 


Tyr Gly Cys 


425 










430 


Arg 


His 


Ser 


His 


Leu 


He Glu His 










445 




Ser 


Gin Arg Cys 


Ser 


Asp Lys Arg 








460 






Lys 


Lys 


Lys 


He 


Ser 


Glu Tyr Ser 
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465 470 



01 It 


Ala 


Asp 


Mec 


Glu ueu ber uiy 










^ Q e 




Gin 


Asp 


Fne 


Giy Giu Qiy cys 












Lys 


Gin 


Gly 


lie 


Fro Mec juys giu 






bib 




bz V 


Arg 


kit A ^ 

riec 


Asn 


Tyr 


ser Giu vai Fro 




^ T n 






9 J 3 


Giy 


GiU 


Arg 


Pro 


rtis Liys uys Asn 














Ala 


nis 


Lieu 


lie Gin nis Gin 










903 


Ptie 


Arg 


Cys 


^ 1 ma 

Glu 


Glu Cys Gly Lys 








CO A 




Tiir 


Gin 


His 


Gin 


Arg val His Tnr 












Leu 


Cys 


Gly 


Lys 


Ala Phe Arg Val 




o 10 






ol5 


Ser 


Val 


His 


Ser 


Gly Glu Arg Pro 


^ « 

625 








630 


Gly 


Phe 


Gly 


Arg 


Arg Ser His Leu 










645 


Arg 


Glu 


Lys 


Ser 


His Gin Cys Arg 








660 




Tyr 


Val 


Ser 


Leu 


He Glu His Gin 






r ^ F 

SIS 




680 


Glu 


Lys 


n — -— 

Asn 


Gly 


He Cys Glu Glu 










073 


He 


Glu 


Asp 


Lys 


Lys He Glu Leu 


^ A C 

70b 








710 


He 


Cys 


Gly 


Lys 


Ala Pne Gly Tyr 










7^3 


Arg 


Thr 


His 


Thr 


Ala Glu Lys Pro 








740 




Asn 


Val 


Gly 


Gin 


Cys Ser His Thr 






755 




760 


Ser 


Thr 


Lys 


Ser 


His Gin Cys His 




770 






775 


Lys 


Ser 


His 


Leu 


Asn Gin His Gin 


785 








790 


Phe 


Gin 


Cys 


Lys 


Glu Cys Gly Met 










605 


Phe 


Lys 


His 


Leu 


Arg Ser His Glu 








820 




Ser 


Val 


Glu 


Gly 


Ser Leu Leu 



835 



<210> 6091 

<211> 1336 

<212> DNA 

<213> Homo sapiens 

<400> 6091 







475 






480 


Lys 


Thr 


Gin 


i\L^ ASH Vcl± 


Ser 


Gin 




490 






495 




Glu 


Phe 


Gin 


wXjr ljy9 JUt^U 


Asp 


Arg 


505 






dIO 






He 


Leu Gly 


Gin Fro ber 


Ser Lys 








c o c 






Tyr Val 


His 


i^ys oc£^ 


Ser 


Thr 








34 U 






Glu 


Cys 


Gly 


i^ys ocf riie 


He 


Gin 






555 






560 


Arg 


He 


His 


inr uxy uiu 


Lys 


Pro 




570 






575 




Ser Tyr Asn 


bin Arg vai 


His 


Leu 


565 






590 






Gly Glu 


Lys 


pro Tyr Tnr 


Cys 


Pro 








605 






Arg 


Ser 


His 


LtCU vai Gin 


His 


Gin 








620 






Phe 


Lys 


Cys 


Asn Glu Cys 


Gly Lys 






635 






640 


Ala Gly His 


Leu Arg Leu 


His 


Ser 




650 






655 




Glu 


Cys 


Gly 


Glu He Phe 


Phe 


Gin 


665 






670 






Val 


Leu 


His 


Mec Gly Gin 


Lys 


Asn 








685 






Ala 


Tyr 


Ser 


Trp Asn Leu 


Thr 


Val 








700 






Gin 


Glu 


Gin 


Fro Tyr Gin 


Cys 


Asp 






715 






720 


Ser 


Ser 


Asp 


Leu lie Gin 


His 


Tyr 




730 






735 




Tyr Gin Cys 


Asp He Cys 


Arg Glu 


745 






750 






Lys 


Gin 


His 


Gin Lys He 


Tyr 


Ser 








765 






Glu Cys 


Gly 


Arg Gly Phe 


Thr 


Leu 








780 






Arg 


He 


His 


Thr Gly Glu 


Lys 


Pro 






795 






800 


Asn 


Phe 


Ser 


Trp Ser Cys 


Ser 


Leu 




810 






815 




Arg 


Thr 


Asp 


Pro He Asn 


Thr 


Leu 


825 






830 
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ttttttcttt tttttttttt tccataaaaa gcactttgtt taatcttatc aaatcgatct 
60 

gtacaaaagt tagcgttgct cggtcagaaa ggagtgaagg cagcagggga gtgagggtgc 
120 

gtcctccgaa cgcggtgcca agggagacgc tgcatgaaac gggtctgcga cggctcccgg 
180 

cccccacccc cacccccaga gaaatagaag cagaggcatt atctttctct tctacaaaaa 
240 

agtaggaaaa gtagaaaaag tacaaagaag caacttctcg gctgcgttta agtttacaaa 
300 

gtttaaaggc acaagtttcc gtgaagtagg cgctaCtgta tgctctatgc tcagcacaca 
360 

ggggaagcag tgcaggCgaa tcaggtatga ctcgtctaga actgaggccc taacgacgtt 
420 

tagtggagaa ggtttagttt cacagcttgg taggtggcac tggtgcctgc gagccaagat 
480 

cacttctgaa gccaccactt tccaggaatt cctgtgtcct gtgtcctacc acatggcaca 
S40 

gtcatgggca aggacccagg aattcctgtg tcctatgtgt cctaccacgt ggcacagtcg 
600 

gggacaggga cggagtcctg cttcccaaac cccaaactgg tactgggtgc tggggcaccc 
660 

caacctgatc agagatgtca caaggcaggt cccttctcct ccctcgggtt ttcggttgcc 
720 

aagctcgagg catgaggggc ccagtcctcc cagggacctt gggacctccg ggccctccag 
780 

ggcggcctcc cataagccga gcaacgagca acgtgatgcc ggccaacagc tgcaactcca 
840 

cctcctgcct gccctcaagg gaagcttccc agcttccgtt ttgtcttaaa ttctactcCt 
900 

tgcccgaatt acctcattaa ttaaagataa aataacacag aacataaata catctttaac 
960 

agctttcaga agaaacacat ttaagcttca aaaataaaaa ttatcaaaaa cataaaaata 
1020 

aaagagagat gtgttcatca cagccagccc tcgcgtgagc gcactctgcc agcaaggaga 
1080 

caccCcagat ctgacaggca ggtcccggag atgctcgagt agactcatcc cagtctgcgg 
1140 

acagacaccc cggatcccgg acagcccgtg cagccgttgt cgagggaatg tggccCtgag 
1200 

tgcaggggct ctcggcgcca agaccggccc ggacctcaca gcgccctgca aggcccctgc 
1260 

caccccctcc tttggtcctt gggcCgtgct gccgtttctc ctctaccgag atgcaaagcg 
1320 

aaggtgctgg tgccgc 
1336 

<210> 6092 

<211> 118 

<212> PRT 

<213> Homo sapiens 

<400> 6092 

Met Ala Gin Ser Trp Ala Arg Thr Gin Glu Phe Leu Cys Pro Met Cys 
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IS 10 15 

Pro Thr Thr Trp His Ser Arg Gly Gin Gly Arg Ser Pro Ala Ser Gin 

20 25 30 

Thr Pro Asn Trp Tyr Trp Val Leu Gly His Pro Asn Leu lie Arg Asp 

35 40 45 

Val Thr Arg Gin Val Pro Ser Pro Pro Ser Gly Phe Arg Leu Pro Ser 

50 55 60 

Ser Arg His Glu Gly Pro Ser Pro Pro Arg Asp Leu Gly Thr Ser Gly 
65 70 75 80 

Pro Ser Arg Ala Ala Ser His Lys Pro Ser Asn Glu Gin Arg Asp Ala 

85 90 95 

Gly Gin Gin Leu Gin Leu His Leu Leu Pro Ala Leu Lys Gly Ser Phe 

100 • 105 110 

Pro Ala Ser Val Leu Ser 
115 

<210> 6093 
<211> 1998 
<212> DNA 

<213> Homo sapiens 
<400> 6093 

tttttttttt tttttttttt tttctttctt ttttttttcc ataaaaatgg atttaCtgcc 
60 

aaacCttaag aaaggcgctt cataagcaga agacacagaa tgccaccctc ctcaaggagg 
120 

caagcacgga atgccacctt cctcaagcac gcaagctagg caggccctgc acgtcctcac 
180 

tcctctccca gaagccagct tcctgcctag ggcccagcct gctaaaggat ggaaattaat 
240 

agcatttggt cacttgaggt ggccccagag ctacttgcct acccaccagg ccccagggag 
300 

agtggctggg cctcaacctg tgacctacac gcagggtctc tgcacccaca gactctgccc 
360 

tcagtccagc tgctgcagtt agctacttga cacaggaggg aactgaggct ccaattcctg 
420 

gcagtaggtg gcttggctaa agccccagcc agccatggct gctggtgggg gaaggctgtt 
480 

cctaaggcaa gatggcaggg gatcacaCga ctgggcaacc gatgtccttc tCgctctcgt 
540 

cctggggcag atggagggaa agccagactg tggcatgggg gcccagtttg cacaaggagg 
600 

ctgatggggg ctcccgaacc agtgcattgc tgctcacctc tgctccggcc ccacgcagcc 
660 

cagagaagac atctgcccct cctgatcctt gactactacc ccaagaacaa agtgacagta 
720 

caataacgat aacgaaggca ttgacctgtg cagcaggcct cagtggggtc ggggaacaga 
780 

gcagaaaggc cagggcatgt tgctgtgacc cccccctttc tctctttcag taaacaaaag 
840 

tgcacatgca gaaatctggg caggtcctat cggaagctgc tctcacccca gaggccccag 
900 

ggagagtggc tggacctcgg gagccagggc ctctgcacct acaggctctg ccctcagCcc 
960 
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agctgctgca gcacgatgga gactggatgt 
1020 

aggctgggag aggaccaggg tgcagggatg 
1080 

ttctcctaga aagttacagg agagcagccc 

1140 

cggatCccaa cataccccta tcagcatttg 

1200 

ggctgagaag gaaccacaga gatccagata 
1260 

tggggattcc cttctgaagg ctgacatgat 
1320 

tcagagccac tctgggaccc acctcttcag 
1380 

cagagactag actaggggac cccttaaatt 
1440 

agccctccaa tcatagctca ctgagaggaa 
ISOO 

aaaaaggaaa cagggccaaa gagagagagg 
1560 

gcctctcatc tccctcaaga ggctccagct 
1620 

aacctagagc ctggacccaa ggcctctgca 
1680 

gctttgaggc tgccttagcc atgaggctct 

1740 

cagggggctc agctgtgctg tattcagaag 
1600 

cagagatgat gtcattccca gacaccccaa 
1860 

gaacgaccac acaaacacat aggtcccagc 
1920 

gagcccaggc cagatagcca gcagtagccc 
1960 

agagtaggaa ggacgccc 
1998 



gcccctagag ccagggacaa tgtgggggag 
gaccaggaaa gggaaagaag aaaatgCctc 
acctggggct tgaaggcggg gaagtggctt 
aagaaatgac egggatactg gacctgtttc 
aatccccatc tgaggaggca cagaagttgg 
cattacaagt aagtttttct aatgtggaca 
aaatatacaa ggctggacac tatccagggg 
cctcttccac tcttgaatcc tccagaccca 
ggggctgcag aaaatgtcct tgttttgcaa 
ccacacagct aatgtcctcc Ccacaaagag 
gggtcctacg ttccccccaa ctgagggatg 
gctactcaga ataggtggga ggaggggctg 
ttgcctagga atagctggag atgggagctg 
tcaggaatgt aaactactgg ggatggggaa 
ctgccgcccc caaagccctg gggcagtttg 
gtgtgtgctc ccagccccag ccccagccca 
Cgggtggcac ctggcaccac tggccagagc 



<210> 6094 

<211> 136 

<212> PRT 

<213> Homo sapiens 



<400> 6094 

Met He Met Ser Ala Phe Arg Arg 

1 5 
Pro Gin Met Gly He Tyr Leu Asp 
20 

Thr Gly Pro val Ser Gin Ser Phe 

35 40 
Trp Asn Pro Lys Pro Leu Pro Arg 

50 55 
Ser Cys Asn Phe Leu Gly Glu Glu 
65 70 
Val His Pro Cys Thr Leu Val Leu 



Glu Ser Pro Pro Thr Ser Val Pro 

10 15 
Leu Cys Gly Ser Phe Ser Ala Glu 
25 30 
Leu Gin Met Leu He Gly Val Cys 

45 

Leu Gin Ala Pro Asp Gly Leu Leu 
60 

Thr Phe Ser Ser Phe Pro Phe Leu 

75 80 
Ser Gin Pro Leu Pro His He Val 
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Pro Asp Ser Arg 
100 

Leu Arg Ala Glu 
115 

Pro Leu Ser Leu 
130 



85 

Gly Thr Ser Ser 

Pro Val Gly Ala 
120 

Gly Pro Leu Gly 
135 



90 

Leu His Arg Ala 

105 

Glu Ala Leu Ala 



95 

Ala Ala Ala Gly 

110 

Pro Glu Val Gin 
125 



<210> 6095 

<211> 441 

<212> DNA 

<213> Homo sapiens 



<400> 6095 
naacgtctcc 
60 

acctgcgccc 
120 

ttcCccctca 
180 

cgcgccatct 
240 

aactgctgta 
300 

tgggtggtcc 
360 

agagccctgg 
420 

aattcttcaa 
441 



gccgtcggcc 
tggcctccca 
agaagtggaa 
gcagggtcca 
tgtccctgtg 
aaagaatcgg 
tggatcttgt 
atagggaccg 



ccgcggcgcc 
ctccgggagc 
cgcggtggcc 
ggtgatggtg 
ggtgaaacag 
caaatgagag 
aatccagtgc 
t 



gccatggccg 
tcaggctcca 
atgtggagct 
gtctggggag 
aacaatcgcc 
tggttagaag 
cctacaaagg 



acgtggaaga 
agtcgggagg 
gggacgtgga 
aatgtaatca 
gccctctctg 
gcttcttagc 
ctagaacact 



cggagaggaa 
cgacaagatg 
gtgcgatacg 
ttccttccac 
ccagcaggac 
gcagttgttc 
acaggggatg 



<210> 6096 
<211> 97 
<212> PRT 

<213> Homo sapiens 



<400> 6096 

Met Ala Asp Val Glu Asp Gly Glu Glu Thr Cys Ala Leu Ala Ser His 

IS 10 15 

Ser Gly Ser Ser Gly Ser Lys Ser Gly Gly Asp Lys Met Phe Ser Leu 

20 25 30 

Lys Lys Trp Asn Ala Val Ala Met Trp Ser Trp Asp Val Glu Cys Asp 

35 40 45 

Thr Cys Ala He Cys Arg Val Gin Val Met Val Val Trp Gly Glu Cys 

50 55 60 

Asn His Ser Phe His Asn Cys Cys Met Ser Leu Trp Val Lys Gin Asn 
65 70 75 80 

Asn Arg Cys Pro Leu Cys Gin Gin Asp Trp Val Val Gin Arg He Gly 

85 90 95 

Lys 



<210> 6097 
<211> 2404 
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<2X2> DNA 

<213> Homo sapiens 

<400> 6097 

cggtttgtgg cccgggaaaa 
60 

ctccagaacc accccatggt 

120 

ctgctgaaga accagcggtt 
180 

gtggagtcgg gggccctgga 
240 

ttttcccaca tcggggactg 
300 

gcctacctgg ttntantagg 
360 

ggccggtcag gggctgaggc 
420 

gagccgaccc tggagaggga 
480 

cccttttctg ccctgggctg 
540 

tcacttttgg aaacgggcag 
600 

gggacccagc tcacagggca 
660 

gacaggcagg gccggaagat 
720 

atcagtgggg tggagatgca 
780 

gcagagctgg ccattgtggc 
840 

tgtgggacag atgccctgag 
900 

cacctgtcag tctctgaggt 
960 

ctccgctcta tcctcaatgc 
1020 

tctccctcct ccccgatgga 
1080 

tgtgagcggg gcttcctcac 
1140 

tggcttcaca acctctgcga 
1200 

ccccgccccc tggggccccc 
1260 

ctggccccac tgatgccctt 
1320 

ggttgccccc ctgcccccag 
1380 

cactggcgcc agccagagct 
1440 

ctaagggctc tccgagccac 
1500 



gataatgtct gtgctgagtg 
actgcccatc tgcagccgtt 
tgcccgctgc caggaaatgg 
gctcagtccc tccttccacc 
gtgtgtctcc cggcagctgt 
accatgcgca nngggagaag 
cagagagtta gcagcggaac 
tccfcgacgtc ctagacacat 
gccccaagag accccagacc 
cgaccttctg ctgctctggg 
gctgcccttc agcaaggtgc 
gagcaagtcc ctggggaaCg 
gttgctgcag gaaaagctga 
cgcagcacag aaaaaggact 
attcacactc tgctcccatg 
ccagagctgc cgacatttct 
tttaggggag aaatttgtgc 
tgcctggatc ctgagccgcc 
ccgagagctc tcgctcgtca 
cgcctacctg gaggctgtga 
tcaggtcctg ttctcctgcg 
cctggctgaa gagctctggc 
catctcggtt gccccctacc 
ggagcggcgc tCctcccggg 
gtaccagctc accaaagccc 



aatggggcct gttccggggc 
ctggggatgt gatagaatac 
gggcccgagc cgccaaggct 
agaagaactg gcaacactgg 
ggtggggcca tcagattcca 
agnngacctg ttgggtggtc 
tgacagggag gcaaggggca 
ggttttcttc tgccctgttc 
ttgctcgttt ctaccccctg 
tgggccgcac ggtcatgttg 
ttctccatcc catggttcgg 
tgctggaccc aagagacatc 
gaagcggaaa tttggaccct 
ttcctcacgg gatccctgag 
gagttcaggc gggcgacttg 
gcaacaagat ctggaatgct 
cacagcctgc tgaggagctg 
ttgccctggc tgcccaggag 
ctcatgccct gcaccacttc 
agcccgtgct gtggcactcg 
ctgacctcgg cctccgcctc 
agaggctgcc ccccaggcct 
ccagcgcctg cagcttggag 
tccaagaggt cgtgcaggtg 
ggccccgagt gctgctgcag 
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agctcagagc ctggggacca gggcctcttc 
1560 

ggctactgtg gggctgtggg cctgttaccc 
1620 

caggccccac tcagtgacac ggctcaagtc 

1680 

cagatccagc tacctctgtt agccgcccga 
1740 

ctcacagcca ggaccccatc agaaggggag 
1800 

tccctccagc tggaattgtc aaaactggac 
1860 

gatgagcctc cagccccagg gagcccggag 
1920 

ccctctcaga cctgtctttg aggacaaaca 
1980 

gtcagagact atgtggCcca tcgccttcat 
2040 

cgcagtgact gtggtgtcct tgagatgctc 
2100 

aagtctggga atgaggagat tgagataaac 
2160 

ctctttggtc ccctttgctc ccagcggtga 
2220 

ctcggtctgg gaaaagagga ggaggggtcc 
2280 

ggggtaggta atgggacagt ggttccggtt 
2340 

ggctttttgc agggtccttc tcctccaatt 

2400 

gctt 

2404 

<210> 6098 

<211> 631 

<212> PRT 

<213> Hoino sapiens 

<400> 6098 

Arg Fhe VaX Ala Arg Glu Lys He 

1 5 
Leu Phe Arg Gly Leu Gin Asn His 
20 

Arg Ser Gly Asp Val He Glu Tyr 

35 40 
Arg Cys Gin Glu Met Gly Ala Arg 

50 55 
Ala Leu Glu Leu Ser Pro Ser Phe 
65 70 
Phe Ser His He Gly Asp Trp Cys 

85 

His Gin He Pro Ala Tyr Leu Val 
100 

Glu Glu Xaa Thr Cys Trp Val Val 



gaggccttct tggagcccct gggcaccctg 
ccaggcacag cagctccctc cggctgggcc 
tacatggagc tgcagggcct ggtggacccg 
aggtacaagt tgcagaagca gcttgacagc 
gcagggactc agaggcaaca aaagctttct 
aaggcagcct ctcacctccg gcagctgatg 
ccctaactca tcatccccat cagttttcct 
gatttgtcag ctgtcagggt gcagtgggac 
tgtgtaaatg aggacacaga ctggcttggt 
acattactgc ccggcctgcc Ccccacctgg 
ttttgaaatc ccaaacatgt ctgtttatgg 
cttttgtgct tctgagttgt cccctgagag 
tcactggagg aagaggaacc tttcagtcac 
ctacctcctt tcttggactg acaggtgcct 
ctcactaaat ggaaggttcc ccgctccttg 



Met 


Ser 


Val 


Leu 


Ser 


Glu 


Trp 


Gly 




10 










15 




Pro 


Met 


Val 


Leu 


Pro 


He 


Cys 


Ser 


25 










30 






Leu 


Leu 


Lys 


Asn 


Gin 


Trp 


Phe 


Val 










45 








Ala 


Ala 


Lys 


Ala 


Val 


Glu 


Ser 


Gly 








60 










His 


Gin 


Lys 


Asn 


Trp 


Gin 


His 


Trp 






75 










80 


Val 


Ser 


Arg 


Gin 


Leu 


Trp 


Trp 


Gly 




90 










95 




Xaa 


Xaa 


Gly 


Pro 


Cys 


Ala 


Xaa 


Gly 


105 










110 






Gly 


Arg 


Ser 


Gly 


Ala 


Glu 


Ala 


Arg 
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Glu Leu 
130 
Glu Arg 
145 

Pro Phe 

Phe Tyr 

Trp Val 

Pro Phe 
210 
Arg Lys 
225 

lie Ser 

Asn Leu 

Asp Phe 

Thr Leu 
290 
Ser Glu 
305 

Leu Arg 

Ala Glu 

Arg Leu 

Glu Leu 
370 
Leu Cys 
385 

Pro Arg 

Gly Leu 

Trp Gin 

Ser Val 
450 
Pro Glu 
465 

Leu Arg 

Val Leu 

Phe Leu 

Leu Pro 
530 
Ser Asp 



115 

Ala Ala 

Asp Pro 

Ser Ala 

Pro Leu 
180 
Gly Arg 
195 

Ser Lys 

Met Ser 

Gly Val 

Asp Pro 
260 
Pro His 
275 

Cys Ser 

Val Gin 

Phe He 

Glu Leu 
340 
Ala Leu 

355 

Ser Leu 

Asp Val 

Pro Leu 

Arg Leu 
420 
Arg Leu 
435 

Ala Pro 

Leu Glu 

Ala Leu 

Leu Gin 
500 
Glu Pro 
515 

Pro Gly 
Thr Ala 



Glu Leu Thr 
135 

Asp Val Leu 

150 
Leu Gly Trp 
165 

Ser Leu Leu 

Met Val Met 

Val Leu Leu 
215 

Lys Ser Leu 

230 
Glu Met Gin 
245 

Ala Glu Leu 

Gly He Pro 

His Gly Val 
295 

Ser Cys Arg 

310 
Leu Asn Ala 

325 

Ser Pro Ser 

Ala Ala Gin 

Val Thr His 
375 

Tyr Leu Glu 

390 
Gly Pro Pro 
405 

Leu Ala Pro 

Pro Pro Arg 

Tyr Pro Ser 
455 

Arg Arg Phe 

470 

Arg Ala Thr 
485 

Ser Ser Glu 

Leu Gly Thr 

Thr Ala Ala 
535 

Gin Val Tyr 



120 

Gly Arg Gin 

Asp Thr Trp 

Pro Gin Glu 
170 

Glu Thr Gly 

185 
Leu Gly Thr 

200 

His Pro Met 

Gly Asn Val 

Leu Leu Gin 
250 

Ala He Val 

265 
Glu Cys Gly 
280 

Gin Ala Gly 

His Phe Cys 

Leu Gly Glu 
330 

Ser Pro Met 

345 
Glu Cys Glu 
360 

Ala Leu His 

Ala Val Lys 

Gin Val Leu 
410 

Leu Met Pro 

425 
Pro Gly Cys 
440 

Ala Cys Ser 

Ser Arg Val 

Tyr Gin Leu 
490 

Pro Gly Asp 

505 
Leu Gly Tyr 
520 

Pro Ser Gly 
Met Glu Leu 



125 

Gly Ala Glu 

140 
Phe Ser Ser 
155 

Thr Pro Asp 

Ser Asp Leu 

Gin Leu Thr 
205 

Val Arg Asp 

220 
Leu Asp Pro 

235 

Glu Lys Leu 

Ala Ala Ala 

Thr Asp Ala 
285 

Asp Leu His 

300 
Asn Lys He 
315 

Lys Phe Val 

Asp Ala Trp 

Arg Gly Phe 
365 

His Phe Trp 

380 
Pro Val Leu 
395 

Phe Ser Cys 

Phe Leu Ala 

Pro Pro Ala 
445 

Leu Glu His 

460 
Gin Glu Val 
475 

Thr Lys Ala 

Gin Gly Leu 

Cys Gly Ala 
525 

Trp Ala Gin 

540 
Oln Gly Leu 



Pro Thr Leu 

Ala Leu Phe 
160 

Leu Ala T^g 

175 
Leu Leu Phe 
190 

Gly Gin Leu 

Arg Gin Gly 

Arg Asp He 
240 

Arg Ser Gly 

255 
Gin Lys Lys 
270 

Leu Arg Phe 

Leu Ser Val 

Trp Asn Ala 
320 

Pro Gin Pro 

335 
He Leu Ser 
350 

Leu Thr Arg 

Leu His Asn 

Trp His Ser 
400 

Ala Asp Leu 

415 
Glu Glu Leu 
430 

Pro .Ser He 

Trp Arg Gin 

Val Gin Val 
480 

Arg Pro Arg 

495 
Phe Glu Ala 
510 

Val Gly Leu 
Ala Pro Leu 
Val Asp Pro 
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545 550 555 560 

Gin lie Gin Leu Pro I^eu Leu Ala Ala Arg Arg Tyr Lys Leu Gin Lys 

565 570 S75 

Gin Leu Asp Ser Leu Thr Ala Arg Thr Pro Ser Glu Gly Glu Ala Gly 

580 585 590 

Thr Gin Arg Gin Gin Lys Leu Ser Ser Leu Gin Leu Glu Leu Ser Lys 

595 600 605 

Leu Asp Lys Ala Ala Ser His Leu Arg Gin Leu Met Asp Glu Pro Pro 

610 615 620 

Ala Pro Gly Ser Pro Glu Leu 
625 630 



<210> 6099 

<211> 3957 

<212> DNA 

<213> Komo sapiens 



<400> 6099 

ggggctgccg gggccgggac tgggggagcc 
60 

gcgccggggt ccccagccgc ccccgctgcc 
120 

ccagccccgg cctcccgcgg acccatgccc 
180 

accatcggca agggcaactt cgcggtggtc 

240 

aaggttgcta tcaagatcat agataagacc 

300 

tcccgggaag ttcaaattat gaagatgctt 
360 

gCtatggaga cagaacggat gatccatctg 
420 

tttgaccacc tggtggccca tggtagaatg 
480 

cagatcgtca cagctgtcta tttttgtcac 
540 

gctgaaaatt tacttctgga tgccaatctg 
600 

aacctcttca ctcctgggca gctgctgaag 
660 

cctgaactct ttgaaggaaa agaatatgat 
720 

gttgtcctct acgtgcttgt gtgcggtgcc 
780 

ctgcgggccc gcgtgctgag Cggaaagttc 
840 

gagcatttga tccgccatat gttggtgtta 
900 

atctgcaagc acaagtggat gaagctaggg 
960 

gctgaatgcc aacaactaaa ggaagaaaga 
1020 

ttggccatgg aggacatggg actggacaaa 
1080 



gggcccgcgg gccgcctgct gcctccgccc 
gcgtcccctg cggccggcca gccgcgtccc 
gcccgtatcg gctactacga gatcgaccgc 
aagcgggcca cgcacctcgt caccaaggcc 
cagctggatg aagaaaactt gaagaagatt 
tgccaccccc aCatcatcag gctctaccag 
gtgacagaat atgctagtgg aggggaaata 
gcagaaaagg aggcacgtcg gaagttcaaa 
tgtcggaaca ttgttcatcg tgatttaaaa 
aatatcaaaa tagcagattt tggttccagt 
acctggtgtg gcagccctcc cCatgcCgca 
gggcccaaag tggacatctg gagccttgga 
ctgccatttg atggaagcac actgcagaat 
cgcatcccac tctccatgtc cacagaatgt 
gatcccaata agcgcctctc catggagcag 
gacgccgatc ccaactttga caggttaata 
caggtggacc ccctgaatga ggatgtcctc 
gaacagacac tgcaggcgga gcaggcaggt 
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• actgctatga acatcagcgt tccccaggcg 
1140 

gagccggatg ggacactgaa tctggacagt 
1200 

ttggtgcgct atttgtcaat gaggaggcac 

1260 

gttatggaag atctgcagaa gctcctaccC 

1320 

ttcccgcagg tggcccctaa tgtgaactcc 
1380 

caaccaaccg ggcaacttga gtacaaggag 
1440 

ctgttgaatg gaatgggccc ccttggccgg 
1500 

ctgcatgccc agcagctgct gaagcgccca 
1560 

ccagcagtgc cagcagttac ccctgtggac 
1620 

gaagctgtgc agagctctac ctacaaggac 
1680 

ttctcccctg tgcgccggtt ctcagatggg 
1740 

ctggaaaaaa tgggcaacaa cagcagcatc 

1800 

cagaagacgt acggggggca gattgatgaa 
1860 

atgttatacc agcaggagca gcaccatcaa 
1920 

tgtcctcctc agccatcCcc acctcttcag 
1980 

acccatcagc tccagaggtt aaggattcag 
2040 

aaccatctct tcaggcagcc cagtaatagt 
2100 

cctcacgggg ctgcatcttc ctcccagttt 
2160 

cagcagcaac ctgagaactg ttcctctcct 
2220 

cagcagcctg ctcagtcaca gcaggtcacc 
2280 

agcaacatgc caggcacagc tgcaggctcc 
2340 

gctggtcaga tgcagatgca gcaccgtacc 
2400 

cgtcccttgt ccaagcagct gagtgctgac 
2460 

cggttctccc ctgctaacta cgaccaggcg 
2520 

tcccggggtt cccccagcag ctacagccct 
2580 

gccctgaaag tccctccact tgaccaattc 
2640 

ccgccacact ataccacgtc ggcactacag 
2700 
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cagctgatca acccagagaa ccaaattgtg 
gatgagggtg aagagcctcc ccctgaagca 
acagtgggtg tggctgaccc acgcacggaa 
ggctcccctg gagtcaaccc ccaggctcca 
atgcacaacc tgttgcctat gcaaaacttg 
cagtctctcc Cacagccgcc cacgctacag 
agggcaccag atggaggagc caacatccaa 
cggggaccct ctccgcttgC caccatgaca 
gaggagagct cagacgggga gccagaccag 
tccaacactc tgcacctccc tacggagcgt 
gctgcgagca tccaggcctt caaagctcac 
aaacagctgc agcaggagtg tgagcagctg 
agaaccctgg agaagaccca gcagcagcat 
attctccagc aacaaattca agactctatc 
gctgcatgtg aaaatcagcc agccctcctc 
ccttcaagcc caccccccaa ccaccccaac 
cctcccccca cgagcagtgc catgatccag 
caaggcttac cttcccgcag tgcaatcctt 
cccaacgtgg cacCaacctg ctCgggtatg 
atccaagtcc aagagcctgt tgacatgctc 
agtgggcgcg gcatctccat cagccccagt 
aacctgatgg ccaccctcag ctatgggcac 
agtgcagagg ctcacagctt gaacgtgaat 
catttacacc cccatctgtt ttcggaccag 
tcaacaggag tggggttctc tccaacccaa 
cccacctccc ctcccagtgc acatcagcag 
caggccctgc tgtcCcccac gccgccagac 
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tatacaagac 
2760 

ctcaccggcG 
2820 

cagcagcaac 
2880 

ttcaggcaca 
2940 

atgacagagc 
3000 

aacagcgacg 
3060 

aaagcactta 
3120 

agccagcagt 
3180 

cacccagacc 
3240 

attacagaca 
3300 

ggcgtgtaac 
3360 

cctgaatttg 
3420 

atccccacgc 
3480 

cccttgagtg 
3540 

gtccccagtc 
3600 

aagaaagccc 
3660 

ctgccctacc 
3720 

gagcagactg 

3780 

tcttgcaaac 
3840 

agtatacgtc 

3900 

atatttcttt 
3957 



accagcaggt 
actcggacat 
aacggcagca 
tgaaccaagg 
gccaggcttt 
atgcttatgt 
gctctgcccg 
ttcaggatgg 
tgagtgatgg 
ttctgctcag 
aagaaacaga 
cacagaggaa 
accttgtcct 
gaattcCgca 
tcccctccac 
taaaaagctg 
accaccacgc 
cacccgccag 
tacactttaa 
gaatgtatat 
ctttctcatc 



accccacatc 
ccggctgccc 
gcagcagcaa 
ggatgcgggg 
atcttatcaa 
acagctggat 
gatgtcggaC 
ggaaaatgag 
cagccagcat 
ctacaagcac 
gagagagcaa 
agcgggtgcc 
tctccactga 
gtgcaagagc 
ttggtggggt 
ttgacttatc 
gcccagcctg 
caacatcaga 
aaaaaactca 
gaacatactt 
ttatgttgaa 



cttcaaggac 
ccaacagagt 
cagcagcaac 
agtctggctc 
aatgctgact 
aacttgccag 
gcagttctca 
gaatgtgggg 
ttaaactccC 
cccgaagtct 
gaggccccga 
cggcatggcc 
tactggcagc 
ccttcgtggg 
caccaactac 
tgcgcttgtt 
atgtgtttac 
tgaaagccag 
ctgctttgta 
tcctatttct 
ctaaaaagga 



tgcCttctcc 
ttgcacagct 
agcaagaata 
ccagccttgg 
cttatcacca 
gaatgagtct 
gtcagtcttc 
caagcctggg 
cttgctatcc 
ccttcagcat 
gtcccctcct 
atcctgatgt 
tcggctcctg 
agctgtccca 
tcaccagaag 
ccaactctta 
atggCactgt 
tgagcctact 
ttgtagtaac 
gctctttgaa 
ttaaaaaaaa 



ccggcattcg 
cattaaaagg 
ccaggaactg 
gggacagagc 
cacgatccag 
cgtggctggg 
gctcatgggc 
aggtcatgag 
atcCacgtgt 
ggagcaggca 
agtctttcat 
tgctggaggg 
gacccaagat 
cgtttccatg 
ggggcttacc 
tgcccccaac 
atgtatggga 
aaccgtgcca 
caatatgtgc 
aatgtcagaa 
aatctcc 



<210> 6100 

<211> 1102 

<212> PRT 

<213> Homo sapiens 



<400> 6100 

Gly Ala Ala Gly Ala Gly Thr Gly 

1 5 
Leu Pro Pro Pro Ala Pro Gly Ser 
20 

Pro Ala Ala Gly Gin Pro Arg Pro 



Gly Ala Gly Pro Ala Gly Arg Leu 

10 15 
Pro Ala Ala Pro Ala Ala Val Ser 
25 30 
Pro Ala Pro Ala Ser Arg Gly Pro 
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35 


A A 

40 


net 


pro 


Axa Arg xie GXy Tyr 


Tyr 




50 


55 




Gxy 


n M 

Asn 


pne Ala vai vai Lys 


Arg 


65 




70 




Lys 




Axa xxe Liys ixe xxe 


ASp 






85 




Leu 


Lys 


Liys X X e Erne ajt^ ux u 


vax 






100 




Pro 


nXS 


XXe XX6 AX^9 XiBu lyX^ 


uxn 






lis 


120 


Tyr 


Leu 


vax Tnr qiu Tyr Axa 


^^^^ 

ser 




130 


135 




Val 


Ala 


His Gly Arg Met Ala 


Glu 


145 




ISO 




Gin 


Zle 


Val Thr Ala Val Tyr 


Phe 






165 




Arg 


Asp 


Leu Lys Ala Glu Asn 


Leu 






180 




Lys 


lie 


Ala Asp Pne Gly Phe 


Ser 






195 


200 


Leu 


Lys 


Thr Trp Cys Gly Ser 


A^ ^ 

Pro 




210 


215 




Glu 


Gly 


Lys Glu Tyr Asp Gly 


Pro 


225 




230 




Val 


Val 


Leu Tyr Val Leu Val 


Cys 






245 




Thr 


Leu 


Gin Asn Leu Arg Ala 


Arg 






260 




Pro 


Phe 


Phe Met Ser Thr Glu 


Cys 






275 


280 


Val 


Leu 


Asp Pro Asn Lys Arg 


Leu 




290 


29S 




Lys 


Trp 


Met Lys Leu Gly Asp 


Ala 


305 




310 




Ala 


GIU 


cys Gin Gin i«eu Lys 


GXU 






^ ^ c 
3 25 




uXU 


ASp 


\79 1 T All T All IV 1 a 

vai. L»eu Lieu Axa nee 


cxu 










iiiir 


Leu 


/^Im &1>x /**lii 

v^xn Ala 61U cm Axa 


uiy 






^ c c 


360 


Pin 


VAX 


uxn liCU xxe Asn rro 


r*! 11 
(jXU 




370 


375 




Thr 


Leu 


Asn Leu Asp Ser Asp 


Glu 


385 




390 




Leu 


Val 


Arg Tyr Leu Ser Met 


Arg 






40S 




Pro 


Arg 


Thr Glu Val Met Glu 


Asp 






420 




Pro 


Gly 


Val Asn Pro Gin Ala 


Pro 






435 


440 


Asn 


Phe 


Met His Asn Leu Leu 


Pro 




450 


4 55 




Gin 


Leu 


Glu Tyr Lys Glu Gin 


Ser 



45 



Glu 


He Asp 


Arg 


Thr 


T1 A 


Gly Lys 






60 










Ala 


Thr His 


Leu 


Val. 


inr 


T.\/c 


Ala 




75 












Lys 


Thr Gin 


Leu Asp 


r*! 11 

vXU 


V7XU 


/Von 




90 








Q C 




Gin 


lie Met 


Lys 


Met 


T A ft • 

LtGU 


L.ys 


XIXS 


105 








XXw 






Val 


Met Glu 


Thr 


Glu 


Arg 


Met 


He 








12S 








Gly Gly Glu 


He 


Phe 


Asp 


His 


Leu 






140 










Lys 


Glu Ala 


Arg Arg 


Lys 


Phe 


Lys 




ISS 










160 


Cys 


His Cys 


Arg Asn 


He 


Val 


His 




170 








175 




Leu 


Leu Asp 


Ala 


Asn 


Leu 


Asn 


Zle 


185 








190 






Asn 


Leu Phe 


Thr 


Pro 


Gly 


Gin 


Leu 








205 








Pro Tyr Ala 


Ala 


Pro 


Glu 


Leu 


Phe 






220 










Lys 


Val Asp 


He 


Trp 


Ser 


Leu Gly 




235 










240 


Gly Ala Leu 


Pro 


Phe 


^ — - - 

Asp 


Gly Ser 




250 








255 




Val 


Leu Ser 


Gly Lys 


Phe 


Arg 


He 


265 








270 






Glu 


His Leu 


He 


Arg 


His 


Met 


Leu 








285 








Ser 


Met Glu 


Gin 


He 


cys 


Lys 


His 






300 










Asp 


Pro Asn 


Phe 


Asp 


IV 

Arg 


Leu 


He 




315 










320 


Glu Arg Gin 


Val 


Asp 


irro 


Leu 


Asn 




330 








335 




Asp Met Gly 


Leu Asp 


lays 


Glu 


Gin 


345 








J 3 U 






Thr 


Ala Met 


Asn 


He 


C A 

aer 


val 


Pro 








365 








Asn 


Gin He 


Val 


Glu 


Pro 


Asp Gly 






380 










Gly Glu Glu 


Pro 


Ser 


Pro 


Glu 


Ala 




395 










400 


Arg 


His Thr 


Val 


Gly 


VaX 


Ala Asp 




410 








415 




Leu Gin Lys 


Leu 


Leu 


Pro 


Gly Phe 


425 








430 






Phe 


Leu Gin 


Val 


Ala 


Pro 


Asn 


Val 








445 








Met 


Gin Asn 


Leu 


Gin 


Pro 


Thr Gly 






460 










Leu 


Leu Gin 


Pro 


Pro 


Thr 


Leu 


Gin 
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465 470 475 480 

Leu Leu Asn Gly Met Gly Pro Leu Gly Arg Arg Ala Ser Asp Gly Gly 

. 485 490 495 

Ala Asn lie Gin Le'u His Ala Gin Gin Leu Leu Lys Arg Pro Arg Gly 

500 505 510 

Pro Ser Pro Leu Val Thr Met Thr Pro Ala Val Pro Ala Val Thr Pro 

515 520 525 

Val Asp Glu Glu Ser Ser Asp Gly Glu Pro Asp Gin Glu Ala Val Gin 

530 535 540 

Ser Ser Thr Tyr Lys Asp Ser Asn Thr Leu His Leu Pro Thr Glu Arg 
545 550 555 560 

Phe Ser Pro Val Arg Arg Phe Ser Asp Gly Ala Ala Ser lie Gin Ala 

565 570 575 

Phe Lys Ala His Leu Glu Lys Net Gly Asn Asn Ser Ser He Lys Gin 

580 585 590 

Leu Gin Gin Glu Cys Glu Gin Leu Gin Lys Met Tyr Gly Gly Gin He 

595 600 605 

Asp Glu Arg Thr Leu Glu Lys Thr Gin Gin Gin His Met Leu Tyr Gin 

610 615 620 

Gin Glu Gin His His Gin He Leu Gin Gin Gin He Gin Asp Ser He 
630 635 640 

Cys Pro Pro Gin Pro Ser Pro Pro Leu Gin Ala Ala Cys Glu Asn Gin 

645 650 655 

Pro Ala Leu Leu Thr His Gin Leu Gin Arg Leu Arg He Gin Pro Ser 

660 665 670 

Ser Pro Pro Pro Asn His Pro Asn Asn His Leu Phe Arg Gin Pro Ser 

675 680 685 

Asn Ser Pro Pro Pro Met Ser Ser Ala Met He Gin Pro His Gly Ala 

690 695 700 

Ala Ser Ser Ser Gin Phe Gin Gly Leu Pro Ser Arg Ser Ala He Phe 
705 710 715 720 

Gin Gin Gin Pro Glu Asn Cys Ser Ser Pro Pro Asn Val Ala Leu Thr 

725 730 735 

Cys Leu Gly Met Gin Gin Pro Ala Qln Ser Gin Gin Val Thr He Gin 

740 745 750 

Val Gin Glu Pro Val Asp Met Leu Ser Asn Met Pro Gly Thr Ala Ala 

755 760 765 

Gly Ser Ser Gly Arg Gly He Ser He Ser Pro Ser Ala Gly Gin Met 

770 775 780 

Gin Met Gin His Arg Thr Asn Leu Met Ala Thr Leu Ser Tyr Gly His 
785 790 795 800 

Arg Pro Leu Ser Lys Gin Leu Ser Ala Asp Ser Ala Glu Ala His Ser 

805 810 815 

Leu Asn Val Asn Arg Phe Ser Pro Ala Asn Tyr Asp Gin Ala His Leu 

820 825 830 

His Pro His Leu Phe Ser Asp Gin Ser Arg Gly Ser Pro Ser Ser Tyr 

835 640 845 

Ser Pro Ser Thr Gly Val Gly Phe Ser Pro Thr Gin Ala Leu Lys Val 

850 855 660 

Pro Pro Leu Asp Gin Phe Pro Thr Phe Pro Pro Ser Ala His Gin Qln 
665 870 875 880 

Pro Pro His Tyr Thr Thr Ser Ala Leu Gin Gin Ala Leu Leu Ser Pro 

885 B90 895 

Thr Pro Pro Asp Tyr Thr Arg His Gin Gin Val Pro His He Leu Gin 
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900 905 .^0 

Gly Leu Leu. Ser.Pro ftrg His Ser. Leu Thr^.^^»^BSlii§^Si£^i^^^^^ 
.915 920 
. Leu Pro -Pro Thr Glu Phe Ma Gin heii.:t%^ j:^y^a;J^ 
. 930 : 935 *»4'« 

Arg Gin Gin Gin Gin Gin Gin Gin Gln 'Olp Gin Gllu'^'Tyr Gin Glu Leu 
945 950 ■ ^S;5 960 

Phe Arg His Met Asn Gin Gly Asp Ala Gly " Ser Leu Ala Pro Ser Leu 

965 970 975 

Gly Gly Gin Ser Met Thr Glu Arg Gin Ala Leu Ser Tyr Gin Asn Ala 

980 985 990 

Asp Ser Tyr His His Thr He Gin Asn Ser Asp Asp Ala Tyr Val Gin 

995 1000 1005 

Leu Asp Asn Leu Pro Gly Met Ser Leu Val Ala Gly Lys Ala Leu Ser 

1010 1015 1020 

Ser Ala Arg Met Ser Asp Ala Val Leu Ser Gin Ser Ser Leu Met Gly 
1025 1030 1035 1040 

Ser Gin Gin Phe Gin Asp Gly Glu Asn Glu Glu Cys Gly Ala Ser Leu 

1045 1050 1055 

Gly Gly His Glu His Pro Asp Leu Ser Asp Gly Ser Gin His Leu Asn 

1060 1065 1070 

Ser Ser Cys Tyr Pro Ser Thr Cys lie Thr Asp He Leu Leu Ser Tyr 

1075 1080 1085 

Lys His Pro Glu Val Ser Phe Ser Met Glu Gin Ala Gly Val 
1090 1095 1100 



<210> 6101 

<211> 1447 

<212> DNA 

<213> Homo sapiens 



<400> 6101 

tttttttttt tttttttttt tttttttttt 
60 

ttattactgt acctaataaa cagcccagcg 
120 

catctagaaa tatactccgt gatctttctt 
180 

gtttactaca gggatcccca aatattgtta 
240 

ggcactacag tgagtagatg aacagttttc 
300 

ccagtgtatt ttaggacagc agattcagat 
360 

aattacaaat ataaagtaaa aatttggaac 
420 

ttaataattt gaaagaactg taaggtttag 
480 

ttggagtctg cttgtagaca tatctgaaaa 
540 

gccaaggaaa agatggaagg ataaatcagt 
600 

acagaagtaa aggtaaaggt taagtgtctg 
660 



tttttttttc actgcaacca gtacttatgt 
tggtgattcc tattcactta gtagcctccc 
gatggccaga ctgtgtaaaa ttcatacagt 
gttgaatgaa caaacacaca tttcaaggag 
tgataggaga ttgtacaagt aatgttttca 
taatgcgctg ggactgaatg caaatagtaa 
ctttgccaca gagaggaata ataaattgat 
gttttgttct tatttttagt gcgactgaga 
aagtgaaggg ggagatggaa gatggtaaat 
gtaataaaaa ggagcacttc tttttcgcca 
agttaacgaa tggattgttg acctctgggg 
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agggcgctcc catcagctca gctttgtgac gacccaagaa tatcccttcc acacctttcc 
720 

tgatccaatc gttctggctg cataaaacca cctaaatcaa tcaactgtta cacttccctt 

780 

agtgctagga caCattcata taactcccac gtattaaatg aaaatacatc catctaaaaa 
840 

taaaacaaca agattgccgc tacaccaaga aaggatttta aaaaggcctg ttcacaagct 
900 

aagtgagggc cagaggaaag gtgcccgttt aaactgaaat tcgagctgcg ataacacctc 
960 

ctaatgcaat caaacgctgt tgcagcacac ttcttaggag atcgggttca acggcaggga 
1020 

CCgggtaagg tgagaatctg gcttggcggc tccggccccg gccatctggt tcccctgggc 
1080 

tccggccgcc accatccact cgacggctct cggcccgaac gcttggtcgc accgcctgcc 
1140 

gaggtcctag atgaatcgct tcaggcctgg aaacgaggaa gccgtctccg gagaccatcg 
1200 

ccaacgctga cgcccgcggt ccgaggtcgc catgggaaga gcggtaggcc accctgctcc 
1260 

tctgaCcacc ggaggacagg gacacattgt tcagggccat attcaaacac tgcccgcagt 
1320 

acttgcgtta cgtccctttg tgaaggcagg cccttcgcgg ctccccagat cagtccagcc 
1380 

tgtgtcggac ccgatgacta agcacacagg aacccataac cgagctgcgg aagagccaga 

1440 

agccgcc 

1447 

<210> 6102 

c211> 123 

<212> PRT 

<213> Homo sapiens 

<400> 6102 

Met Ala Leu Asn Asn Val Ser Leu Ser Ser Gly Asp Gin Arg Ser Arg 

15 10 15 

Val Ala Tyr Arg Ser Ser His Gly Asp Leu Arg Pro Arg Ala Ser Ala 

20 25 30 

Leu Ala Met Val Ser Gly Asp Gly Phe Leu Val Ser Arg Pro Glu Ala 

35 40 45 

He His Leu Gly Pro Arg Gin Ala Val Arg Pro Ser Val Arg Ala Glu 

50 55 60 

Ser Arg Arg Val Asp Gly Gly Gly Arg Ser Pro Arg Glu Pro Asp Gly 
65 70 75 80 

Arg Gly Arg Ser Arg Gin Ala Arg Phe Ser Pro Tyr Pro He Pro Ala 

85 90 95 

Val Glu Pro Asp Leu Leu Arg Ser Val Leu Gin Gin Arg Leu He Ala 

100 105 110 

Leu Gly Gly Val He Ala Ala Arg He Ser Val 
lis 120 

<210> 6103 
<211> 309 
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<212> DNA 

<213> Homo sapiens 

<400> 6103 

agatcttctt tttgagttct aggttctctg gaacacactc ctgaatgtgc acagcgccct 
60 

ctactgcttc ggccaggttg ccacagccac cgatgagaga cagctccagc cacaaCggac 
120 

agaacctatg ccttgatgaa gaagattggg cagtccccag tgagagtcct gaaggagatt 
180 

gacggcttcg tcctgaaccg cctgcagtac gccgtcatca gtgaggcctg gagactggtg 
240 

gaggaagaaa tagtatctcc tagcgaccta gacctggtca cgccagacgg gctgggcatg 
300 

cggCacgcg 
309 

<210> 6104 
<211> 71 
<212> PRT 

<213> Homo sapiens 

<400> 6104 
Glu Thr Ala Pro Ala 

1 5 
He Gly Gin Ser Pro 
20 

Leu Asn Arg Leu Gin 
35 

Glu Glu Glu He Val 
50 

Gly Leu Gly Met Arg 
65 

<210> 6105 
<211> 1846 
<212> DNA 
<213> Homo sapiens 

<400> 6105 

ncaccagcag cagcaggcag ccttactcca cggggagggc gccccacagc agccgcggca 
60 

caggggccag aaccggggac gccccccaac cctatgaact caacacagcc atcaactgca 
120 

gggatgaagt ggtgtctccc cttccatctg ctctgcaggg gtccctcagg ctccctatca 
180 

gcccctccag ctgcctcagt tatctctgca cccccatctt cctcctcccg acatcgcaaa 
240 

cgtegcagga cttccagcaa gtcggaggca ggggctaggg gtggaggcca gggttccaag 
300 

gaaaagggcc gagggagttg gggaggccgc caccaccacc accacccact gcctgcagca 
360 

ggcttcaaaa agcaacagcg caagttccag tatgggaatt attgcaaata ctatgggtac 
420 



Thr Met Asp Arg Thr Tyr Ala Leu Met Lys Lys 

10 15 
Val Arg val Leu Lys Glu He Asp Gly Phe Val 

25 30 
Tyr Ala Val He Ser Glu Ala Trp Arg Leu Val 

40 45 
Ser Pro Ser Asp Leu Asp Leu Val Met Ser Asp 

55 60 
Tyr Ala 
70 
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cgcaatcctt cctgtgagga 
480 

cgggacgtcc tagatctggg 
540 

tggggcccgt cccgcatggt 
600 

caaaacatcc gacactacct 
660 

gacccggggg cagagggtga 
720 

gcctcgctga ctgccagccg 
780 

gacacatcag tcttccccaa 
840 

gatgacctgg tggaggccca 
900 

aagtgggtgc acctgaaccg 
960 

cggcacctac gccctggggg 
1020 

aagagaaaga cCcttacaga 
1080 

gagcagttca gttcctacct 
1140 

gccacacccc acaacacctc 
1200 

cgatccccca gccactaagt 
1260 

cCcataagga cctgggggaa 
1320 

atagtttccC ttcttggatc 
1380 

ccctatgcct cCggcacctg 

1440 

cctcccccag cctcccaggc 
1500 

gcatgggagg tgggaggata 
1560 

cactctccca aggagagaga 
1620 

tagctgcatt tcagtggacc 
1680 

gggaggcacg caggtactgt 
1740 

ttgggttttc aatgtgagaa 
1800 

aaaaaaaaaa aaaaaaaaaa 
1846 

<210> 6106 
<211> 405 

<212> PRT 

<213> Homo sapiens 



tgggcgcctt cgggtgttga 
ctgcaatgtg ggccatctga 
gggcctggaC atcgaCCccc 
Ctccgaggag ctgcgtctcc 
ggaagggacc accaccgttc 
gggtcccatc gctgcccccc 
caatgttgtc tccgtcacgg 
aacacctgag tatgatgCgg 
gggagacgag ggcctgaagc 
catcctggtc ctagagcccc 
aacgatctac aagaaccact 
gacatcccca gacgtgggct 
taaaggcttc cagcgtcctg 
ggccccctaa acagaaagtg 
gaggaaagtg tcccaaggtc 
tgcaaagaaa gcttttcttc 
cgcagcaagg ctggctgtgc 
tggatggcat ggactgtttg 
tcaaattctc tagccctttc 
ttcccatttc tcctcggcca 
atggatagag ggactgaggg 
gaaaatcctt ccctttgccc 
cagcacaata aacttgatgt 
aaaaaaaaaa aaaaaaaaaa 



agcctgagtg 


gtttcggggc 


ccctgagcat 


tgcctgcaag 


ggcCcatcca 


ttctgcccgc 


caccccagac 


tttggaaggg 


gaaagaggag 


ctgcttccca 


aagtgccctt 


ggatggagcg 


gcaattatgt 


gctggatcga 


tgctctgcct 


cagcctcacc 


gcatgtttcg 


ccggatctac 


aaccctggtc 


gtcgtatggc 


accgaatcca 


attgaagcca 


Cctccagcta 


tgagcttgtg 


tgtacctgtt 


ccacaaggcc 


tgaagaggct 


gccctcgctg 


tttcctttct 


gactccaaaa 


cgtcgctgcc 


tcagcctcct 


tggagtcacc 


atcatcttcc 


ccgaccuCbg 


u uc wc w wagg 


ctcctatCct 


ctagcccttc 


ttgtacccag 


cccctgtccc 


ttagacgggg 


aagactggca 


tcccccagtg 


ggagaggggg 


ctagggcagt 


ggcccccaaa 


aaaaaa 
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<400> 6106 



Xaa 


Pro 


Ala 


X 






Ala 


Axa 


AX a 


Asn 


aer 


inr 








nlS 


Leu 


Leu 




50 




Ala 


Ser 


Val 


65 






Arg 


Arg 


Arg 


Gin 


Gly 


Ser 


His 


His 


His 






lis 


Phe 


Gin 


Tyr 




130 




Cys 


Glu 


Asp 


145 






Arg 


Asp 


Val 


lie 


Ala 


Cys 


Ser 


Arg 


Leu 






195 


Glu 


Glu 


Leu 




210 




Glu 


Gly 


Glu 


225 






Ala 


Ser 


Leu 


Leu 


Asp 


Giy 


Tnr 


my 


Asn 






"5 T C 




(jlU 


i yr 




^ 7 U 




Leu 


Asn 


Trp 


305 






Arg 


His 


Leu 


Ser 


Ser 


Tyr 


Tyr 


Tyr 


Arg 






355 


Ser 


Pro 


Asp 




370 




Asn 


Thr 


Ser 


385 






Arg 


Ser 


Pro 



Ala Ala 

5 

Ala Gin 
20 

Gin Pro 

Cys Arg 

lie Ser 

Thr Ser 

85 
Lys Glu 
100 

Pro Leu 

Gly Asn 

Gly Arg 

Leu Asp 
165 
Lys Trp 
160 

lie His 

Arg Leu 

Glu Gly 

Thr Ala 
245 
Ala Asp 
260 

Tyr Val 

Asp Val 

Gly Asp 

Arg Pro 
325 
Gly Lys 
340 

lie Gin 

Val Gly 

Lys Gly 

Ser His 
405 



Gly Ser Leu 

Gly Pro Glu 

Ser Thr Ala 
40 

Gly Pro Ser 
55 

Ala Pro Pro 
70 

Ser Lys Ser 

Lys Gly Arg 

Pro Ala Ala 
120 

Tyr Cys Lys 

135 
Leu Arg Val 
150 

Leu Gly Cys 

Gly Pro Ser 

Ser Ala Arg 
200 

Pro Pro Gin 

215 
Thr Thr Thr 
230 

Ser Arg Gly 

Thr Ser Val 

Leu Asp Arg 
280 

Val Leu Cys 

295 
Glu Gly Leu 
310 

Gly Gly He 

Arg Lys Thr 

Leu Lys Pro 
360 

Phe Ser Ser 

375 
Phe Gin Arg 
390 



Thr Pro 

10 
Pro Gly 
25 

Gly Met 

Gly Ser 

Ser Ser 

Glu Ala 

90 
Gly Ser 
105 

Gly Phe 

Tyr Tyr 

Leu Lys 

Asn Val 
170 
Arg Met 
185 

Gin Asn 

Thr Leu 

Val Arg 

Pro He 
250 
Phe Pro 
265 

Asp Asp 

Leu Ser 

Lys Arg 

Leu val 
330 
Leu Thr 
345 

Glu Gin 
Tyr Glu 
Pro Val 



Arg Gly Gly Arg 

Met Pro Pro Asn 

30 

Lys Trp Cys Leu 
45 

Leu Ser Ala Pro 
60 

Ser Ser Arg His 
75 

Gly Ala Arg Gly 

Trp Gly Gly Arg 
110 

Lys Lys Gin Gin 
125 

Gly Tyr Arg Asn 
140 

Pro Glu Trp Phe 
155 

Gly His Leu Thr 

Val Gly Leu Asp 
190 

He Arg His Tyr 
205 

Glu Gly Asp Pro 
220 

Lys Arg Ser Cys 
235 

Ala Ala Pro Gin 

Asn Asn Val Val 
270 

Leu Val Glu Ala 
285 

Leu Thr Lys Trp 
300 

Met Phe Arg Arg 
315 

Leu Glu Pro Gin 

Glu Thr He Tyr 

350 

Phe Ser Ser Tyr 
365 

Leu Val Ala Thr 
380 

Tyr Leu Phe His 
395 



Leu Thr 
IS 

Pro Met 

Pro Phe 

Pro Ala 

Arg Lys 

80 
Gly Gly 
95 

His His 

Arg Lys 

Pro Ser 

Arg Gly 
160 
Leu Ser 
175 

He Asp 

Leu Ser 

Gly Ala 

Phe Pro 
240 
Val Pro 
255 

Phe Val 

Gin Thr 

Val His 

He Tyr 
320 
Pro Trp 
335 

Lys Asn 

Leu Thr 

Pro His 

Lys Ala 
400 
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<210> 6107 
<211> 896 
<212> DNA 

<2I3> Homo sapiens 
<400> 6107 

nnaaatttga cccgcacagt gatgaggcca gggctgggag ggaggcaggg tctaccctca 
60 

gatctcaggg gggcctctgg actgctgctg cctgcacctg cttgtctttt gggcaggcct 
120 

tggatgtcaa ggagatgctc aaggctgggc tcaacaccac ccccagctcc agcctcccca 
180 

gtggagtctc cccgaccttc acccgcctct tcagccttct catcattacc ctctgatgga 
240 

tgggggagtt cagttggctc ggggttgcct tggcctgcca ccaggtggtc cacatgcccc 
300 

aggtggagga cggatgtgtc gcctgctgac acaatagcgc ccaggagctg gCtgctaccg 
360 

ctgtctgcta cgtaggtaga gagccaagct aggaccaagg ctagaatcag caccaccaca 
420 

cctgccacca ccatcacctc attacccaca ccctcaatga gggtgacacc agtgaccccc 
480 

ttagccgacc ctactcctca ctggccggga caactggtct tatcacggag gctggggcca 
540 

ggcagcccct cggttcgggt gggcccagac cccagtccaa cgccgaggga ataggaccat 
600 

ccaaaagcgg aaccttcgcc Ccagaaaaag ggtgcgggac ccccccccac cgtgcggtca 
660 

cggtacggac agggtagatc acaggc.tgag ggacagagca aagacccctg aggccggaca 
720 

cctggggtcc tgccgggccc ctccccacga gagttccctg tgtctgtgcc aatcgttctc 
780 

gtctttcttt gccgcagttt cttttcctgt aaatcatggt taatgacatt aaccttcCta 
840 

ccaccagggg ttagttgtgg ttgtgataaa taattactac cgttattaag caattg 
896 

<210> 6108 
<211> 124 
<212> PRT 

<213> Homo sapiens 

<400> 6108 

Xaa Asn Leu Thr Arg Thr Val Met Arg Pro Gly Leu Gly Gly Arg Gin 

15 10 15 

Gly Leu Ser Ser Asp Leu Arg Gly Ala Ser Gly Leu Leu Leu Pro Ala 

20 25 30 

Pro Ala Cys Leu Leu Gly Arg Pro Trp Met Ser Arg Arg Cys Ser Arg 

35 40 45 

Leu Gly Ser Thr Pro Pro Pro Ala Pro Ala Ser Pro Val Glu Ser Pro 

SO 55 60 

Arg Pro Ser Pro Ala Ser Ser Ala Phe Ser Ser Leu Pro Ser Asp Gly 
65 70 75 80 

Trp Gly Ser Ser Val Gly Ser Gly Leu Pro Trp Pro Ala Thr Arg Trp 



5291 



